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11. A composition for treating animals characterized by a polypeptide of claim 7 or 8.
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40 - of SGH, wherein SGH has the am no acid fornula depicted in Figures
4-5 of the drawings. 9. A net Q#UQGIUCI ng a pol ypeptide conprising
the step of culturing a host se ect ed from bacteria, yeasts and ani nal
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45. of SGH and [err] so of SGH wherein SGH has the am no acid formul a
depicted in Figures 4-5 of the drgpiy nﬁﬁmﬁ?‘ld DNA sequence bei ng
operatively linked to an expression control sequence in said reconbi nant
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