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(57) Abstract: A background computing unit
(32) of an analysis device (10) computes such a
background value such that a normal probability
graph based on a cumulative frequency ratio
of a subtracted value obtained by subtracting
a background value from the individual values
indicating the signal intensities of spots arranged

fO EXTZAKAL KETKORK on a DNA chip may have a predetermined linearity.

A logarithmic conversion value of a corrected
signal intensity value, as prepared by subtracting
the background value from the values indicating

the signal intensities, takes the form of a normal distribution. By standardizing the normal distribution, therefore, it is possible to
compare the data which are measured from the DNA chips of the same kind or of different kinds.
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