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caccccagtc atgaatcaca aagtggtaag cgccctcecccg aaggttaagce tacctacttce
60
ttttgcaacc cactcccatg gtgtgacggg cggtgtgtac aaggcccggg aacgtattca
120
ccgtggcatt ctgatccacg attactagcg attccgactt catggagtcg agttgcagac
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tccaatcecgg actacgacgce actttatgag gtccgettge tectcgcecgagg tcecgettcectet
240
ttgtatgcgce cattgtagca cgtgtgtagce cctactcgta agggccatga tgacttgacg
300
tcatccccac cttectccag tttatcactg gecggtctcecct ttgagttccce ggccggaccg
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ctggcgacaa aggataaggg ttgcgctcgt tgcgggactt aacccaacat ttcacaacac
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gagctgacga cagccatgca gcacctgtct cagagttccc gaaggcacca aagcatctcet
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gctaagttet ctggatgtca agagtaggta aggttcttcg cgttgcatcg aattaaacca
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catgctccac cgecttgtgeg ggcccecgtce aattcatttg agttttaacc ttgcggcecegt
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actccccagg cggtcgactt aacgcgttag ctccggaagc cacgcctcaa gggcacaacc
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