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Figure 1 (cont.)
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Figure 1 (cont.)
E:

Sapl/Ear

1. Sapl digest, dephosphorylation

PAS#1b(200)

I
2. Insertion of synthetic PAS#1b(200)

Sapl/Ean _ _
PAS#1b(200) 3. Sapl digest, dephosphorylation

pXL2-PAS#1b(200) Earl

AlacZ

PAS#1c(200)
i |
4. Insertion of synthetic PAS#1c(200)
5. Ead digest

Sapl/Ean PAS#1c/1b(400)

v

PAS#1¢(200)

pXL2-PAS#1c/1 b(400) 6. Excision of assembled nucleic
PAS#1b(200) Earl acid molecule PAS#1c/1b(400)

AlacZ



WO 2017/109087 PCT/EP2016/082407

4/22
Figure 2
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Figure 2 (cont.)
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Figure 2 (cont.)
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Figure 2 (cont.)
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Figure 2 (cont.)
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Figure 3
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Figure 5
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Figure 6
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Figure 7
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Figure 8
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Figure 9
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Figure 9 (cont.)
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Figure 9 (cont.)
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Figure 10
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Figure 11

A:

pASK75-PA#1a(600)-IL1Ra
M 1 2 3 4 5 6 7 8 9 10

s

Satpie?

o

=

ey W wmee wews e e e wee wwe e wes | <4— 3093 bp
e WGP e Sewr GRS SERI v Gl RWE = | 4— 2377 bp
P o - -

e _

o

o

pASK75-PA#1d/1¢/1b(600)-IL1Ra
M 1 2 3 4 5 6 7 8 9 10




WO 2017/109087

Figure 12
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Figure 13
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