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Sw/ amplification
o w/o amplification

ddPCR output BRAF %

gDNA Input BRAF %

Expected % 0% | 0.67% | 2.00% | 6.67% | 20.00% | 100%

w/o Amplification 0.66% | 1.97% | 6.67% | 20.26%

FIG. 19
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