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(57) Abstract: The present invention methods and systems for
determining copy number variation of a target polynucleotide in
a genome of a subject including amplification based techniques.
Methods can include pre-amplification of the sample followed by
distribution of sample and a plurality of reaction volumes, quanti-
tative detection of a target polynucleotide and a reference polynu-
cleotide, and analysis so as to determine the relative copy number
of the target polynucleotide sequence in the genome of the sub-
ject.



of a target polynucleotide and a reference
pol ynucl eoti de, and analysis so as to determ' ne the
rel ati ve copy nunber of the target poly

sequence WQ'009/033198 A4 Slilllll IHiHIHI I|I||I||I||II|||II||I|I||||| |||II|II|||II|||I|||I|||III||I|| LR

NO, PL, PT, RO, SE, SI, SK, TR), OAPI (BF, BJ, CF, CG, Published:
CI, CM, GA, GN, GQ, GW, ML, MR, NE, SN, TD, TG). —  with international search report



