<110>
<120>
<130>

<150>
<151>

<160> 7
<170>
<210> 1

<211> 107
<212> PRT
<213>

<220>
<223>

<400> 1

Asp Ile Gln
1

Asp Arg Val

Leu Asn Trp
35

Tyr Tyr Thr
50

Ser Gly Ser
65

Glu Asp Phe

X20451

62/180905
2015-06-17

Met

Thr

20

Tyr

Ser

Gly

Ala

Thr

Ile

Gln

Gly

Thr

Thr
85

Gln

Thr

Gln

Tyr

Asp

70

Tyr
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Artificial Sequence

Synthetic Construct

Ser

Cys

Lys

His

55

Phe

Tyr

Pro

Arg

Pro

40

Ser

Thr

Cys

Ser

Ala

25

Gly

Gly

Leu

Gln

ANTI-CGRP ANTIBODY FORMULATION

Ser

10

Ser

Lys

Val

Thr

Gln
90

Leu Ser

Lys Asp

Ala Pro

Pro Ser
60

Ile Ser
75

Gly Asp

Page 1

Ala

Ile

Lys

45

Arg

Ser

Ala

Ser

Ser

30

Leu

Phe

Leu

Leu

Val

15

Lys

Leu

Ser

Gln

Pro
95

Gly

Tyr

Ile

Gly

Pro

80

Pro



X20451Sequencelistingl5Aprl16ST25

Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys

<210>
<211>
<212>
<213>

<220>
<223>

<400>

2
1
p

19
RT

100

Artificial Sequence

Synthetic Construct

2

Gln Val Gln

1

Ser

Trp

Gly

Ala

65

Met

Ala

Thr

Val

Met

Ala

50

Asp

Glu

Arg

Thr

<210>

3

Lys

Gln

35

Ile

Arg

Leu

Leu

Val
115

Leu

Val

20

Trp

Tyr

Val

Ser

Ser

100

Thr

Val

Ser

Val

Glu

Thr

Ser

85

Asp

Val

Gln

Cys

Arg

Gly

Ile

70

Leu

Tyr

Ser

Ser

Lys

Gln

Thr

55

Thr

Arg

Val

Ser

Gly

Ala

Ala

40

Gly

Ala

Ser

Ser

105

Ala

Ser

25

Pro

Lys

Asp

Glu

Gly
105

Glu

10

Gly

Gly

Thr

Lys

Asp

90

Phe

Val

Tyr

Gln

Val

Ser

75

Thr

Gly

Lys

Thr

Gly

Tyr

60

Thr

Ala

Tyr

Page 2

Lys

Phe

Leu

45

Ile

Ser

Val

Trp

Pro

Gly

30

Glu

Gln

Thr

Tyr

Gly
110

Gly

15

Asn

Trp

Lys

Ala

Tyr

95

Gln

Ser

Tyr

Met

Phe

Tyr

80

Cys

Gly



<211>
<212>
<213>

<220>
<223>

<400>

2
p

14
RT

X20451Sequencelistingl5Aprl16ST25

Artificial Sequence

Synthetic Construct

3

Asp Ile Gln

1

Asp

Leu

Tyr

Ser

65

Glu

Thr

Pro

Thr

Lys
145

Arg

Asn

Tyr

50

Gly

Asp

Phe

Ser

Ala

130

Val

Val

Trp

35

Thr

Ser

Phe

Gly

Val

115

Ser

Gln

Met

Thr

20

Tyr

Ser

Gly

Ala

Gly

100

Phe

Val

Trp

Thr

Ile

Gln

Gly

Thr

Thr

85

Gly

Ile

Val

Lys

Gln

Thr

Gln

Tyr

Asp

70

Tyr

Thr

Phe

Cys

Val
150

Ser

Cys

Lys

His

55

Phe

Tyr

Lys

Pro

Leu

135

Asp

Pro

Arg

Pro

40

Ser

Thr

Cys

Val

Pro

120

Leu

Asn

Ser

Ala

25

Gly

Leu

Gln

Glu

105

Ser

Asn

Ala

Ser

10

Ser

Lys

Val

Thr

Gln

90

Ile

Asp

Asn

Leu

Leu

Lys

Ala

Pro

Ile

75

Gly

Lys

Glu

Phe

Gln
155

Ser

Asp

Pro

Ser

60

Ser

Asp

Arg

Gln

Tyr

140

Ser

Page 3

Ala

Ile

Lys

45

Arg

Ser

Ala

Thr

Leu

125

Pro

Gly

Ser

Ser

30

Leu

Phe

Leu

Leu

Val

110

Lys

Arg

Asn

Val

15

Lys

Leu

Ser

Gln

Pro

95

Ala

Ser

Glu

Ser

Gly

Tyr

Ile

Gly

Pro

80

Pro

Ala

Gly

Ala

Gln
160



Glu Ser

Ser Thr

Ala Cys

Phe Asn
210

<210>
<211>
<212>
<213>

<220>
<223>

<400>
Gln Val
1

Ser Val

Trp Met

Gly Ala
50

Ala Asp
65

Met Glu

Val Thr Glu Gln

165

X20451Sequencelistingl5Aprl16ST25

Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser

170

175

Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr

180

Glu Val Thr His

195

Arg Gly Glu Cys

4
445
PRT

185

190

Gln Gly Leu Ser Ser Pro Val Thr Lys Ser

Artificial Sequence

Synthetic Construct

4

Gln Leu

Lys Val
20

Gln Trp

35

Ile Tyr

Arg Val

Leu Ser

Val

Ser

Val

Glu

Thr

Ser

Gln

Cys

Arg

Gly

Ile

70

Leu

Ser

Lys

Gln

Thr

55

Thr

Arg

200

Gly

Ala

Ala

40

Gly

Ala

Ser

Ala

Ser

25

Pro

Lys

Asp

Glu

Glu val Lys
10

Gly Tyr Thr

Gly Gln Gly

Thr Val Tyr
60

Lys Ser Thr
75

Asp Thr Ala

Page 4

205

Lys

Phe

Leu

45

Ile

Ser

Val

Pro

Gly

30

Glu

Gln

Thr

Gly

15

Asn

Trp

Lys

Ala

Ser

Tyr

Met

Phe

Tyr

80

Cys



Ala

Thr

Pro

Gly

145

Asn

Gln

Ser

Ser

Cys

225

Leu

Glu

Gln

Arg

Thr

Leu

130

Cys

Ser

Ser

Ser

Asn

210

Pro

Phe

Val

Phe

Leu

Val

115

Ala

Leu

Gly

Ser

Leu

195

Thr

Pro

Pro

Thr

Asn

Ser

100

Thr

Pro

Val

Ala

Gly

180

Gly

Lys

Cys

Pro

Cys

260

Trp

85

Asp

Val

Cys

Lys

Leu

165

Leu

Thr

Val

Pro

Lys

245

Val

Tyr

Tyr

Ser

Ser

Asp

150

Thr

Tyr

Lys

Asp

Ala

230

Pro

Val

Val

X20451Sequencelistingl5Aprl16ST25

Val

Ser

Arg

135

Tyr

Ser

Ser

Thr

Lys

215

Pro

Lys

Val

Asp

Ser

Ala

120

Ser

Phe

Gly

Leu

Tyr

200

Arg

Glu

Asp

Asp

Gly

Gly

105

Ser

Thr

Pro

Val

Ser

185

Thr

Val

Ala

Thr

Val

265

Val

90

Phe

Thr

Ser

Glu

His

170

Ser

Cys

Glu

Ala

Leu

250

Ser

Gly

Lys

Glu

Pro

155

Thr

Val

Asn

Ser

Gly

235

Met

Gln

Tyr

Gly

Ser

140

Val

Phe

Val

Val

Lys

220

Gly

Ile

Glu

Glu Val His

Page 5

95

Trp Gly Gln

Pro

125

Thr

Thr

Pro

Thr

Asp

205

Tyr

Pro

Ser

Asp

Asn

110

Ser

Ala

Val

Ala

Val

190

His

Gly

Ser

Arg

Pro

270

Ala

Val

Ala

Ser

Val

175

Pro

Lys

Pro

Val

Thr

255

Glu

Lys

Gly

Phe

Leu

Trp

160

Leu

Ser

Pro

Pro

Phe

240

Pro

Val

Thr



Lys

Leu

305

Lys

Lys

Ser

Lys

Gln

385

Gly

Gln

Asn

Pro

290

Thr

Val

Ala

Gln

Gly

370

Pro

Ser

Glu

His

<210>
<211>
<212>
<213>

275

Arg

Val

Ser

Lys

Glu

355

Phe

Glu

Phe

Gly

Tyr

435

5
642
DNA

Glu

Leu

Asn

Gly

340

Glu

Tyr

Asn

Phe

Asn

420

Thr

Glu

His

Lys

325

Gln

Met

Pro

Asn

Leu

405

Val

Gln

Gln

Gln

310

Pro

Thr

Ser

Tyr

390

Tyr

Phe

Lys

X20451Sequencelistingl5Aprl16ST25

Phe

295

Asp

Leu

Arg

Lys

Asp

375

Lys

Ser

Ser

Ser

Artificial Sequence

280

Asn

Trp

Pro

Glu

Asn

360

Ile

Thr

Arg

Cys

Leu
440

Ser

Leu

Ser

Pro

345

Gln

Ala

Thr

Leu

Ser

425

Ser

Thr

Asn

Ser

330

Gln

Val

Val

Pro

Thr

410

Val

Leu

Tyr

Gly

315

Ile

Val

Ser

Glu

Pro

395

Val

Met

Ser

Arg

300

Lys

Glu

Tyr

Leu

Trp

380

Val

Asp

His

Leu

Page 6

285

Val val Ser

Glu

Lys

Thr

Thr

365

Glu

Leu

Lys

Glu

Gly
445

Tyr

Thr

Leu

350

Cys

Ser

Asp

Ser

Ala
430

Lys

Ile

335

Pro

Leu

Asn

Ser

Arg

415

Leu

Val

Cys

320

Ser

Pro

Val

Gly

Asp

400

Trp

His



<220>
<223>

<400> 5
gacatccaga

atcacttgcc
gggaaagccc
aggttcagtg
gaagattttg
gggaccaagg
tctgatgagc
cccagagagg
gagagtgtca
ctgagcaaag
ctgagctcgc
<210> 6

<211>

<212>
<213>

DNA
<220>
<223>

<400> 6
caggtgcagc

tcctgcaagg
cctggacaag
attcagaagt
atggagctga

gattacgtct

1338

tgacccagtc
gagcaagtaa
ctaagctcct
gcagtggatc
caacttacta
tggagatcaa
agttgaaatc
ccaaagtaca
cagagcagga
cagactacga

ccgtcacaaa

tggtgcagtc
catctggcta
ggcttgagtg
tcgccgacag
gcagcctgag

cgggatttgg

X20451Sequencelistingl5Aprl16ST25

Synthetic Construct

tccatcctcc
agacatttct
gatctattac
tgggacagat
ctgtcaacaa
acggactgtg
tggaactgcc
gtggaaggtg
cagcaaggac
gaaacacaaa

gagcttcaac

Artificial Sequence

Synthetic Construct

tggggctgag
cacctttggt
gatgggagct
agtcaccatt
atctgaggac

ctactggggc

ctgtctgcat
aagtatttaa
acatcaggat
ttcactctca
ggtgatgcgc
gctgcaccat
tctgttgtgt
gataacgccc
agcacctaca

gtctacgcct

aggggagagt

gtgaagaagc
aattactgga
atttatgagg
accgcggaca
acggccgtgt

caaggaacca

ctgtaggaga
actggtatca
atcactcagg
ccatcagcag
ttcctccgac
ctgtcttcat
gcctgctgaa
tccaatcggg
gcctcagcag
gcgaagtcac

gcC

ctgggtcctc
tgcagtgggt
gaactggtaa
aatccacgag
attactgtgc

cggtcaccgt

Page 7

cagagtcacc
gcagaaacca
agtcccatca
tctgcaacct
gttcggecgga
cttcccgcca
taacttctat
taactcccag
caccctgacg

ccatcagggc

agtgaaggtt
gcgacaggcc
gactgtgtac
cacagcctac
gagattaagt

ctcctcagcc

60

120

180

240

300

360

420

480

540

600

642

60

120

180

240

300

360



tccaccaagg
acagccgccc
aactcaggcg
ctctactccc
acctgcaacg
tatggtcccc
ctgttccccc
gtggtggtesg
gtggaggtgc
gtggtcageg
aaggtctcca
cagccccgag
caggtcagcc
gaaagcaatg
ggctccttct
gtcttctcat
tccctgtctc
<210> 7

<211> 37

<212> PRT
<213>

<400> 7

gcccatcggt
tgggctgect
ccctgaccag
tcagcagcgt
tagatcacaa
catgcccacc
caaaacccaa
acgtgagcca
ataatgccaa
tcctcaccgt
acaaaggcct
agccacaggt
tgacctgcct
ggcageegga
tcctctacag
gctccgtgat

tgggttga

Homo sapiens

X20451Sequencelistingl5Aprl16ST25
gcgeccctget ccaggagcac ctccgagagc

cttcccgcta

ggtcaaggac
cggcgtgcac
ggtgaccgtg
gcccagcaac
ctgcccagca
ggacactctc
ggaagacccc
gacaaagccg
cctgcaccag
cccgtcctcc
gtacaccctg
ggtcaaaggc
gaacaactac
caggctaacc

gcatgaggct

tacttccccg aaccggtgac ggtgtcgtgg

accttcccgg

ccctccagca

accaaggtgg
cctgaggcecg
atgatctccc
gaggtccagt
cgggaggagc
gactggctga
atcgagaaaa
cccccatccc
ttctacccca
aagaccacgc
gtggacaaga

ctgcacaacc

ctgtcctaca
gcttgggcac
acaagagagt
ccgggggacc
ggacccctga
tcaactggta
agttcaacag
acggcaagga
ccatctccaa
aggaggagat
gcgacatcgc
ctcccgtgcet
gcaggtggca

actacacaca

gtcctcagga
gaagacctac
tgagtccaaa
atcagtcttc
ggtcacgtgc
cgtggatggc
cacgtaccgt
gtacaagtgc
agccaaaggg
gaccaagaac
cgtggagtgg
ggactccgac

ggaggggaat

gaagagcctc

Ala Cys Asp Thr Ala Thr Cys Val Thr His Arg Leu Ala Gly Leu Leu

1

5

10

15

Ser Arg Ser Gly Gly Val Val Lys Asn Asn Phe Val Pro Thr Asn Val

20

25

30

Page 8

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1338



X20451Sequencelistingl5Aprl16ST25

Gly Ser Lys Ala Phe
35

Page 9



