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MUT-R2730 25mer
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Fig. 3D

Ipeptide], ng/mi.
TCRs against p53 R273C
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CLUSTAL O(3.2.4) multiple sequence aiigrment £1/41

SPIPOAGIT| P53 HUMSN  MEEPUSDPSYEPPLSQETFSHLIKLLPENNVLSPLPSQAMDDRLMLSPDDTEGWE TEDPGP 68
SPIPEISET-21P5R HUMAN MEEPQSOPSVEPPLSQE TFEDLNKLLPENNVLSPLPSCAMIDLMLSPUDIEQWETEDPGP 60
SPIPRARAT- 3| PS3_HIMAN MEEPQSDPSVERPLSQETFSOLWKL LPENNVLSPLPSGARDRLMLSPDDIEQWFTEDRGP 68
SPIPOASIT -4 | PEA_ MURAN < - - mmmcermmmcrmmme e e MODLMUSPODIEQWE TEDPGP 23
SPIPAABIT7 -5 PSY_HIMAN RODLMLSPDDTEQWF TEDRGP 21
SPIPRAGIT -5 [PE3_HUMAN MDINMLSPDOIEQWFTEDPGR 21
SPIPAAE3T -7 PS3 HUMAN
SPIPRAGAT-B{ PSS HUMAN
SPIPGIBRT-GIP52 HUMAN

SPIPRARAT | PS3_HUMSN  DEAPRMPESAPPVAPAPAAPTPAAPAPARSWPLSSSVPSUKTYOUSYGFRLGRLHSGTAK 128
SPIPRAGET -2 | PEA_HURAN DEAPRMPEASPPVARAPAART PAAPAPSPSKPLISSVRSOK TYQGSYEFRLGFLHSGTAK 120
5P{PAAG37- 3| P53 _HIMAN DEAPRMPESAPPVAPARAAPTFAAPAPARSHPLSSSVPSQKTY(GSYGFRLGFLNSGTAK 178
SRiPRAGIT-4 PSSNHUMAN DEAPRMPEAAPPVARAPAARTPAAPARAPSHILSSSVRSOK TYQESYGFRLEFLHSSTAK 81
SPIPG4637-5|P53 HUMAN GEAPRMPEAARPVAPARAAPTPAAPAPARSHPL SSSVPSQKTYQESYGFRLGFLHSGTAK 82
SpiPRas37-6|PS 3 HUMAN DEAPRMPEAAPPVAPAPAAPTPAAPAPAPSWPLESSVPSOKTYQGSYEFRLGFLHSGTAK 81
SPIPEIBYTT{PBR HURAN ~ v mm s v v mmm o v mm s s s v S ettt da S v s
SPIPBAGAT-BIPS3 HUMAN “rn e v masnthn mn s vhmin th s cns st sy s e s s s A s S i
SPIPEAEIT-B{PEA_HUMAN - mmmcmm s m s mmm e m oo e e s o mma e e e e

SPEPA46IT PSS _HUMBN  SVWTCTYSPALRKMFCOLAKTIPVQLWVDSTPPPGTRVRAMATYRQSQHMTEVVRRCPHHE 186
SBIPRAGIT-2{PE3 HUMAN SVTCTYSPALRKMFCQLAKTCRVELWVDSTRPPGTRVRAMATIYKQSQHMT EVVRRCPHHE 180
SPIRPGA637~3{P53 HUMAN SVTCTYSPALNKMFCOLAKTURPVOLWDISTPPPETRVRAMATYKQSQHITEVVRRCPHHE 186
SPIPRAGIT-41PS3 HUMAN SVTCTYSPALRKMECQLAKTCRPVRLWVDSTPPPGTRVAARATIVKQSOHMTEVVRRCPHHE 141
SRIPEIG3T-SIP5A HUMAN SVYTCTYSPALNKMECQLAKTOPVOLKVDSTPRRGTRYRAMATYKQSOHMTEVVRRIPHHE 141
SPIPRARRT-6 P53 HIMAN SVTCTYSPALRKMFCQLAKTCPVRLWVDETPPPETRVRARATYKGECGHMTEVVARCPHHE 141
SPIPHAGIT-TIPEI_HURAN - - - mmmommnen MPCRLARTCRVOLIVDSTPPRGTRVRAMATYKQSOHMT EVVRREPHHE 48
SPIPALART-8IPSI_HIMAN ~v = vv e - ~MFCQLAKTCPYRLWVD S TPPPGTRVRARATYKGSQHMTEVVRRCPHKE 48
SRIPBAGIT-OIPE3 _HUMAN - - - «e - on o« -MECQLAKTCPVRLINVDS TREPGTRVRAMATYKQSCHRTEVVRRCPHHE 48

R Ry R AP S LS RS PR R T

SPEPOASBT | PS3_HUMAN  RCSDSOGLAPPQHLIRVEGNLRVEYLDDRRTF RHSVVYPYEPPEVESDCTTIHYNYMCRS 246
SPIPRAR3TZ-2|PS3_HUMAN RUSUSDGLAPPUHLIRVEGNLRVEYLODRNTFRHSVWPYEPPEVESDCTTIHYNYHONS 248
SPIPG463T -3 P53 _HURAN RCSDSOGLAPPGHLIRVEGNLRVEYLDDRNTFRESVWYRYEPPEVESDCTTIMYNYMOKS 246
SPIPAAAAT-A1PSY _HIMAN RCSOEDGLAPPOHLIRVEGNLRVEYLODENTFRASVVVPYEPPEVGEDRCTTIHYNYRONS 281
SPIPR4G3T -5 P53 _HURAN RCSDSDGLAPPOHLIRVEGNLRVEYLDDRNTFRHSVVVPYEPPEVGSDCTTIMNYRNYMONS 261
SPIPA4A3T7-6{PS3_HIMAN RCSDSDGLAPPQHLIRVEGNLRVEYLDDRNTFRESVWPYEPPEVGSDUTTIHYNYRONS 2061
SRIPBAGIT-7 P53 _HUMAN RCSDSDGLAPPGHUIRVEGNLRVEYLDDRNTFRESVWYPYEFREVGSDCTTIHYNYMINS 188
SPIPG4637-8{Ph3 HUMAN RCEDSOGLAPFQHLIRVEGMNLRVEYLDDRNTF RHSWWPYEPPEVGSDITTIHYNYMCKS 108
SPIPRARIT-O1PS3 HIMAN RCSDSDGLAFPOHLIRVEGNLRVEYLODRNTFRESVWPYEPPEVGEDCTTIHYNYMONS 188
B R R N e ST ST N R T PR RS E

SPIPGAGRT | PS3_HUMAN  SCRGEMNRRPILTIITLEDSSGNLLERNSFEVRVCACPGRORRTEEENLRKKGEPHHELR 306
SPEPRAART7-2|PST_HIMAR SCHMGEMNRRPILTIITLEDSSGNLLERNSFEVRVCACPGRORRTEEENLRKKGEPHHELP 308
SPIPB463T-3| P53 _HUMAN SCMGGMNRRPILTIITLEDSSGMNL LGRNSFEVRVCACPGRORRTERENLRKEGEPHHELP 308
3P{Pa4637-4 P" 3_HUMAN SCMEGMNRRPILTIITLEDSSGNLLORNSFEVRYCACPGRORRTEEENLRKKGEPHHELP 261
SPEPRAGIT7-5 P53 HUMAN SCMGGMNRRPILTIITLEDSSGNLLGRNSFEVRVCACPGRORKTEEENLRKKGEPHHELP 251
SP{Pe4637 -6 P53 ? ‘_HLMAN STMGEMNRRPILTTITLEDSSGNLLGRNSFEVRYCACPGRORRTEEENLRKKGEPHHELP 261
SPEPRARRT-7IPSY_HIMAR SCHGEMNMRRPILTIITLEDSSGNLLERNSFEVRVCACPEGRORRTEEENL RKKGEPHHELP 168
SPIPR46ET -8 | PE3 HUMAN SCHGEMNRRPILTIITLEDSSGNL LGRNSFEVRVCACRGRORRTEEENLRKKGEPHHELP 158

SP{PA4637-G1P53 HUMAN SCMEGMNRRPILTIITLEDSSGNLLERNSFEVRVCACPERORRTEEENLRKKGEPHHELP 168
B R R e LR T L P R e L Y

SPIPRAGITIPS3 HUMAN  PGSTKRALPRNTSSSPQPKKKPLDGEYFTLOIRGRERFEMF RELNEALELKDAQAGKEPG 368
SPIPGA637-2| P53 HOMAN FGSTERALPNNTSSSPOPKKKPLIGEYE TLODGTSFUKENC: - mnn s v rmm s cnimm e :
SPIPRAGHT- 3 RT3 HIMAN PESTKRALPNRTSSSPORKKKPLDGEYFTLOMLLDLRNCYRLINSS
SPIPHISIT-4 P53 _HURAN PGSTKRALPNNTSSSPOPKRKPLOGEYFE TLOIRAGRERFEMFRELNEALELKDAGAGKERG 321
5PIPAABIZ-5PS3_HIMAN PESTKRALPNRTSSSPOPKKEPLDGEYF TLODUTSFOKENC - =~ v m o s mm e s ommm
SPIPRAGTT-5 P53 HUMAN PGSTKRALPNNTSSSPOPKKKPLDGEYFTLQMLLDLRINCYFLINGS ;
SP{PEABIT~7 P53 HUMAN PGSTKRALPNNTSSSPOPKKKPLOGEYFTLOTRGRERFEMERELNEALEL KDAQAGKERG 228
SPIPBAGAT-B{ P53 _HUMAN PGSTKRALPRNTSSSPOPKKKPLDEEYFTLGDGTSFQKENT~~~ v mnn v e a v vvman
SPIPO46ET-5 P52 HUMAN PGSTKRALPANTSSSPGPKKKPLOGEVF TLOMLLOLRHCYFLINSS

R ICKE R 0 WKL R R TR R IR R R LR K

SPIPRAGAT PSS HUMAN  GSRAHSSHLKSKKSGSTSRHKKLMFKTEGRDSD 393
SPIPBIEET-2 | PEA_HUMAN - mmm s mmme s e

SP{RA4GIT-2{PEE_HUMAN ~ s vmmm o mes s e

SPIPBAGIT-4{ P53 HUMAN SSRAHSSHLKSKKGQSTSRHKKLMFKTEGPDSD 354
SP{PBI63T-G]P53_HUMAN ~~vnxsvvomnsvmaanesmman v aanevan
SPIPOAEIT -6 PG3 HUMAN ~nnsvmmnnsvmnnvroniav ey matas
SPIPEIE3T-T P53 _HUMAN GSRAHSSHLKSKKGRSTSRHKKLKFKTEGPDSD
SPIPBAGIT-BIPGS HUMAN “nn s wmim i mo s vk s s s
SPIPEIEIT-F{PBA_HUMAN -~ mmmemcmmm s cmm s s e

2

63




