SEQUENCE LISTING
<110> KITE PHARMA, INC.
<120> CHIMERIC RECEPTORS AND METHODS OF USE THEREOF
<130> K-1029.02US

<140> 15/476,699
<141> 2017-03-31

<150> 62/317,068
<151> 2016-04-01

<160> 147

<170> PatentIn version 3.5
<210>1

<211> 294

<212> DNA

<213> Homo sapiens

<400> 1
cttgataatg aaaagtcaaa cggaacaatc attcacgtga agggcaagcea cctetgtccg 60

tcacccttgt tccctggtee atccaagceca ttetgggtgt tggtegtagt gggtggagte 120
ctcgcttgtt actctctget cgtcacegtg gcettttataa tettctgggt tagatccaaa 180
agaagccgcc tgctccatag cgattacatg aatatgactc cacgccgecc tggecccaca 240
aggaaacact accagcctta cgcaccacct agagatttcg ctgcctatcg gage 294
<210> 2

<211>98

<212> PRT

<213> Homo sapiens

<400> 2

Leu Asp Asn Glu Lys Ser Asn Gly Thr lle Ile His Val Lys Gly Lys
1 5 10 15

His Leu Cys Pro Ser Pro Leu Phe Pro Gly Pro Ser Lys Pro Phe Trp
20 25 30

Val Leu Val Val Val Gly Gly Val Leu Ala Cys Tyr Ser Leu Leu Val
35 40 45
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Thr Val Ala Phe lle Ile Phe Trp Val Arg Ser Lys Arg Ser Arg Leu
50 55 60

Leu His Ser Asp Tyr Met Asn Met Thr Pro Arg Arg Pro Gly Pro Thr
65 70 75 80

Arg Lys His Tyr GIn Pro Tyr Ala Pro Pro Arg Asp Phe Ala Ala Tyr
85 90 95

Arg Ser

<210> 3

<211>90

<212> DNA

<213> Homo sapiens

<400> 3
cttgataatg aaaagtcaaa cggaacaatc attcacgtga agggcaagca cctctgtceg 60

tcacccttgt tcectggtec atccaageca 90

<210>4

<211> 30

<212> PRT

<213> Homo sapiens

<400> 4
Leu Asp Asn Glu Lys Ser Asn Gly Thr lle Ile His Val Lys Gly Lys
1 5 10 15

His Leu Cys Pro Ser Pro Leu Phe Pro Gly Pro Ser Lys Pro
20 25 30

<210>5

<211>81

<212> DNA

<213> Homo sapiens

<400> 5
ttctgggtgt tggtegtagt gggtggagte ctegettgtt actctetget cgtcacegty 60

gcttttataa tcttctgggt t 81

<210>6
<211> 27
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<212> PRT
<213> Homo sapiens

<400> 6
Phe Trp Val Leu Val Val Val Gly Gly Val Leu Ala Cys Tyr Ser Leu
1 5 10 15

Leu Val Thr Val Ala Phe lle Ile Phe Trp Val
20 25

<210>7

<211> 123

<212> DNA

<213> Homo sapiens

<400>7
agatccaaaa gaagccgcect getccatage gattacatga atatgactcc acgecgecct 60

ggccccacaa ggaaacacta ccagecttac gcaccaccta gagatttcge tgectatcgg 120

agce 123

<210>8

<211>41

<212> PRT

<213> Homo sapiens

<400> 8

Arg Ser Lys Arg Ser Arg Leu Leu His Ser Asp Tyr Met Asn Met Thr
1 5 10 15

Pro Arg Arg Pro Gly Pro Thr Arg Lys His Tyr GlIn Pro Tyr Ala Pro
20 25 30

Pro Arg Asp Phe Ala Ala Tyr Arg Ser
35 40

<210>9

<211> 336

<212> DNA

<213> Homo sapiens

<400> 9
agggtgaagt tttccagatc tgcagatgca ccagegtatc agcagggceca gaaccaacty 60

tataacgagc tcaacctggg acgcagggaa gagtatgacg ttttggacaa gcgcagagga 120

cgggaccctg agatgggtgg caaaccaaga cgaaaaaace cccaggaggg tctctataat 180
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gagctgcaga aggataagat ggctgaagec tattctgaaa taggcatgaa aggagagegg 240
agaaggggaa aagggcacga cggtttgtac cagggactca geactgctac gaaggatact 300

tatgacgctc tccacatgca agccctgceca cctagg 336

<210> 10

<211> 112

<212> PRT

<213> Homo sapiens

<400> 10
Arg Val Lys Phe Ser Arg Ser Ala Asp Ala Pro Ala Tyr GIn GIn Gly
1 5 10 15

GIn Asn GIn Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg Glu Glu Tyr
20 25 30

Asp Val Leu Asp Lys Arg Arg Gly Arg Asp Pro Glu Met Gly Gly Lys
35 40 45

Pro Arg Arg Lys Asn Pro GIn Glu Gly Leu Tyr Asn Glu Leu GIn Lys
50 55 60

Asp Lys Met Ala Glu Ala Tyr Ser Glu lle Gly Met Lys Gly Glu Arg
65 70 75 80

Arg Arg Gly Lys Gly His Asp Gly Leu Tyr GIn Gly Leu Ser Thr Ala
85 90 95

Thr Lys Asp Thr Tyr Asp Ala Leu His Met GIn Ala Leu Pro Pro Arg
100 105 110

<210> 11

<211> 117
<212>DNA

<213> Homo sapiens

<400> 11
attgaggtga tgtatccacc gecttacctg gataacgaaa agagtaacgg taccatcatt 60

cacgtgaaag gtaaacacct gtgtccttct cccctettce ccgggecate aaagece 117

<210> 12
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<211> 39
<212> PRT
<213> Homo sapiens

<400> 12
Ile Glu Val Met Tyr Pro Pro Pro Tyr Leu Asp Asn Glu Lys Ser Asn
1 5 10 15

Gly Thr lle lle His Val Lys Gly Lys His Leu Cys Pro Ser Pro Leu
20 25 30

Phe Pro Gly Pro Ser Lys Pro
35

<210> 13

<211> 288

<212> DNA

<213> Homo sapiens

<400> 13
gctgcageat tgagcaactc aataatgtat tttagtcact ttgtaccagt gttcttgeccg 60

gctaagccta ctaccacacc cgctccacgg ccacctacce cagetectac catcgettca 120
cagcctctgt ccctgegecce agaggcettge cgaccggecg cagggggegc tgttcatacc 180
agaggactgg atttcgcctg cgatatctat atctgggcac ccctggecgg aacctgcgge 240
gtactcctgc tgtcectggt catcacgctc tattgtaatc acaggaac 288

<210> 14

<211> 96

<212> PRT

<213> Homo sapiens

<400> 14

Ala Ala Ala Leu Ser Asn Ser Ile Met Tyr Phe Ser His Phe Val Pro
1 5 10 15

Val Phe Leu Pro Ala Lys Pro Thr Thr Thr Pro Ala Pro Arg Pro Pro
20 25 30

Thr Pro Ala Pro Thr Ile Ala Ser GIn Pro Leu Ser Leu Arg Pro Glu
35 40 45

Ala Cys Arg Pro Ala Ala Gly Gly Ala Val His Thr Arg Gly Leu Asp
50 55 60
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Phe Ala Cys Asp lle Tyr lle Trp Ala Pro Leu Ala Gly Thr Cys Gly
65 70 75 80

Val Leu Leu Leu Ser Leu Val lle Thr Leu Tyr Cys Asn His Arg Asn
85 90 95

<210> 15

<211> 366

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 15
caggtgcagc tgcaggaatc cggaccgggg ctggtgaage ccagcgagac tetgagtctc 60

acgtgtacag tttctggagg tagcattagc tcctactatt ggtcatggat aaggcagccc 120
cccgggaagg gattggaatg gatcggctat atttactaca gtgggagceac caattacaac 180
ccctcactga agtctagagt tacaatcage gttgacacct caaagaatca gttcagttty 240
aaattgtcta gcgtcacagc agctgataca gecgtctatt attgtgtttc tctggtctat 300
tgcgotgggg attgttacag tggctttgac tattggggge agggtactct ggttacagtt 360
tcttee 366
<210> 16
<211>122
<212> PRT
<213> Artificial Sequence
<220>
<223> Description of Artificial Sequence: Synthetic

polypeptide
<400> 16

GIn Val GIn Leu GIn Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu
1 5 10 15

Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser lle Ser Ser Tyr
20 25 30

Tyr Trp Ser Trp lle Arg GIn Pro Pro Gly Lys Gly Leu Glu Trp lle
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35 40 45

Gly Tyr lle Tyr Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys
50 55 60

Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn GIn Phe Ser Leu
65 70 75 80

Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Val
85 90 95

Ser Leu Val Tyr Cys Gly Gly Asp Cys Tyr Ser Gly Phe Asp Tyr Trp
100 105 110

Gly GIn Gly Thr Leu Val Thr Val Ser Ser
115 120

<210> 17

<211>7

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
peptide

<400> 17
Gly Gly Ser lle Ser Ser Tyr
1 5

<210> 18

<211>5

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
peptide

<400> 18
Tyr Tyr Ser Gly Ser
1 5

<210> 19
<211> 14
<212> PRT
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<213> Atrtificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
peptide

<400> 19

Leu Val Tyr Cys Gly Gly Asp Cys Tyr Ser Gly Phe Asp Tyr
1 5 10

<210> 20

<211> 324

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 20
gacatccagt tgacacagag cccgagttcc ttgtccgect ccgtcgggga tagagtgtca 60

tttacctgtc aggcctctca ggatattaat aactttctga attggtatca gcaaaagece 120
ggaaaggcac ccaagctgtt gatttacgac gecagtaacc tggagacagg cgtgecctec 180
cggtttagtg gtagcggaag cggtacggat tttaccttta ctatcagcte tctccaacce 240

gaagacattg caacctacta ttgtcaacaa tatggaaacc tgccttttac atttggcgge 300

ggcaccaagg tggagattaa gcgg 324

<210> 21

<211>108

<212> PRT

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic
polypeptide

<400> 21

Asp lle GIn Leu Thr GIn Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

1 5 10 15

Asp Arg Val Ser Phe Thr Cys GIn Ala Ser GIn Asp Ile Asn Asn Phe
20 25 30

Leu Asn Trp Tyr GlIn GIn Lys Pro Gly Lys Ala Pro Lys Leu Leu lle
35 40 45
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Tyr Asp Ala Ser Asn Leu Glu Thr Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Asp Phe Thr Phe Thr Ile Ser Ser Leu GIn Pro
65 70 75 80

Glu Asp lle Ala Thr Tyr Tyr Cys GIn GIn Tyr Gly Asn Leu Pro Phe
85 90 95

Thr Phe Gly Gly Gly Thr Lys Val Glu lle Lys Arg
100 105

<210> 22

<211>11

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
peptide

<400> 22
GIn Ala Ser GIn Asp lle Asn Asn Phe Leu Asn
1 5 10

<210> 23

<211>7

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
peptide

<400> 23
Asp Ala Ser Asn Leu Glu Thr
1 5

<210> 24

<211>9

<212> PRT

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic
peptide
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<400> 24
GIn GIn Tyr Gly Asn Leu Pro Phe Thr
1 5

<210> 25

<211> 1440

<212> DNA

<213> Atrtificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 25
atggcactcc ccgtaactgce tetgetgety cegttggeat tgctectgea cgecgeacge 60

ccgcaggtcc aactgcaaga aagcggacce ggactggtga agecttctga gacacttagt 120
ctgacgtgca cggtcagtgg cggctccatc teetectatt attggtcatg gatacgacaa 180
cccccaggta agggectgga atggattggce tatatctact attcaggaag cacgaactac 240
aatcccagcc tgaagtceccg agtgacaatt tcagtagata ccagtaaaaa ccagttcagt 300
cttaaactgt caagcgtgac agctgecgac accgetgtgt attactgegt ctcactggtg 360
tattgtggag gggattgtta tagcgggttc gattattggg gacagggaac cctggtgact 420
gtatcttccg geggeggegg ctcagggggt ggeggtagty geggtggggg ttecgatatt 480
caactgacac aatcccccag ctcactcage gecagegtgg gggacagggt tagetttacc 540
tgtcaagcct ctcaggatat aaataacttt ctgaactggt atcaacagaa gectgggaag 600
gcgeccaaac tectgatcta tgatgegtee aacctggaaa ctggegtgec ttcacgettt 660
agcggctctg gcagtggtac agacttcact tttaccatct cttcacttca gccggaggac 720
atcgccacat attactgtca acagtacgga aacttgccct ttacttttgg aggcggcacc 780
aaagttgaaa tcaaaagggc cgctgccectg gataacgaaa agagcaatgg gactataata 840
catgttaaag gaaaacacct gtgtccatct cccctgttcc ctggaccgtc aaagecattt 900
tgggtgctcg tggttgtcgg tggegttete gectgttata gettgetggt gacagtagee 960
ttcattatct tttgggtgag atccaaaaga agccgcectgce tccatagega ttacatgaat 1020
atgactccac gecgecctgg ccccacaagg aaacactace agecttacge accacctaga 1080

gatttcgctg cctatcggag cagggtgaag ttttccagat ctgcagatgc accagegtat 1140
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cagcagggcc agaaccaact gtataacgag ctcaacctgg gacgcaggga agagtatgac 1200
gttttggaca agcgcagagg acgggaccct gagatgggtg gcaaaccaag acgaaaaaac 1260
ccccaggagg gtctctataa tgagetgcag aaggataaga tggctgaage ctattctgaa 1320
ataggcatga aaggagagcg gagaagggga aaagggceacyg acggtttgta ccagggactc 1380
agcactgcta cgaaggatac ttatgacgct ctccacatgc aagccctgec acctaggtaa 1440
<210> 26
<211> 479
<212> PRT
<213> Artificial Sequence
<220>
<223> Description of Artificial Sequence: Synthetic

polypeptide
<400> 26

Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu
1 5 10 15

His Ala Ala Arg Pro GIn Val GIn Leu GIn Glu Ser Gly Pro Gly Leu
20 25 30

Val Lys Pro Ser Glu Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly
35 40 45

Ser lle Ser Ser Tyr Tyr Trp Ser Trp lle Arg GIn Pro Pro Gly Lys
50 55 60

Gly Leu Glu Trp lle Gly Tyr lle Tyr Tyr Ser Gly Ser Thr Asn Tyr
65 70 75 80

Asn Pro Ser Leu Lys Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys
85 90 95

Asn GIn Phe Ser Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala
100 105 110

Val Tyr Tyr Cys Val Ser Leu Val Tyr Cys Gly Gly Asp Cys Tyr Ser
115 120 125

Gly Phe Asp Tyr Trp Gly GIn Gly Thr Leu Val Thr Val Ser Ser Gly
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130 135 140

Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Asp lle
145 150 155 160

GIn Leu Thr GIn Ser Pro Ser Ser Leu Ser Ala Ser Val Gly Asp Arg
165 170 175

Val Ser Phe Thr Cys GIn Ala Ser GIn Asp Ile Asn Asn Phe Leu Asn
180 185 190

Trp Tyr GIn GIn Lys Pro Gly Lys Ala Pro Lys Leu Leu lle Tyr Asp
195 200 205

Ala Ser Asn Leu Glu Thr Gly Val Pro Ser Arg Phe Ser Gly Ser Gly
210 215 220

Ser Gly Thr Asp Phe Thr Phe Thr Ile Ser Ser Leu GIn Pro Glu Asp
225 230 235 240

Ile Ala Thr Tyr Tyr Cys GIn GIn Tyr Gly Asn Leu Pro Phe Thr Phe
245 250 255

Gly Gly Gly Thr Lys Val Glu lle Lys Arg Ala Ala Ala Leu Asp Asn
260 265 270

Glu Lys Ser Asn Gly Thr Ile lle His Val Lys Gly Lys His Leu Cys
275 280 285

Pro Ser Pro Leu Phe Pro Gly Pro Ser Lys Pro Phe Trp Val Leu Val
290 295 300

Val Val Gly Gly Val Leu Ala Cys Tyr Ser Leu Leu Val Thr Val Ala
305 310 315 320

Phe lle lle Phe Trp Val Arg Ser Lys Arg Ser Arg Leu Leu His Ser
325 330 335

Asp Tyr Met Asn Met Thr Pro Arg Arg Pro Gly Pro Thr Arg Lys His
340 345 350
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Tyr GIn Pro Tyr Ala Pro Pro Arg Asp Phe Ala Ala Tyr Arg Ser Arg
355 360 365

Val Lys Phe Ser Arg Ser Ala Asp Ala Pro Ala Tyr GIn GIn Gly GlIn
370 375 380

Asn GIn Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg Glu Glu Tyr Asp
385 390 395 400

Val Leu Asp Lys Arg Arg Gly Arg Asp Pro Glu Met Gly Gly Lys Pro
405 410 415

Arg Arg Lys Asn Pro GIn Glu Gly Leu Tyr Asn Glu Leu GIn Lys Asp
420 425 430

Lys Met Ala Glu Ala Tyr Ser Glu lle Gly Met Lys Gly Glu Arg Arg
435 440 445

Arg Gly Lys Gly His Asp Gly Leu Tyr GIn Gly Leu Ser Thr Ala Thr
450 455 460

Lys Asp Thr Tyr Asp Ala Leu His Met GIn Ala Leu Pro Pro Arg
465 470 475

<210> 27

<211> 1374

<212> DNA

<213> Atrtificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 27
caggtccaac tgcaagaaag cggacccgga ctggtgaage cttctgagac acttagtctg 60

acgtgcacgg tcagtggegg ctecatctee tectattatt ggtcatggat acgacaacce 120
ccaggtaagg gcctggaatg gattggctat atctactatt caggaagceac gaactacaat 180
cccagectga agtcccgagt gacaatttca gtagatacca gtaaaaacca gttcagtctt 240
aaactgtcaa gcgtgacagc tgccgacacc getgtgtatt actgegtete actggtgtat 300

tgtggagggg attgttatag cgggttcgat tattggggac agggaaccct ggtgactgta 360
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tcttccggeg geggeggcte agggggtgge ggtagtggeg gtggggatte cgatattcaa 420

ctgacacaat cccccagctc actcagcgec agegtggggg acagggttag ctttacctgt 480
caagcctctc aggatataaa taactttctg aactggtatc aacagaagcc tgggaaggeg 540
cccaaactce tgatctatga tgcgtccaac ctggaaactg gegtgectte acgetttage 600
ggctctggca gtggtacaga ctteactttt accatctctt cacttcagec ggaggacatc 660
gccacatatt actgtcaaca gtacggaaac ttgcccttta cttttggagg cggcaccaaa 720
gttgaaatca aaagggccgce tgccctggat aacgaaaaga gcaatgggac tataatacat 780
gttaaaggaa aacacctgtg tccatctcce ctgttccetg gaccgtcaaa gecattttgg 840
gtgctcgtgg ttgtcggtgg cgttctecgec tgttataget tgctggtgac agtagecttc 900
attatctttt gggtgagatc caaaagaagc cgcctgctcc atagcgatta catgaatatg 960
actccacgcc geectggecc cacaaggaaa cactaccage cttacgcacc acctagagat 1020
ttcgctgect atcggagcag ggtgaagttt tccagatctg cagatgcacc agegtatcag 1080
cagggccaga accaactgta taacgagctc aacctgggac gcagggaaga gtatgacgtt 1140
ttggacaagc gcagaggacg ggaccctgag atgggtggca aaccaagacg aaaaaacccc 1200
caggagggtc tctataatga gctgcagaag gataagatgg ctgaagccta ttctgaaata 1260

ggcatgaaag gagagcggag aaggggaaaa gggcacgacg gtttgtacca gggactcage 1320

actgctacga aggatactta tgacgctctc cacatgcaag ccctgecacc tagg 1374
<210> 28
<211> 458
<212> PRT
<213> Artificial Sequence
<220>
<223> Description of Artificial Sequence: Synthetic
polypeptide
<400> 28
GIn Val GIn Leu GIn Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu
1 5 10 15

Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser lle Ser Ser Tyr
20 25 30

K-1029_02US_Sequence Listing May 2019.TXT[15/05/2019 8:59:06 AM]



Tyr Trp Ser Trp lle Arg GIn Pro Pro Gly Lys Gly Leu Glu Trp lle
35 40 45

Gly Tyr lle Tyr Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys
50 55 60

Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn GIn Phe Ser Leu
65 70 75 80

Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Val
85 90 95

Ser Leu Val Tyr Cys Gly Gly Asp Cys Tyr Ser Gly Phe Asp Tyr Trp
100 105 110

Gly GIn Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly
115 120 125

Gly Gly Gly Ser Gly Gly Gly Gly Ser Asp Ile GIn Leu Thr GIn Ser
130 135 140

Pro Ser Ser Leu Ser Ala Ser Val Gly Asp Arg Val Ser Phe Thr Cys
145 150 155 160

GIn Ala Ser GIn Asp lle Asn Asn Phe Leu Asn Trp Tyr GIn GIn Lys
165 170 175

Pro Gly Lys Ala Pro Lys Leu Leu lle Tyr Asp Ala Ser Asn Leu Glu
180 185 190

Thr Gly Val Pro Ser Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe
195 200 205

Thr Phe Thr lle Ser Ser Leu GIn Pro Glu Asp Ile Ala Thr Tyr Tyr
210 215 220

Cys GIn GIn Tyr Gly Asn Leu Pro Phe Thr Phe Gly Gly Gly Thr Lys
225 230 235 240

Val Glu lle Lys Arg Ala Ala Ala Leu Asp Asn Glu Lys Ser Asn Gly
245 250 255
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Thr lle lle His Val Lys Gly Lys His Leu Cys Pro Ser Pro Leu Phe
260 265 270

Pro Gly Pro Ser Lys Pro Phe Trp Val Leu Val Val Val Gly Gly Val
275 280 285

Leu Ala Cys Tyr Ser Leu Leu Val Thr Val Ala Phe lle Ile Phe Trp
290 295 300

Val Arg Ser Lys Arg Ser Arg Leu Leu His Ser Asp Tyr Met Asn Met
305 310 315 320

Thr Pro Arg Arg Pro Gly Pro Thr Arg Lys His Tyr GIn Pro Tyr Ala
325 330 335

Pro Pro Arg Asp Phe Ala Ala Tyr Arg Ser Arg Val Lys Phe Ser Arg
340 345 350

Ser Ala Asp Ala Pro Ala Tyr GIn GIn Gly GIn Asn GIn Leu Tyr Asn
355 360 365

Glu Leu Asn Leu Gly Arg Arg Glu Glu Tyr Asp Val Leu Asp Lys Arg
370 375 380

Arg Gly Arg Asp Pro Glu Met Gly Gly Lys Pro Arg Arg Lys Asn Pro
385 390 395 400

GIn Glu Gly Leu Tyr Asn Glu Leu GIn Lys Asp Lys Met Ala Glu Ala
405 410 415

Tyr Ser Glu lle Gly Met Lys Gly Glu Arg Arg Arg Gly Lys Gly His
420 425 430

Asp Gly Leu Tyr GIn Gly Leu Ser Thr Ala Thr Lys Asp Thr Tyr Asp
435 440 445

Ala Leu His Met GIn Ala Leu Pro Pro Arg
450 455
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<210> 29

<211> 1467

<212> DNA

<213> Atrtificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 29
atggcactcc ccgtaactgce tetgetgety cegttggeat tgctectgea cgecgeacge 60

ccgcaggtgce agcetgcagga atccggaccg gggetggtga ageccagega gactctgagt 120
ctcacgtgta cagtttctgg aggtagcatt agctcctact attggtcatg gataaggcag 180
ccceecggga agggattgga atggatcggce tatatttact acagtgggag caccaattac 240
aacccctcac tgaagtctag agttacaatc agcgttgaca cctcaaagaa tcagttcagt 300
ttgaaattgt ctagcgtcac agcagctgat acagcecgtct attattgtgt ttctctggtc 360
tattgcggtg gggattgtta cagtggcettt gactattggg ggcagggtac tctggttaca 420
gtttcttccg gggggggagg ctctgggggce ggaggcteag gtggtggagg cagcgacatc 480
cagttgacac agagcccgag ttccttgtce gectcegtcg gggatagagt gtcatttace 540
tgtcaggcct ctcaggatat taataacttt ctgaattggt atcagcaaaa gcccggaaag 600
gcacccaagc tgttgattta cgacgccagt aacctggaga caggcegtgec ctceeggttt 660
agtggtagcg gaagcggtac ggattttacc tttactatca getctctcca acccgaagac 720
attgcaacct actattgtca acaatatgga aacctgcctt ttacatttgg cggcggcacc 780
aaggtggaga ttaagcgggc ggcagcetatt gaggtgatgt atccaccgcec ttacctggat 840
aacgaaaaga gtaacggtac catcattcac gtgaaaggta aacacctgtg tccttctccc 900
ctcttceeeg ggecatcaaa geccttetgg gttettgtgg tegtgggagg cgtgettget 960
tgttattctc tgctcgttac cgtggegttt atcatttttt gggttagatc caaaagaagc 1020
cgcctgctece atagcgatta catgaatatg actccacgec gecctggece cacaaggaaa 1080
cactaccagc cttacgcacc acctagagat ttcgctgect atcggagcag ggtgaagttt 1140
tccagatctg cagatgcacc agcgtatcag cagggccaga accaactgta taacgagetc 1200
aacctgggac gcagggaaga gtatgacgtt ttggacaagc gcagaggacg ggaccctgag 1260

atgggtggca aaccaagacg aaaaaaccce caggagggte tctataatga getgcagaag 1320
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gataagatgg ctgaagccta ttctgaaata ggcatgaaag gagageggag aaggggaaaa 1380

gggcacgacg gtttgtacca gggactcagc actgctacga aggatactta tgacgctctc 1440

cacatgcaag ccctgccacc taggtaa 1467

<210> 30

<211> 488

<212> PRT

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic
polypeptide

<400> 30

Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu

1 5 10 15

His Ala Ala Arg Pro GIn Val GIn Leu GIn Glu Ser Gly Pro Gly Leu
20 25 30

Val Lys Pro Ser Glu Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly
35 40 45

Ser lle Ser Ser Tyr Tyr Trp Ser Trp Ile Arg GIn Pro Pro Gly Lys
50 55 60

Gly Leu Glu Trp lle Gly Tyr lle Tyr Tyr Ser Gly Ser Thr Asn Tyr
65 70 75 80

Asn Pro Ser Leu Lys Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys
85 90 95

Asn GIn Phe Ser Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala
100 105 110

Val Tyr Tyr Cys Val Ser Leu Val Tyr Cys Gly Gly Asp Cys Tyr Ser
115 120 125

Gly Phe Asp Tyr Trp Gly GIn Gly Thr Leu Val Thr Val Ser Ser Gly
130 135 140

Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Asp lle
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145 150 155 160

GIn Leu Thr GIn Ser Pro Ser Ser Leu Ser Ala Ser Val Gly Asp Arg
165 170 175

Val Ser Phe Thr Cys GlIn Ala Ser GIn Asp lle Asn Asn Phe Leu Asn
180 185 190

Trp Tyr GIn GIn Lys Pro Gly Lys Ala Pro Lys Leu Leu lle Tyr Asp
195 200 205

Ala Ser Asn Leu Glu Thr Gly Val Pro Ser Arg Phe Ser Gly Ser Gly
210 215 220

Ser Gly Thr Asp Phe Thr Phe Thr lle Ser Ser Leu GIn Pro Glu Asp
225 230 235 240

lle Ala Thr Tyr Tyr Cys GIn GIn Tyr Gly Asn Leu Pro Phe Thr Phe
245 250 255

Gly Gly Gly Thr Lys Val Glu lle Lys Arg Ala Ala Ala lle Glu Val
260 265 270

Met Tyr Pro Pro Pro Tyr Leu Asp Asn Glu Lys Ser Asn Gly Thr lle
275 280 285

Ile His Val Lys Gly Lys His Leu Cys Pro Ser Pro Leu Phe Pro Gly
290 295 300

Pro Ser Lys Pro Phe Trp Val Leu Val Val Val Gly Gly Val Leu Ala
305 310 315 320

Cys Tyr Ser Leu Leu Val Thr Val Ala Phe lle lle Phe Trp Val Arg
325 330 335

Ser Lys Arg Ser Arg Leu Leu His Ser Asp Tyr Met Asn Met Thr Pro
340 345 350

Arg Arg Pro Gly Pro Thr Arg Lys His Tyr GIn Pro Tyr Ala Pro Pro
355 360 365
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Arg Asp Phe Ala Ala Tyr Arg Ser Arg Val Lys Phe Ser Arg Ser Ala
370 375 380

Asp Ala Pro Ala Tyr GIn GIn Gly GIn Asn GIn Leu Tyr Asn Glu Leu
385 390 395 400

Asn Leu Gly Arg Arg Glu Glu Tyr Asp Val Leu Asp Lys Arg Arg Gly
405 410 415

Arg Asp Pro Glu Met Gly Gly Lys Pro Arg Arg Lys Asn Pro Gin Glu
420 425 430

Gly Leu Tyr Asn Glu Leu GIn Lys Asp Lys Met Ala Glu Ala Tyr Ser
435 440 445

Glu lle Gly Met Lys Gly Glu Arg Arg Arg Gly Lys Gly His Asp Gly
450 455 460

Leu Tyr GIn Gly Leu Ser Thr Ala Thr Lys Asp Thr Tyr Asp Ala Leu
465 470 475 480

His Met GIn Ala Leu Pro Pro Arg
485

<210> 31

<211> 1401

<212> DNA

<213> Atrtificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 31
caggtgcagc tgcaggaatc cggaccgggg ctggtgaage ccagcgagac tetgagtcte 60

acgtgtacag tttctggagg tagcattagc tcctactatt ggtcatggat aaggcagecee 120
cccgggaagg gattggaatg gatcggctat atttactaca gtgggageac caattacaac 180
cccteactga agtctagagt tacaatcage gttgacacct caaagaatca gttcagtttg 240
aaattgtcta gcgtcacagc agctgataca gecgtctatt attgtgtttc tctggtctat 300

tgcggtgggg attgttacag tggctttgac tattgggggc agggtactct ggttacagtt 360
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tcttccgggg ggggaggcte tgggggegga ggctcaggtg gtggaggeag cgacatccag 420
ttgacacaga gcccgagttc cttgtccgee tcegtcgggg atagagtgte atttacctgt 480
caggcctctc aggatattaa taactttctg aattggtatc agcaaaagec cggaaaggca 540
cccaagctgt tgatttacga cgccagtaac ctggagacag gegtgeccte ccggtttagt 600
ggtagcggaa geggtacgga ttttaccttt actatcagct ctctccaace cgaagacatt 660
gcaacctact attgtcaaca atatggaaac ctgcctttta catttggcgg cggcaccaag 720
gtggagatta agcgggegge agctattgag gtgatgtatc caccgectta cctggataac 780
gaaaagagta acggtaccat cattcacgtg aaaggtaaac acctgtgtcc ttctccectc 840
ttcccecgggc catcaaagcece cttetgggtt cttgtggteg tgggaggegt gettgettgt 900
tattctctgc tcgttaccgt ggcgtttate attttttggg ttagatccaa aagaagccge 960
ctgctccata gegattacat gaatatgact ccacgcecgec ctggecccac aaggaaacac 1020
taccagcctt acgcaccacc tagagatttc gctgcctatc ggagcagggt gaagttttcc 1080
agatctgcag atgcaccagc gtatcagcag ggccagaacc aactgtataa cgagctcaac 1140
ctgggacgca gggaagagta tgacgttttg gacaagcgca gaggacggga ccctgagatg 1200
ggtggcaaac caagacgaaa aaacccccag gagggtctct ataatgaget gcagaaggat 1260
aagatggctg aagcctattc tgaaataggc atgaaaggag agcggagaag gggaaaaggg 1320
cacgacggtt tgtaccaggg actcagcact gctacgaagg atacttatga cgctctccac 1380
atgcaagccc tgccacctag g 1401

<210> 32

<211> 467

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic

polypeptide

<400> 32
GIn Val GIn Leu GIn Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu
1 5 10 15

Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser lle Ser Ser Tyr
20 25 30
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Tyr Trp Ser Trp lle Arg GIn Pro Pro Gly Lys Gly Leu Glu Trp lle
35 40 45

Gly Tyr lle Tyr Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys
50 55 60

Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn GIn Phe Ser Leu
65 70 75 80

Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Val
85 90 95

Ser Leu Val Tyr Cys Gly Gly Asp Cys Tyr Ser Gly Phe Asp Tyr Trp
100 105 110

Gly GIn Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly
115 120 125

Gly Gly Gly Ser Gly Gly Gly Gly Ser Asp lle GIn Leu Thr GIn Ser
130 135 140

Pro Ser Ser Leu Ser Ala Ser Val Gly Asp Arg Val Ser Phe Thr Cys
145 150 155 160

GIn Ala Ser GIn Asp lle Asn Asn Phe Leu Asn Trp Tyr GIn GIn Lys
165 170 175

Pro Gly Lys Ala Pro Lys Leu Leu lle Tyr Asp Ala Ser Asn Leu Glu
180 185 190

Thr Gly Val Pro Ser Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe
195 200 205

Thr Phe Thr lle Ser Ser Leu GIn Pro Glu Asp Ile Ala Thr Tyr Tyr
210 215 220

Cys GIn GIn Tyr Gly Asn Leu Pro Phe Thr Phe Gly Gly Gly Thr Lys
225 230 235 240

K-1029_02US_Sequence Listing May 2019.TXT[15/05/2019 8:59:06 AM]



Val Glu lle Lys Arg Ala Ala Ala lle Glu Val Met Tyr Pro Pro Pro
245 250 255

Tyr Leu Asp Asn Glu Lys Ser Asn Gly Thr Ile lle His Val Lys Gly
260 265 270

Lys His Leu Cys Pro Ser Pro Leu Phe Pro Gly Pro Ser Lys Pro Phe
275 280 285

Trp Val Leu Val Val Val Gly Gly Val Leu Ala Cys Tyr Ser Leu Leu
290 295 300

Val Thr Val Ala Phe Ile lle Phe Trp Val Arg Ser Lys Arg Ser Arg
305 310 315 320

Leu Leu His Ser Asp Tyr Met Asn Met Thr Pro Arg Arg Pro Gly Pro
325 330 335

Thr Arg Lys His Tyr GIn Pro Tyr Ala Pro Pro Arg Asp Phe Ala Ala
340 345 350

Tyr Arg Ser Arg Val Lys Phe Ser Arg Ser Ala Asp Ala Pro Ala Tyr
355 360 365

GIn GIn Gly GIn Asn GIn Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg
370 375 380

Glu Glu Tyr Asp Val Leu Asp Lys Arg Arg Gly Arg Asp Pro Glu Met
385 390 395 400

Gly Gly Lys Pro Arg Arg Lys Asn Pro GIn Glu Gly Leu Tyr Asn Glu
405 410 415

Leu GIn Lys Asp Lys Met Ala Glu Ala Tyr Ser Glu lle Gly Met Lys
420 425 430

Gly Glu Arg Arg Arg Gly Lys Gly His Asp Gly Leu Tyr GIn Gly Leu
435 440 445

Ser Thr Ala Thr Lys Asp Thr Tyr Asp Ala Leu His Met GIn Ala Leu
450 455 460
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Pro Pro Arg
465

<210> 33

<211> 1548

<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 33
atggcactcc ccgtaactgc tetgetgetg cegttggeat tgctectgea cgecgeacge 60

ccgcaggtgc aattgcaaga gtccggeccc ggactcgtta aacccagtga gacgettage 120
ctgacctgta ccgtctcagg gggceageatc tectcttatt actggagcetg gatcaggcag 180
cctccaggaa aaggccttga atggattggg tacatctact actctggetc aacaaattat 240
aatccatccc tgaagtcccg cgtgactatc tctgtggaca ccagcaagaa tcagttttca 300
ctgaagttgt ctagtgttac cgcggccgac accgecgtat actactgtgt gtctcttgtg 360
tactgtggcg gecgactgcta ttccgggtte gactactggg geccaagggac tetggtaacc 420
gtgtcctcag gecggeggegg gtcaggagga ggeggceagtg gaggtggegg ctecgacatc 480
cagctgacac aatcaccatc ttccctttca gettcagtcg gggacagagt gtecttcaca 540
tgccaggceca gecaggatat caataacttc ctgaactggt accaacagaa acccggaaag 600
gctccaaage tectgatcta tgatgcttce aacctggaga ccggegtgcec cteccaggttc 660
agtggttcag gatcaggcac tgactttacg ttcaccatat ccagtcttca gcccgaagac 720
attgcaacct attactgcca acaatacggg aaccttccct ttacattcgg aggcggecacc 780
aaggtggaaa tcaaaagggc tgcagcattg agcaactcaa taatgtattt tagtcacttt 840
gtaccagtgt tcttgcecggce taagectact accacacceg ctccacggec acctaccecca 900
gctcctacca tegcttcaca gectetgtee ctgegeccag aggcttgeeg accggecgea 960
gggggcgctg ttcataccag aggactggat ttcgectgeg atatctatat ctgggecacce 1020
ctggccggaa cctgeggegt acteetgetg teectggtea tcacgcetcta ttgtaatcac 1080

aggaacagat ccaaaagaag ccgectgete catagegatt acatgaatat gactccacge 1140
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cgccctggee ccacaaggaa acactaccag ccttacgeac cacctagaga tttcgetgee 1200
tatcggagca gggtgaagtt ttccagatct gcagatgcac cagcgtatca gcagggccag 1260
aaccaactgt ataacgagct caacctggga cgcagggaag agtatgacgt tttggacaag 1320
cgcagaggac gggaccctga gatgggtggce aaaccaagac gaaaaaaccc ccaggagggt 1380
ctctataatg agctgcagaa ggataagatg gctgaagcct attctgaaat aggcatgaaa 1440

ggagagcgga gaaggggaaa agggeacgac ggtttgtacc agggactcag cactgctacg 1500

aaggatactt atgacgctct ccacatgcaa gccctgcecac ctaggtaa 1548
<210> 34
<211>515
<212> PRT
<213> Artificial Sequence
<220>
<223> Description of Artificial Sequence: Synthetic
polypeptide
<400> 34
Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu
1 5 10 15

His Ala Ala Arg Pro GIn Val GIn Leu GIn Glu Ser Gly Pro Gly Leu
20 25 30

Val Lys Pro Ser Glu Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly
35 40 45

Ser Ile Ser Ser Tyr Tyr Trp Ser Trp lle Arg GIn Pro Pro Gly Lys
50 55 60

Gly Leu Glu Trp lle Gly Tyr lle Tyr Tyr Ser Gly Ser Thr Asn Tyr
65 70 75 80

Asn Pro Ser Leu Lys Ser Arg Val Thr lle Ser Val Asp Thr Ser Lys
85 90 95

Asn GIn Phe Ser Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala
100 105 110

Val Tyr Tyr Cys Val Ser Leu Val Tyr Cys Gly Gly Asp Cys Tyr Ser
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115 120 125

Gly Phe Asp Tyr Trp Gly GIn Gly Thr Leu Val Thr Val Ser Ser Gly
130 135 140

Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Asp lle
145 150 155 160

GIn Leu Thr GIn Ser Pro Ser Ser Leu Ser Ala Ser Val Gly Asp Arg
165 170 175

Val Ser Phe Thr Cys GIn Ala Ser GIn Asp Ile Asn Asn Phe Leu Asn
180 185 190

Trp Tyr GIn GIn Lys Pro Gly Lys Ala Pro Lys Leu Leu lle Tyr Asp
195 200 205

Ala Ser Asn Leu Glu Thr Gly Val Pro Ser Arg Phe Ser Gly Ser Gly
210 215 220

Ser Gly Thr Asp Phe Thr Phe Thr Ile Ser Ser Leu GIn Pro Glu Asp
225 230 235 240

Ile Ala Thr Tyr Tyr Cys GIn GIn Tyr Gly Asn Leu Pro Phe Thr Phe
245 250 255

Gly Gly Gly Thr Lys Val Glu lle Lys Arg Ala Ala Ala Leu Ser Asn
260 265 270

Ser Ile Met Tyr Phe Ser His Phe Val Pro Val Phe Leu Pro Ala Lys
275 280 285

Pro Thr Thr Thr Pro Ala Pro Arg Pro Pro Thr Pro Ala Pro Thr lle
290 295 300

Ala Ser GIn Pro Leu Ser Leu Arg Pro Glu Ala Cys Arg Pro Ala Ala
305 310 315 320

Gly Gly Ala Val His Thr Arg Gly Leu Asp Phe Ala Cys Asp lle Tyr
325 330 335
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Ile Trp Ala Pro Leu Ala Gly Thr Cys Gly Val Leu Leu Leu Ser Leu
340 345 350

Val lle Thr Leu Tyr Cys Asn His Arg Asn Arg Ser Lys Arg Ser Arg
355 360 365

Leu Leu His Ser Asp Tyr Met Asn Met Thr Pro Arg Arg Pro Gly Pro
370 375 380

Thr Arg Lys His Tyr GIn Pro Tyr Ala Pro Pro Arg Asp Phe Ala Ala
385 390 395 400

Tyr Arg Ser Arg Val Lys Phe Ser Arg Ser Ala Asp Ala Pro Ala Tyr
405 410 415

GIn GIn Gly GIn Asn GIn Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg
420 425 430

Glu Glu Tyr Asp Val Leu Asp Lys Arg Arg Gly Arg Asp Pro Glu Met
435 440 445

Gly Gly Lys Pro Arg Arg Lys Asn Pro GIn Glu Gly Leu Tyr Asn Glu
450 455 460

Leu GIn Lys Asp Lys Met Ala Glu Ala Tyr Ser Glu lle Gly Met Lys
465 470 475 480

Gly Glu Arg Arg Arg Gly Lys Gly His Asp Gly Leu Tyr GIn Gly Leu
485 490 495

Ser Thr Ala Thr Lys Asp Thr Tyr Asp Ala Leu His Met GIn Ala Leu
500 505 510

Pro Pro Arg
515

<210> 35

<211> 1482

<212> DNA

<213> Atrtificial Sequence
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<220>
<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 35
caggtgcaat tgcaagagtc cggccccgga ctegttaaac ccagtgagac gettagecty 60

acctgtaccg tctcaggggg cagcatctcce tcttattact ggagcetggat caggcagect 120
ccaggaaaag gccttgaatg gattgggtac atctactact ctggctcaac aaattataat 180
ccatccctga agtcccgegt gactatctct gtggacacca gcaagaatca gttttcactg 240
aagttgtcta gtgttaccgc ggccgacacc gecgtatact actgtgtgtce tcttgtgtac 300
tgtggcggeg actgctattc cgggttcgac tactggggcec aagggactct ggtaaccgty 360
tcctcaggeg gcggegggte aggaggaggce ggcagtggag gtggeggcte cgacatccag 420
ctgacacaat caccatcttc cctttcagct tcagtcgggg acagagtgtc cttcacatgc 480
caggccagcc aggatatcaa taacttcctg aactggtace aacagaaacc cggaaagget 540
ccaaagctcc tgatctatga tgcttccaac ctggagaccg gegtgececte caggttcagt 600
ggttcaggat caggcactga ctttacgttc accatatcca gtcttcagcc cgaagacatt 660
gcaacctatt actgccaaca atacgggaac cttcecttta cattcggagg cggcaccaag 720
gtggaaatca aaagggctgc agcattgage aactcaataa tgtattttag tcactttgta 780
ccagtgttct tgccggctaa gectactacce acacccgetc cacggecacc taccccaget 840
cctaccatcg cttcacagcc tctgtcectg cgeccagagg cttgecgace ggecgeaggg 900
ggcgctgttc ataccagagg actggatttc gcctgegata tctatatctg ggcaccectg 960
gccggaacct geggcegtact cetgetgtece ctggtcatca cgctctattg taatcacagg 1020
aacagatcca aaagaagccg cctgctccat agcgattaca tgaatatgac tccacgccge 1080
cctggeccca caaggaaaca ctaccagect tacgcaccac ctagagattt cgetgectat 1140
cggagcaggg tgaagttttc cagatctgca gatgcaccag cgtatcagca gggccagaac 1200
caactgtata acgagctcaa cctgggacgc agggaagagt atgacgtttt ggacaagcgc 1260
agaggacggg accctgagat gggtggcaaa ccaagacgaa aaaaccccca ggagggtcetc 1320
tataatgagc tgcagaagga taagatggct gaagcctatt ctgaaatagg catgaaagga 1380
gagcggagaa ggggaaaagg gcacgacggt ttgtaccagg gactcagceac tgctacgaag 1440

gatacttatg acgctctcca catgcaagcc ctgccaccta gg 1482
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<210> 36

<211> 494
<212> PRT
<213> Artificial Sequence
<220>
<223> Description of Artificial Sequence: Synthetic
polypeptide
<400> 36
GIn Val GIn Leu GIn Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu
1 5 10 15

Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser lle Ser Ser Tyr
20 25 30

Tyr Trp Ser Trp lle Arg GIn Pro Pro Gly Lys Gly Leu Glu Trp lle
35 40 45

Gly Tyr lle Tyr Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys
50 55 60

Ser Arg Val Thr lle Ser Val Asp Thr Ser Lys Asn GIn Phe Ser Leu
65 70 75 80

Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Val
85 90 95

Ser Leu Val Tyr Cys Gly Gly Asp Cys Tyr Ser Gly Phe Asp Tyr Trp
100 105 110

Gly GIn Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly
115 120 125

Gly Gly Gly Ser Gly Gly Gly Gly Ser Asp lle GIn Leu Thr GIn Ser
130 135 140

Pro Ser Ser Leu Ser Ala Ser Val Gly Asp Arg Val Ser Phe Thr Cys
145 150 155 160

GIn Ala Ser GIn Asp lle Asn Asn Phe Leu Asn Trp Tyr GIn GIn Lys
165 170 175
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Pro Gly Lys Ala Pro Lys Leu Leu lle Tyr Asp Ala Ser Asn Leu Glu
180 185 190

Thr Gly Val Pro Ser Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe
195 200 205

Thr Phe Thr lle Ser Ser Leu GIn Pro Glu Asp Ile Ala Thr Tyr Tyr
210 215 220

Cys GIn GIn Tyr Gly Asn Leu Pro Phe Thr Phe Gly Gly Gly Thr Lys
225 230 235 240

Val Glu lle Lys Arg Ala Ala Ala Leu Ser Asn Ser lle Met Tyr Phe
245 250 255

Ser His Phe Val Pro Val Phe Leu Pro Ala Lys Pro Thr Thr Thr Pro
260 265 270

Ala Pro Arg Pro Pro Thr Pro Ala Pro Thr lle Ala Ser GIn Pro Leu
275 280 285

Ser Leu Arg Pro Glu Ala Cys Arg Pro Ala Ala Gly Gly Ala Val His
290 295 300

Thr Arg Gly Leu Asp Phe Ala Cys Asp lle Tyr lle Trp Ala Pro Leu
305 310 315 320

Ala Gly Thr Cys Gly Val Leu Leu Leu Ser Leu Val lle Thr Leu Tyr
325 330 335

Cys Asn His Arg Asn Arg Ser Lys Arg Ser Arg Leu Leu His Ser Asp
340 345 350

Tyr Met Asn Met Thr Pro Arg Arg Pro Gly Pro Thr Arg Lys His Tyr
355 360 365

GlIn Pro Tyr Ala Pro Pro Arg Asp Phe Ala Ala Tyr Arg Ser Arg Val
370 375 380
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Lys Phe Ser Arg Ser Ala Asp Ala Pro Ala Tyr GIn GIn Gly GIn Asn
385 390 395 400

GIn Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg Glu Glu Tyr Asp Val
405 410 415

Leu Asp Lys Arg Arg Gly Arg Asp Pro Glu Met Gly Gly Lys Pro Arg
420 425 430

Arg Lys Asn Pro GIn Glu Gly Leu Tyr Asn Glu Leu GIn Lys Asp Lys
435 440 445

Met Ala Glu Ala Tyr Ser Glu Ile Gly Met Lys Gly Glu Arg Arg Arg
450 455 460

Gly Lys Gly His Asp Gly Leu Tyr GIn Gly Leu Ser Thr Ala Thr Lys
465 470 475 480

Asp Thr Tyr Asp Ala Leu His Met GIn Ala Leu Pro Pro Arg
485 490

<210> 37

<211> 1440

<212> DNA

<213> Atrtificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 37
atggcactcc ccgtaactgce tetgetgety cegttggeat tgctectgea cgecgeacge 60

ccggatatce agetcacgcea atceccctca agettgagtg ccteegtggg cgacegggtg 120
tccttcacat gtcaggcaag ccaagacata aataatttce tgaattggta ccaacaaaaa 180
cccggeaagg cteeccaaact cctgatttat gatgecteca atctggagac cggggteect 240
tctagattca gcggaagtgg cagcggceaca gactttacat ttactatctc ttctctgcaa 300
ccagaggaca tcgccacata ctattgccag caatacggea atctgecctt caccttcgga 360

ggcggaacca aggtagaaat taaaagggge ggtggaggct ccggaggggg gggcetetgge 420

ggagggggct cccaagtaca attgcaggag tcagggecty gactcgtgaa gecttcagaa 480
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actttgtcac tgacatgtac agtgtccggce ggaagcattt ccagttacta ttggtcctgg 540
attagacagc cacccggcaa aggactggaa tggattggat atatctacta ctctggatct 600
acaaactata atcccagcct caaatccagg gtcactatta gtgtggatac atcaaagaat 660
cagttctcct tgaagctgag ctcagtcact getgecgaca ccgeagtgta ctattgtgtg 720
agcctggtct actgcggegg agattgetac ageggttteg attactgggg ccagggcacc 780
ctggttaccg ttagttccge ggctgetctt gataacgaga agtccaacgg tacgattatc 840
cacgttaagg gtaagcacct ttgccctage cegetgttce caggecccag taageecttt 900
tgggtccteg ttgtggtagg tggggtacte gectgetact cectgetegt cactgtcgca 960
ttcatcatct tctgggtcag atccaaaaga agecgectge tccatagega ttacatgaat 1020
atgactccac gecgecctgg ccccacaagg aaacactace agecttacge accacctaga 1080
gatttcgctg cctatcggag cagggtgaag ttttccagat ctgcagatge accagegtat 1140
cagcagggcc agaaccaact gtataacgag ctcaacctgg gacgcaggga agagtatgac 1200
gttttggaca agcgcagagg acgggaccct gagatgggtyg gcaaaccaag acgaaaaaac 1260
ccccaggagg gtctctataa tgagctgcag aaggataaga tggctgaagce ctattctgaa 1320
ataggcatga aaggagagcg gagaagggga aaagggcacg acggtttgta ccagggactc 1380
agcactgcta cgaaggatac ttatgacgct ctccacatgc aagccctgec acctaggtaa 1440
<210> 38
<211> 458
<212> PRT
<213> Atrtificial Sequence
<220>
<223> Description of Artificial Sequence: Synthetic

polypeptide
<400> 38

Asp lle GIn Leu Thr GIn Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
1 5 10 15

Asp Arg Val Ser Phe Thr Cys GIn Ala Ser GIn Asp lle Asn Asn Phe
20 25 30

Leu Asn Trp Tyr GlIn GIn Lys Pro Gly Lys Ala Pro Lys Leu Leu lle
35 40 45
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Tyr Asp Ala Ser Asn Leu Glu Thr Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Asp Phe Thr Phe Thr Ile Ser Ser Leu GIn Pro
65 70 75 80

Glu Asp lle Ala Thr Tyr Tyr Cys GIn GIn Tyr Gly Asn Leu Pro Phe
85 90 95

Thr Phe Gly Gly Gly Thr Lys Val Glu lle Lys Arg Gly Gly Gly Gly
100 105 110

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser GIn Val GIn Leu GIn
115 120 125

Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu Thr Leu Ser Leu Thr
130 135 140

Cys Thr Val Ser Gly Gly Ser lle Ser Ser Tyr Tyr Trp Ser Trp lle
145 150 155 160

Arg GIn Pro Pro Gly Lys Gly Leu Glu Trp lle Gly Tyr lle Tyr Tyr
165 170 175

Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys Ser Arg Val Thr lle
180 185 190

Ser Val Asp Thr Ser Lys Asn GIn Phe Ser Leu Lys Leu Ser Ser Val
195 200 205

Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Val Ser Leu Val Tyr Cys
210 215 220

Gly Gly Asp Cys Tyr Ser Gly Phe Asp Tyr Trp Gly GIn Gly Thr Leu
225 230 235 240

Val Thr Val Ser Ser Ala Ala Ala Leu Asp Asn Glu Lys Ser Asn Gly
245 250 255

Thr Ile Ile His Val Lys Gly Lys His Leu Cys Pro Ser Pro Leu Phe
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260 265 270

Pro Gly Pro Ser Lys Pro Phe Trp Val Leu Val Val Val Gly Gly Val
275 280 285

Leu Ala Cys Tyr Ser Leu Leu Val Thr Val Ala Phe lle lle Phe Trp
290 295 300

Val Arg Ser Lys Arg Ser Arg Leu Leu His Ser Asp Tyr Met Asn Met
305 310 315 320

Thr Pro Arg Arg Pro Gly Pro Thr Arg Lys His Tyr GIn Pro Tyr Ala
325 330 335

Pro Pro Arg Asp Phe Ala Ala Tyr Arg Ser Arg Val Lys Phe Ser Arg
340 345 350

Ser Ala Asp Ala Pro Ala Tyr GIn GIn Gly GIn Asn GIn Leu Tyr Asn
355 360 365

Glu Leu Asn Leu Gly Arg Arg Glu Glu Tyr Asp Val Leu Asp Lys Arg
370 375 380

Arg Gly Arg Asp Pro Glu Met Gly Gly Lys Pro Arg Arg Lys Asn Pro
385 390 395 400

GIn Glu Gly Leu Tyr Asn Glu Leu GIn Lys Asp Lys Met Ala Glu Ala
405 410 415

Tyr Ser Glu lle Gly Met Lys Gly Glu Arg Arg Arg Gly Lys Gly His
420 425 430

Asp Gly Leu Tyr GIn Gly Leu Ser Thr Ala Thr Lys Asp Thr Tyr Asp
435 440 445

Ala Leu His Met GIn Ala Leu Pro Pro Arg
450 455

<210> 39
<211> 1374
<212> DNA
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<213> Atrtificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 39
gatatccagc tcacgcaatc ccectcaage ttgagtgect ccgtgggega ccgggtgtcc 60

ttcacatgtc aggcaagcca agacataaat aatttcctga attggtacca acaaaaaccc 120
ggcaaggctc ccaaactcct gatttatgat gectccaate tggagaccgg ggteecttct 180
agattcagcg gaagtggcag cggcacagac tttacattta ctatctcttc tctgcaacca 240
gaggacatcg ccacatacta ttgccagcaa tacggcaatc tgeccttcac cttcggagge 300
ggaaccaagg tagaaattaa aaggggcggt ggaggcetceg gaggggggag ctetggegga 360
gggggctcec aagtacaatt gcaggagtca gggectggac tcgtgaagcec ttcagaaact 420
ttgtcactga catgtacagt gtccggcgga agcatttcca gttactattg gtcctggatt 480
agacagccac ccggcaaagg actggaatgg attggatata tctactactc tggatctaca 540
aactataatc ccagcctcaa atccagggtc actattagtg tggatacatc aaagaatcag 600
ttctcettga agcetgagcete agtcactgcet gecgacaccg cagtgtacta ttgtgtgage 660
ctggtctact gcggeggaga ttgctacage ggtttcgatt actggggeca gggeacectg 720
gttaccgtta gttccgeggc tgctettgat aacgagaagt ccaacggtac gattatccac 780
gttaagggta agcacctttg ccctageecg ctgttcccag gecccagtaa gecettttgg 840
gtcctegttg tggtaggtgg ggtactcgece tgctacteee tgetegteac tgtcgeattc 900
atcatcttct gggtcagatc caaaagaagc cgcctgctce atagcgatta catgaatatg 960
actccacgcc geectggecc cacaaggaaa cactaccagc cttacgcacc acctagagat 1020
ttcgctgect atcggageag ggtgaagttt tccagatctg cagatgcacc agegtatcag 1080
cagggccaga accaactgta taacgagctc aacctgggac gcagggaaga gtatgacgtt 1140
ttggacaagc gcagaggacg ggaccctgag atgggtggcea aaccaagacg aaaaaacccc 1200
caggagggtc tctataatga gctgcagaag gataagatgg ctgaagccta ttctgaaata 1260
ggcatgaaag gagagcggag aaggggaaaa gggcacgacg gtttgtacca gggactcage 1320

actgctacga aggatactta tgacgctctc cacatgcaag ccctgecacc tagg 1374
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<210> 40

<211> 458
<212> PRT
<213> Atrtificial Sequence
<220>
<223> Description of Artificial Sequence: Synthetic
polypeptide
<400> 40
Asp lle GIn Leu Thr GIn Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
1 5 10 15

Asp Arg Val Ser Phe Thr Cys GIn Ala Ser GIn Asp lle Asn Asn Phe
20 25 30

Leu Asn Trp Tyr GlIn GIn Lys Pro Gly Lys Ala Pro Lys Leu Leu lle
35 40 45

Tyr Asp Ala Ser Asn Leu Glu Thr Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Asp Phe Thr Phe Thr Ile Ser Ser Leu GIn Pro
65 70 75 80

Glu Asp lle Ala Thr Tyr Tyr Cys GIn GIn Tyr Gly Asn Leu Pro Phe
85 90 95

Thr Phe Gly Gly Gly Thr Lys Val Glu lle Lys Arg Gly Gly Gly Gly
100 105 110

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser GIn Val GIn Leu GIn
115 120 125

Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu Thr Leu Ser Leu Thr
130 135 140

Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Tyr Tyr Trp Ser Trp lle
145 150 155 160

Arg GIn Pro Pro Gly Lys Gly Leu Glu Trp lle Gly Tyr lle Tyr Tyr
165 170 175
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Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys Ser Arg Val Thr lle
180 185 190

Ser Val Asp Thr Ser Lys Asn GIn Phe Ser Leu Lys Leu Ser Ser Val
195 200 205

Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Val Ser Leu Val Tyr Cys
210 215 220

Gly Gly Asp Cys Tyr Ser Gly Phe Asp Tyr Trp Gly GIn Gly Thr Leu
225 230 235 240

Val Thr Val Ser Ser Ala Ala Ala Leu Asp Asn Glu Lys Ser Asn Gly
245 250 255

Thr 1le lle His Val Lys Gly Lys His Leu Cys Pro Ser Pro Leu Phe
260 265 270

Pro Gly Pro Ser Lys Pro Phe Trp Val Leu Val Val Val Gly Gly Val
275 280 285

Leu Ala Cys Tyr Ser Leu Leu Val Thr Val Ala Phe lle lle Phe Trp
290 295 300

Val Arg Ser Lys Arg Ser Arg Leu Leu His Ser Asp Tyr Met Asn Met
305 310 315 320

Thr Pro Arg Arg Pro Gly Pro Thr Arg Lys His Tyr GIn Pro Tyr Ala
325 330 335

Pro Pro Arg Asp Phe Ala Ala Tyr Arg Ser Arg Val Lys Phe Ser Arg
340 345 350

Ser Ala Asp Ala Pro Ala Tyr GIn GIn Gly GIn Asn GIn Leu Tyr Asn
355 360 365

Glu Leu Asn Leu Gly Arg Arg Glu Glu Tyr Asp Val Leu Asp Lys Arg
370 375 380

Arg Gly Arg Asp Pro Glu Met Gly Gly Lys Pro Arg Arg Lys Asn Pro
385 390 395 400

K-1029_02US_Sequence Listing May 2019.TXT[15/05/2019 8:59:06 AM]



GIn Glu Gly Leu Tyr Asn Glu Leu GIn Lys Asp Lys Met Ala Glu Ala
405 410 415

Tyr Ser Glu lle Gly Met Lys Gly Glu Arg Arg Arg Gly Lys Gly His
420 425 430

Asp Gly Leu Tyr GIn Gly Leu Ser Thr Ala Thr Lys Asp Thr Tyr Asp
435 440 445

Ala Leu His Met GIn Ala Leu Pro Pro Arg
450 455

<210> 41

<211> 1467

<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 41
atggcactcc ccgtaactgce tetgetgety cegttggeat tgctectgea cgecgeacge 60

ccggatatcc agctgaccca gtctccatcc tetttgagtg cctcegtggg tgaccgegte 120
tctttcactt gccaagccag ccaagacatc aacaactttc tgaattggta ccagcagaaa 180
ccaggcaaag caccaaagct cctcatctac gacgcectcca acctggaaac cggggtgece 240
agcaggttta gcgggagegg ttctggcacg gattttacgt tcaccatctc ctetctgcag 300
cccgaggata tagctactta ttactgtcag cagtacggga atctgccatt tacttttggg 360
ggtggaacta aggtggaaat caaaaggggc ggcgggggaa gcgggggcgg gggctcaggt 420
ggcggaggga gecaggtgea actccaggaa agtggceccag gattggtgaa geccagegag 480
accctttcce ttacttgtac tgttagcgga ggcagcataa gecagctacta ttggtcctgg 540
atcagacagc caccagggaa agggcttgaa tggattggct acatttacta ttccgggtcc 600
accaactaca acccatccct caagtccegce gtgacaattt ccgtcgacac aagcaagaac 660
cagttctcce tgaaacttag tagcgtcact gctgcagata cagcagtgta ctattgtgtc 720

agccttgtct actgtggegg cgactgetac agtggcetttg attactgggg acagggcacg 780
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ctcgtgacag tgtccagege tgcggctatc gaggtaatgt atccgecacc gtatctggac - 840
aacgagaagt ctaatgggac aatcattcac gtgaagggga agcacctgtg tccatccccc 900
ctgtttccgg gtcccagtaa acccttetgg gtgettgttg tegttggegg ggtgetggee 960
tgctattcce tgctggtgac cgtcgegttt attattttct gggttagatc caaaagaagc 1020
cgcctgctece atagcgatta catgaatatg actccacgec gecctggece cacaaggaaa 1080
cactaccagc cttacgcacc acctagagat ttcgctgect atcggagcag ggtgaagttt 1140
tccagatctg cagatgcacc agcgtatcag cagggccaga accaactgta taacgagetc 1200
aacctgggac gcagggaaga gtatgacgtt ttggacaagc gcagaggacg ggaccctgag 1260
atgggtggca aaccaagacg aaaaaacccc caggagggtc tctataatga getgcagaag 1320
gataagatgg ctgaagccta ttctgaaata ggcatgaaag gagagcggag aaggggaaaa 1380

gggcacgacg gtttgtacca gggactcagc actgctacga aggatactta tgacgetctc 1440

cacatgcaag ccctgccacc taggtaa 1467

<210> 42

<211> 488

<212> PRT

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic
polypeptide

<400> 42

Met Ala Leu Pro VVal Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu

1 5 10 15

His Ala Ala Arg Pro Asp Ile GIn Leu Thr GIn Ser Pro Ser Ser Leu
20 25 30

Ser Ala Ser Val Gly Asp Arg Val Ser Phe Thr Cys GIn Ala Ser GIn
35 40 45

Asp lle Asn Asn Phe Leu Asn Trp Tyr GIn GIn Lys Pro Gly Lys Ala
50 55 60

Pro Lys Leu Leu lle Tyr Asp Ala Ser Asn Leu Glu Thr Gly Val Pro
65 70 75 80
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Ser Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Phe Thr Ile
85 90 95

Ser Ser Leu GIn Pro Glu Asp lle Ala Thr Tyr Tyr Cys GIn GIn Tyr
100 105 110

Gly Asn Leu Pro Phe Thr Phe Gly Gly Gly Thr Lys Val Glu lle Lys
115 120 125

Arg Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser
130 135 140

GIn Val GIn Leu GIn Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu
145 150 155 160

Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser lle Ser Ser Tyr
165 170 175

Tyr Trp Ser Trp lle Arg GIn Pro Pro Gly Lys Gly Leu Glu Trp lle
180 185 190

Gly Tyr lle Tyr Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys
195 200 205

Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn GIn Phe Ser Leu
210 215 220

Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Val
225 230 235 240

Ser Leu Val Tyr Cys Gly Gly Asp Cys Tyr Ser Gly Phe Asp Tyr Trp
245 250 255

Gly GIn Gly Thr Leu Val Thr Val Ser Ser Ala Ala Ala lle Glu Val
260 265 270

Met Tyr Pro Pro Pro Tyr Leu Asp Asn Glu Lys Ser Asn Gly Thr lle
275 280 285

Ile His Val Lys Gly Lys His Leu Cys Pro Ser Pro Leu Phe Pro Gly
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290 295 300

Pro Ser Lys Pro Phe Trp Val Leu Val Val Val Gly Gly Val Leu Ala
305 310 315 320

Cys Tyr Ser Leu Leu Val Thr Val Ala Phe lle lle Phe Trp Val Arg
325 330 335

Ser Lys Arg Ser Arg Leu Leu His Ser Asp Tyr Met Asn Met Thr Pro
340 345 350

Arg Arg Pro Gly Pro Thr Arg Lys His Tyr GIn Pro Tyr Ala Pro Pro
355 360 365

Arg Asp Phe Ala Ala Tyr Arg Ser Arg Val Lys Phe Ser Arg Ser Ala
370 375 380

Asp Ala Pro Ala Tyr GIn GIn Gly GIn Asn GIn Leu Tyr Asn Glu Leu
385 390 395 400

Asn Leu Gly Arg Arg Glu Glu Tyr Asp Val Leu Asp Lys Arg Arg Gly
405 410 415

Arg Asp Pro Glu Met Gly Gly Lys Pro Arg Arg Lys Asn Pro GiIn Glu
420 425 430

Gly Leu Tyr Asn Glu Leu GIn Lys Asp Lys Met Ala Glu Ala Tyr Ser
435 440 445

Glu lle Gly Met Lys Gly Glu Arg Arg Arg Gly Lys Gly His Asp Gly
450 455 460

Leu Tyr GIn Gly Leu Ser Thr Ala Thr Lys Asp Thr Tyr Asp Ala Leu
465 470 475 480

His Met GIn Ala Leu Pro Pro Arg
485

<210> 43
<211> 1401
<212> DNA
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<213> Atrtificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 43
gatatccagc tgacccagtc tccatcctct ttgagtgect cegtgggtga ccgegtetct 60

ttcacttgcc aagccagcca agacatcaac aactttctga attggtacca gcagaaacca 120
ggcaaagcac caaagctcct catctacgac gectccaacc tggaaaccgg ggtgeccage 180
aggtttagcg ggageggttc tggcacggat tttacgttca ccatctcctc tctgcageece 240
gaggatatag ctacttatta ctgtcagcag tacgggaatc tgccatttac ttttgggggt 300
ggaactaagg tggaaatcaa aaggggcggc gggggaageg ggggcggygg cteaggtgge 360
ggagggagcc aggtgcaact ccaggaaagt ggcccaggat tggtgaagec cagcgagacc 420
ctttccctta cttgtactgt tagcggaggc agcataagca getactattg gtcctggatc - 480
agacagccac cagggaaagg gcttgaatgg attggctaca tttactattc cgggtccacc 540
aactacaacc catccctcaa gtcccgegtg acaatttceg tcgacacaag caagaaccag 600
ttctccctga aacttagtag cgtcactgct gcagatacag cagtgtacta ttgtgtcagc 660
cttgtctact gtggcggega ctgctacagt ggctttgatt actggggaca gggcacgetc 720
gtgacagtgt ccagcgctgc ggctatcgag gtaatgtatc cgccaccgta tctggacaac 780
gagaagtcta atgggacaat cattcacgtg aaggggaagc acctgtgtce atccceectg 840
tttccgggtce ccagtaaacc cttctgggtg cttgttgteg ttggcggggt getggectge 900
tattccctge tggtgaccgt cgcegtttatt attttctggg ttagatccaa aagaageccge 960
ctgctccata gcgattacat gaatatgact ccacgccgcc ctggccccac aaggaaacac 1020
taccagcctt acgcaccacc tagagatttc getgcctatc ggagcagggt gaagttttcc 1080
agatctgcag atgcaccagc gtatcagcag ggccagaacc aactgtataa cgagctcaac 1140
ctgggacgca gggaagagta tgacgttttg gacaagcgca gaggacggga ccctgagatg 1200
ggtggcaaac caagacgaaa aaacccccag gagggtctct ataatgaget gcagaaggat 1260
aagatggctg aagcctattc tgaaataggc atgaaaggag agcggagaag gggaaaaggg 1320
cacgacggtt tgtaccaggg actcagcact gctacgaagg atacttatga cgctctccac 1380

atgcaagccc tgccacctag g 1401
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<210> 44

<211> 467
<212> PRT
<213> Artificial Sequence
<220>
<223> Description of Artificial Sequence: Synthetic
polypeptide
<400> 44
Asp lle GIn Leu Thr GIn Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
1 5 10 15

Asp Arg Val Ser Phe Thr Cys GIn Ala Ser GIn Asp lle Asn Asn Phe
20 25 30

Leu Asn Trp Tyr GIn GIn Lys Pro Gly Lys Ala Pro Lys Leu Leu lle
35 40 45

Tyr Asp Ala Ser Asn Leu Glu Thr Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Asp Phe Thr Phe Thr lle Ser Ser Leu GIn Pro
65 70 75 80

Glu Asp lle Ala Thr Tyr Tyr Cys GIn GIn Tyr Gly Asn Leu Pro Phe
85 90 95

Thr Phe Gly Gly Gly Thr Lys Val Glu lle Lys Arg Gly Gly Gly Gly
100 105 110

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser GIn Val GIn Leu GIn
115 120 125

Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu Thr Leu Ser Leu Thr
130 135 140

Cys Thr Val Ser Gly Gly Ser lle Ser Ser Tyr Tyr Trp Ser Trp lle
145 150 155 160

Arg GlIn Pro Pro Gly Lys Gly Leu Glu Trp lle Gly Tyr lle Tyr Tyr
165 170 175
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Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys Ser Arg Val Thr lle
180 185 190

Ser Val Asp Thr Ser Lys Asn GIn Phe Ser Leu Lys Leu Ser Ser Val
195 200 205

Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Val Ser Leu Val Tyr Cys
210 215 220

Gly Gly Asp Cys Tyr Ser Gly Phe Asp Tyr Trp Gly GIn Gly Thr Leu
225 230 235 240

Val Thr Val Ser Ser Ala Ala Ala lle Glu Val Met Tyr Pro Pro Pro
245 250 255

Tyr Leu Asp Asn Glu Lys Ser Asn Gly Thr Ile lle His Val Lys Gly
260 265 270

Lys His Leu Cys Pro Ser Pro Leu Phe Pro Gly Pro Ser Lys Pro Phe
275 280 285

Trp Val Leu Val Val Val Gly Gly Val Leu Ala Cys Tyr Ser Leu Leu
290 295 300

Val Thr Val Ala Phe Ile lle Phe Trp Val Arg Ser Lys Arg Ser Arg
305 310 315 320

Leu Leu His Ser Asp Tyr Met Asn Met Thr Pro Arg Arg Pro Gly Pro
325 330 335

Thr Arg Lys His Tyr GIn Pro Tyr Ala Pro Pro Arg Asp Phe Ala Ala
340 345 350

Tyr Arg Ser Arg Val Lys Phe Ser Arg Ser Ala Asp Ala Pro Ala Tyr
355 360 365

GIn GIn Gly GIn Asn GIn Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg
370 375 380
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Glu Glu Tyr Asp Val Leu Asp Lys Arg Arg Gly Arg Asp Pro Glu Met
385 390 395 400

Gly Gly Lys Pro Arg Arg Lys Asn Pro GIn Glu Gly Leu Tyr Asn Glu
405 410 415

Leu GIn Lys Asp Lys Met Ala Glu Ala Tyr Ser Glu lle Gly Met Lys
420 425 430

Gly Glu Arg Arg Arg Gly Lys Gly His Asp Gly Leu Tyr GIn Gly Leu
435 440 445

Ser Thr Ala Thr Lys Asp Thr Tyr Asp Ala Leu His Met GIn Ala Leu
450 455 460

Pro Pro Arg
465

<210> 45

<211> 1548

<212> DNA

<213> Atrtificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 45
atggcactcc ccgtaactgce tetgetgety cegttggeat tgctectgea cgecgeacge 60

ccggacattc aattgaccca gtccectagce agtctctcag caagtgtggg agatagggtg 120
tcattcacct gtcaggcttc acaggacatc aacaacttcc tcaattggta tcagcagaag 180
ccagggaagg caccaaagct getcatatat gacgcttcaa accttgaaac cggagtacct 240
agccgcttca gcggaagegg atcagggact gacttcactt ttaccatcte ttcactgcag 300
cccgaagaca tcgecacata ctactgecag cagtacggaa acttgecttt tacatttggg 360
ggcggceacca aagtggagat taagcgaggg ggaggegget caggaggegg tggetccgga 420
ggcgggggtt cccaggteca getccaggaa teeggeccag gtctggttaa geccagtgaa 480
actttgtcce tcacgtgtac tgtgagcggt ggttcaatct cctcatacta ttggtcttgg 540

atacggcaac ctcctggaaa gggectcgag tggatcggcet atatctacta tagtggctce 600

K-1029_02US_Sequence Listing May 2019.TXT[15/05/2019 8:59:06 AM]



actaattaca acccttccct caagtccaga gtcaccattt ccgtggacac atctaagaac 660
cagttcagtc tgaagttgtc cagcgttaca gccgcagaca cagecgttta ttactgtgtg 720
tetettgttt actgcggggg agactgttat agcggcttcg attactgggg ccagggcacc 780
ttggtcacag tctcttccge ggecgeccte tctaacagta ttatgtactt ttctcatttt 840
gtacccgtgt tccttceege taagecaact actacceegg ccccacggec gectaccect 900
gcacccacaa tagccagtca gectttgage ctgagacctg aggcettgtcg gecggetget 960
gggggtgcag tgcacacacg aggtcttgat tttgcttgcg acatatacat ctgggecect 1020
ctggccggga cctgtggggt getgcttetg agcettggtea tcacgcetcta ttgcaaccat 1080
cgcaacagat ccaaaagaag ccgcctgctc catagcgatt acatgaatat gactccacgc 1140
cgcectggec ccacaaggaa acactaccag ccttacgeac cacctagaga tttcgetgee 1200
tatcggagca gggtgaagtt ttccagatct gcagatgcac cagegtatca gcagggecag 1260
aaccaactgt ataacgagct caacctggga cgcagggaag agtatgacgt tttggacaag 1320
cgcagaggac gggaccctga gatgggtggce aaaccaagac gaaaaaaccc ccaggagggt 1380
ctctataatg agctgcagaa ggataagatg gctgaagcct attctgaaat aggcatgaaa 1440

ggagagcgga gaaggggaaa agggeacgac ggtttgtacc agggactcag cactgctacg 1500

aaggatactt atgacgctct ccacatgcaa gccctgccac ctaggtaa 1548
<210> 46
<211>515
<212> PRT
<213> Atrtificial Sequence
<220>
<223> Description of Artificial Sequence: Synthetic
polypeptide
<400> 46
Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu
1 5 10 15

His Ala Ala Arg Pro Asp Ile GIn Leu Thr GIn Ser Pro Ser Ser Leu
20 25 30

Ser Ala Ser Val Gly Asp Arg Val Ser Phe Thr Cys GIn Ala Ser GIn
35 40 45

K-1029_02US_Sequence Listing May 2019.TXT[15/05/2019 8:59:06 AM]



Asp Ile Asn Asn Phe Leu Asn Trp Tyr GIn GIn Lys Pro Gly Lys Ala
50 55 60

Pro Lys Leu Leu lle Tyr Asp Ala Ser Asn Leu Glu Thr Gly Val Pro
65 70 75 80

Ser Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Phe Thr lle
85 90 95

Ser Ser Leu GIn Pro Glu Asp lle Ala Thr Tyr Tyr Cys GIn GIn Tyr
100 105 110

Gly Asn Leu Pro Phe Thr Phe Gly Gly Gly Thr Lys Val Glu lle Lys
115 120 125

Arg Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser
130 135 140

GIn Val GIn Leu GIn Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu
145 150 155 160

Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Tyr
165 170 175

Tyr Trp Ser Trp lle Arg GIn Pro Pro Gly Lys Gly Leu Glu Trp lle
180 185 190

Gly Tyr lle Tyr Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys
195 200 205

Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn GIn Phe Ser Leu
210 215 220

Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Val
225 230 235 240

Ser Leu Val Tyr Cys Gly Gly Asp Cys Tyr Ser Gly Phe Asp Tyr Trp
245 250 255

Gly GIn Gly Thr Leu Val Thr Val Ser Ser Ala Ala Ala Leu Ser Asn
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260 265 270

Ser lle Met Tyr Phe Ser His Phe Val Pro Val Phe Leu Pro Ala Lys
275 280 285

Pro Thr Thr Thr Pro Ala Pro Arg Pro Pro Thr Pro Ala Pro Thr lle
290 295 300

Ala Ser GIn Pro Leu Ser Leu Arg Pro Glu Ala Cys Arg Pro Ala Ala
305 310 315 320

Gly Gly Ala Val His Thr Arg Gly Leu Asp Phe Ala Cys Asp lle Tyr
325 330 335

lle Trp Ala Pro Leu Ala Gly Thr Cys Gly Val Leu Leu Leu Ser Leu
340 345 350

Val lle Thr Leu Tyr Cys Asn His Arg Asn Arg Ser Lys Arg Ser Arg
355 360 365

Leu Leu His Ser Asp Tyr Met Asn Met Thr Pro Arg Arg Pro Gly Pro
370 375 380

Thr Arg Lys His Tyr GIn Pro Tyr Ala Pro Pro Arg Asp Phe Ala Ala
385 390 395 400

Tyr Arg Ser Arg Val Lys Phe Ser Arg Ser Ala Asp Ala Pro Ala Tyr
405 410 415

GIn GIn Gly GIn Asn GIn Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg
420 425 430

Glu Glu Tyr Asp Val Leu Asp Lys Arg Arg Gly Arg Asp Pro Glu Met
435 440 445

Gly Gly Lys Pro Arg Arg Lys Asn Pro GIn Glu Gly Leu Tyr Asn Glu
450 455 460

Leu GIn Lys Asp Lys Met Ala Glu Ala Tyr Ser Glu lle Gly Met Lys
465 470 475 480
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Gly Glu Arg Arg Arg Gly Lys Gly His Asp Gly Leu Tyr GIn Gly Leu
485 490 495

Ser Thr Ala Thr Lys Asp Thr Tyr Asp Ala Leu His Met GIn Ala Leu
500 505 510

Pro Pro Arg
515

<210> 47

<211> 1482

<212> DNA

<213> Atrtificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 47
gacattcaat tgacccagtc ccctagcagt ctctcagcaa gtgtgggaga tagggtgtca 60

ttcacctgtc aggcttcaca ggacatcaac aacttcctca attggtatca gcagaagcca 120
gggaaggcac caaagctgct catatatgac gcettcaaacc ttgaaaccgg agtacctagc 180
cgcttcageg gaageggatc agggactgac ttcactttta ccatctcttc actgcagece 240
gaagacatcg ccacatacta ctgccagcag tacggaaact tgccttttac atttggggge 300
ggcaccaaag tggagattaa gcgaggggga ggcggcetcag gaggeggtgg ctcecggagge 360
gggggttcce aggtccagct ccaggaatce ggeccaggte tggttaagec cagtgaaact 420
ttgtccctca cgtgtactgt gageggtggt tcaatctect catactattg gtcttggata 480
cggcaacctc ctggaaaggg cctcgagtgg atcggctata tctactatag tggctccact 540
aattacaacc cttccctcaa gtccagagtc accatttccg tggacacatc taagaaccag 600
ttcagtctga agttgtccag cgttacagcc gcagacacag ccgtttatta ctgtgtgtct 660
cttgtttact gcgggggaga ctgttatage ggcttcgatt actggggeca gggeaccttg 720
gtcacagtct cttccgeggc cgecctctct aacagtatta tgtacttttc tcattttgta 780
ccegtgttee ttcecgcetaa gecaactact accceggecc cacggecegcec tacceetgca 840
cccacaatag ccagtcagcc tttgagectg agacctgagg cttgtcggec ggetgetggg 900

ggtgcagtge acacacgagg tcttgatttt gcttgcgaca tatacatctg ggecectctg 960
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gccgggacct gtggggtgct gettctgagce ttggtcatca cgctctattg caaccatcge 1020
aacagatcca aaagaagccg cctgcetccat agcgattaca tgaatatgac tccacgccge 1080
cctggceccca caaggaaaca ctaccagect tacgcaccac ctagagattt cgetgectat 1140
cggagcaggg tgaagttttc cagatctgca gatgcaccag cgtatcagca gggccagaac 1200
caactgtata acgagctcaa cctgggacgc agggaagagt atgacgtttt ggacaagcge 1260
agaggacggg accctgagat gggtggcaaa ccaagacgaa aaaaccccca ggagggtetc 1320
tataatgagc tgcagaagga taagatggct gaagcctatt ctgaaatagg catgaaagga 1380

gagcggagaa ggggaaaagg geacgacggt ttgtaccagg gactcageac tgctacgaag 1440

gatacttatg acgctctcca catgcaagcc ctgecaccta gg 1482
<210> 48
<211> 494
<212> PRT
<213> Artificial Sequence
<220>
<223> Description of Artificial Sequence: Synthetic
polypeptide
<400> 48
Asp lle GIn Leu Thr GIn Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
1 5 10 15

Asp Arg Val Ser Phe Thr Cys GIn Ala Ser GIn Asp Ile Asn Asn Phe
20 25 30

Leu Asn Trp Tyr GIn GIn Lys Pro Gly Lys Ala Pro Lys Leu Leu lle
35 40 45

Tyr Asp Ala Ser Asn Leu Glu Thr Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Asp Phe Thr Phe Thr Ile Ser Ser Leu GIn Pro
65 70 75 80

Glu Asp lle Ala Thr Tyr Tyr Cys GIn GIn Tyr Gly Asn Leu Pro Phe
85 90 95
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Thr Phe Gly Gly Gly Thr Lys Val Glu lle Lys Arg Gly Gly Gly Gly
100 105 110

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser GIn Val GIn Leu GIn
115 120 125

Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu Thr Leu Ser Leu Thr
130 135 140

Cys Thr Val Ser Gly Gly Ser lle Ser Ser Tyr Tyr Trp Ser Trp lle
145 150 155 160

Arg GIn Pro Pro Gly Lys Gly Leu Glu Trp lle Gly Tyr lle Tyr Tyr
165 170 175

Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys Ser Arg Val Thr lle
180 185 190

Ser Val Asp Thr Ser Lys Asn GIn Phe Ser Leu Lys Leu Ser Ser Val
195 200 205

Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Val Ser Leu Val Tyr Cys
210 215 220

Gly Gly Asp Cys Tyr Ser Gly Phe Asp Tyr Trp Gly GIn Gly Thr Leu
225 230 235 240

Val Thr Val Ser Ser Ala Ala Ala Leu Ser Asn Ser lle Met Tyr Phe
245 250 255

Ser His Phe Val Pro Val Phe Leu Pro Ala Lys Pro Thr Thr Thr Pro
260 265 270

Ala Pro Arg Pro Pro Thr Pro Ala Pro Thr lle Ala Ser GIn Pro Leu
275 280 285

Ser Leu Arg Pro Glu Ala Cys Arg Pro Ala Ala Gly Gly Ala Val His
290 295 300

Thr Arg Gly Leu Asp Phe Ala Cys Asp lle Tyr lle Trp Ala Pro Leu
305 310 315 320
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Ala Gly Thr Cys Gly Val Leu Leu Leu Ser Leu Val lle Thr Leu Tyr
325 330 335

Cys Asn His Arg Asn Arg Ser Lys Arg Ser Arg Leu Leu His Ser Asp
340 345 350

Tyr Met Asn Met Thr Pro Arg Arg Pro Gly Pro Thr Arg Lys His Tyr
355 360 365

GIn Pro Tyr Ala Pro Pro Arg Asp Phe Ala Ala Tyr Arg Ser Arg Val
370 375 380

Lys Phe Ser Arg Ser Ala Asp Ala Pro Ala Tyr GIn GIn Gly GIn Asn
385 390 395 400

GIn Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg Glu Glu Tyr Asp Val
405 410 415

Leu Asp Lys Arg Arg Gly Arg Asp Pro Glu Met Gly Gly Lys Pro Arg
420 425 430

Arg Lys Asn Pro GIn Glu Gly Leu Tyr Asn Glu Leu GIn Lys Asp Lys
435 440 445

Met Ala Glu Ala Tyr Ser Glu lle Gly Met Lys Gly Glu Arg Arg Arg
450 455 460

Gly Lys Gly His Asp Gly Leu Tyr GIn Gly Leu Ser Thr Ala Thr Lys
465 470 475 480

Asp Thr Tyr Asp Ala Leu His Met GIn Ala Leu Pro Pro Arg
485 490

<210> 49

<211> 372

<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic
polynucleotide
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<400> 49
caggtacagc tgcaggaatc tgggccegga cttgtcaage caagtcagac actttctctt 60

acatgtaccg tgagcggcegg aagtataagc agtggaggct tttactggtc ttggatacgg 120
cagcacccag gcaaaggctt ggagtggatt ggatacattc atcattcagg atctacacac 180
tataatccat cccttaagtc ccgggtcacc attagcattg atacgtctaa gaatctgttc 240
agtctcaggc tgtcctcegt cactgcetgec gacacagecg tgtactactg cgectecttg 300
gtttactgcg gaggcgactg ttatagcggc tttgattatt gggggcaggg gaccetcgta 360
accgtgagct ct 372

<210> 50

<211>124

<212> PRT

<213> Atrtificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
polypeptide

<400> 50
GIn Val GIn Leu GIn Glu Ser Gly Pro Gly Leu Val Lys Pro Ser GIn
1 5 10 15

Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser lle Ser Ser Gly
20 25 30

Gly Phe Tyr Trp Ser Trp lle Arg GIn His Pro Gly Lys Gly Leu Glu
35 40 45

Trp lle Gly Tyr lle His His Ser Gly Ser Thr His Tyr Asn Pro Ser
50 55 60

Leu Lys Ser Arg Val Thr lle Ser lle Asp Thr Ser Lys Asn Leu Phe
65 70 75 80

Ser Leu Arg Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr
85 90 95

Cys Ala Ser Leu Val Tyr Cys Gly Gly Asp Cys Tyr Ser Gly Phe Asp
100 105 110
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Tyr Trp Gly GIn Gly Thr Leu Val Thr Val Ser Ser
115 120

<210>51

<211>9

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
peptide

<400> 51
Gly Gly Ser lle Ser Ser Gly Gly Phe
1 5

<210> 52

<211>5

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
peptide

<400> 52
His His Ser Gly Ser
1 5

<210> 53

<211>14

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
peptide

<400> 53
Leu Val Tyr Cys Gly Gly Asp Cys Tyr Ser Gly Phe Asp Tyr
1 5 10

<210>54

<211> 324

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
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polynucleotide

<400> 54
gatatccagc tcactcaaag cccctctagt ctetctgect cagtggggga tcgggtcagt 60

tttacttgtc aagcttcaca ggatatcaac aacttcctta attggtatca gcagaagcca 120
ggaaaagcac ccaagctgct catctatgat gectcaaatt tggagacggg tgttcccagt 180
cgattctctg ggtcagggtc cgggaccgac tttacgttta cgatctecte tctgcagcee 240

gaagacatcg ccacatacta ttgtcaacag tacggcaact tgcctttcac atttggggge 300

gggactaagg ttgaaatcaa gagg 324

<210> 55

<211> 108

<212> PRT

<213> Atrtificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic
polypeptide

<400> 55

Asp lle GIn Leu Thr GIn Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

1 5 10 15

Asp Arg Val Ser Phe Thr Cys GIn Ala Ser GIn Asp Ile Asn Asn Phe
20 25 30

Leu Asn Trp Tyr GlIn GIn Lys Pro Gly Lys Ala Pro Lys Leu Leu lle
35 40 45

Tyr Asp Ala Ser Asn Leu Glu Thr Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Asp Phe Thr Phe Thr Ile Ser Ser Leu GIn Pro
65 70 75 80

Glu Asp lle Ala Thr Tyr Tyr Cys GIn GIn Tyr Gly Asn Leu Pro Phe
85 90 95

Thr Phe Gly Gly Gly Thr Lys Val Glu lle Lys Arg
100 105
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<210> 56

<211>11

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
peptide

<400> 56
GIn Ala Ser GIn Asp lle Asn Asn Phe Leu Asn
1 5 10

<210> 57

<211>7

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
peptide

<400> 57
Asp Ala Ser Asn Leu Glu Thr
1 5

<210> 58

<211>9

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
peptide

<400> 58
GIn GIn Tyr Gly Asn Leu Pro Phe Thr
1 5

<210>59

<211> 1446

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 59
atggcactcc ccgtaactgc tetgcetgcty cegttggeat tgctectgea cgecgeacge
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ccgcaggtac agctgcagga atctgggecc ggacttgtca agccaagtca gacactttct 120
cttacatgta ccgtgagcgg cggaagtata agcagtggag gettttactg gtcttggata 180
cggcagcacc caggcaaagg cttggagtgg attggataca ttcatcattc aggatctaca 240
cactataatc catcccttaa gtcccgggtc accattagca ttgatacgtc taagaatctg 300
ttcagtctca ggctgtecte cgtcactgcet geccgacacag cegtgtacta ctgcgectce 360
ttggtttact gcggaggcga ctgttatage ggctttgatt attgggggcea ggggacectc 420
gtaaccgtga getctggagg gggtgggage gggggaggag gticaggggg gggeggetce 480
gatatccagc tcactcaaag cccctctagt ctetctgect cagtggggga tcgggtcagt 540
tttacttgtc aagcttcaca ggatatcaac aacttcctta attggtatca gcagaagcca 600
ggaaaagcac ccaagctgct catctatgat gcctcaaatt tggagacggg tgttcccagt 660
cgattctctg ggtcagggtc cgggaccgac tttacgttta cgatctecte tetgcagece 720
gaagacatcg ccacatacta ttgtcaacag tacggcaact tgcctttcac atttggggge 780
gggactaagg ttgaaatcaa gagggcecgct gecactggaca atgagaagtc caacggcacc 840
atcatccacg tgaagggcaa gcacctgtgc cctagtcctc tgttcccagg cccatccaaa 900
cctttttggg ttettgttgt ggtcgggggg gtgctggect getattctct getggtcacg 960
gtggccttca taattttctg ggttagatcc aaaagaagcc gectgcetcca tagegattac 1020
atgaatatga ctccacgccg ccctggecce acaaggaaac actaccagcec ttacgcacca 1080
cctagagatt tcgctgccta tcggagcagg gtgaagtttt ccagatctge agatgcacca 1140
gcgtatcage agggccagaa ccaactgtat aacgagcetca acctgggacy cagggaagag 1200
tatgacgttt tggacaagcg cagaggacgg gaccctgaga tgggtggcaa accaagacga 1260
aaaaaccccc aggagggtct ctataatgag ctgcagaagg ataagatgge tgaagectat 1320
tctgaaatag gcatgaaagg agagcggaga aggggaaaag ggcacgacgg tttgtaccag 1380
ggactcagca ctgctacgaa ggatacttat gacgctctce acatgcaage cctgecacct 1440
aggtaa 1446

<210> 60

<211> 481

<212> PRT
<213> Artificial Sequence
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<220>
<223> Description of Artificial Sequence: Synthetic

polypeptide
<400> 60
Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu
1 5 10 15

His Ala Ala Arg Pro GIn Val GIn Leu GIn Glu Ser Gly Pro Gly Leu
20 25 30

Val Lys Pro Ser GIn Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly
35 40 45

Ser lle Ser Ser Gly Gly Phe Tyr Trp Ser Trp lle Arg GIn His Pro
50 55 60

Gly Lys Gly Leu Glu Trp lle Gly Tyr Ile His His Ser Gly Ser Thr
65 70 75 80

His Tyr Asn Pro Ser Leu Lys Ser Arg Val Thr Ile Ser lle Asp Thr
85 90 95

Ser Lys Asn Leu Phe Ser Leu Arg Leu Ser Ser Val Thr Ala Ala Asp
100 105 110

Thr Ala Val Tyr Tyr Cys Ala Ser Leu Val Tyr Cys Gly Gly Asp Cys
115 120 125

Tyr Ser Gly Phe Asp Tyr Trp Gly GIn Gly Thr Leu Val Thr Val Ser
130 135 140

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser
145 150 155 160

Asp lle GIn Leu Thr GIn Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
165 170 175

Asp Arg Val Ser Phe Thr Cys GIn Ala Ser GIn Asp Ile Asn Asn Phe
180 185 190

Leu Asn Trp Tyr GIn GIn Lys Pro Gly Lys Ala Pro Lys Leu Leu lle
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195 200 205

Tyr Asp Ala Ser Asn Leu Glu Thr Gly Val Pro Ser Arg Phe Ser Gly
210 215 220

Ser Gly Ser Gly Thr Asp Phe Thr Phe Thr lle Ser Ser Leu GIn Pro
225 230 235 240

Glu Asp lle Ala Thr Tyr Tyr Cys GIn GIn Tyr Gly Asn Leu Pro Phe
245 250 255

Thr Phe Gly Gly Gly Thr Lys Val Glu lle Lys Arg Ala Ala Ala Leu
260 265 270

Asp Asn Glu Lys Ser Asn Gly Thr lle lle His Val Lys Gly Lys His
275 280 285

Leu Cys Pro Ser Pro Leu Phe Pro Gly Pro Ser Lys Pro Phe Trp Val
290 295 300

Leu Val Val Val Gly Gly Val Leu Ala Cys Tyr Ser Leu Leu Val Thr
305 310 315 320

Val Ala Phe lle lle Phe Trp Val Arg Ser Lys Arg Ser Arg Leu Leu
325 330 335

His Ser Asp Tyr Met Asn Met Thr Pro Arg Arg Pro Gly Pro Thr Arg
340 345 350

Lys His Tyr GIn Pro Tyr Ala Pro Pro Arg Asp Phe Ala Ala Tyr Arg
355 360 365

Ser Arg Val Lys Phe Ser Arg Ser Ala Asp Ala Pro Ala Tyr GIn Gln
370 375 380

Gly GIn Asn GIn Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg Glu Glu
385 390 395 400

Tyr Asp Val Leu Asp Lys Arg Arg Gly Arg Asp Pro Glu Met Gly Gly
405 410 415
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Lys Pro Arg Arg Lys Asn Pro GIn Glu Gly Leu Tyr Asn Glu Leu GlIn
420 425 430

Lys Asp Lys Met Ala Glu Ala Tyr Ser Glu lle Gly Met Lys Gly Glu
435 440 445

Arg Arg Arg Gly Lys Gly His Asp Gly Leu Tyr GIn Gly Leu Ser Thr
450 455 460

Ala Thr Lys Asp Thr Tyr Asp Ala Leu His Met GIn Ala Leu Pro Pro
465 470 475 480

Arg

<210> 61

<211> 1380

<212> DNA

<213> Atrtificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 61
caggtacagc tgcaggaatc tgggeccgga cttgtcaage caagtcagac actttctctt 60

acatgtaccg tgagcggegg aagtataage agtggaggct tttactggte ttggatacgg 120
cagcacccag gcaaaggctt ggagtggatt ggatacattc atcattcagg atctacacac 180
tataatccat cccttaagtc ccgggteacc attagcattg atacgtctaa gaatctgttc 240
agtctcaggc tgtcctcegt cactgetgee gacacagecg tgtactactg cgectecttg 300
gtttactgcg gaggcgacty ttatagecggc tttgattatt gggggecaggg gaccetcgta 360
accgtgagct ctggaggggg tgggagcggg ggaggaggtt cagggggggg cggetecgat 420
atccagctca ctcaaagecc ctetagtctc tetgectcag tgggggateg ggtcagtttt 480
acttgtcaag cttcacagga tatcaacaac ttccttaatt ggtatcagca gaagccagga 540
aaagcaccca agctgctcat ctatgatgec tcaaatttgg agacgggtgt tcccagtcga 600
ttctctgggt cagggtecgy gaccgacttt acgtttacga tetectetet gcageccgaa 660

gacatcgcca catactattg tcaacagtac ggcaacttge ctttcacatt tgggggeggy 720
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actaaggttg aaatcaagag ggccgctgca ctggacaatg agaagtccaa cggcaccatc 780
atccacgtga agggcaagca cctgtgccct agtcctetgt tcccaggecc atccaaacct 840
ttttgggttc ttgttgtggt cgggggogty ctggcectgcet attctetget ggtcacggtg 900
gccttcataa ttttctgggt tagatccaaa agaagcecgcc tgctccatag cgattacatg 960
aatatgactc cacgccgccc tggccccaca aggaaacact accagcectta cgcaccacct 1020
agagatttcg ctgcctatcg gagcagggtg aagttttcca gatctgcaga tgcaccagcg 1080
tatcagcagg gccagaacca actgtataac gagctcaacc tgggacgcag ggaagagtat 1140
gacgttttgg acaagcgcag aggacgggac cctgagatgg gtggcaaacc aagacgaaaa 1200
aacccccagg agggtctcta taatgagctg cagaaggata agatggctga agcectattct 1260
gaaataggca tgaaaggaga gcggagaagg ggaaaagggc acgacggttt gtaccaggga 1320
ctcagcactg ctacgaagga tacttatgac gctctccaca tgcaagccct gccacctagg 1380
<210> 62
<211> 460
<212> PRT
<213> Artificial Sequence
<220>
<223> Description of Artificial Sequence: Synthetic

polypeptide
<400> 62

GIn Val GIn Leu GIn Glu Ser Gly Pro Gly Leu Val Lys Pro Ser GIn
1 5 10 15

Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser lle Ser Ser Gly
20 25 30

Gly Phe Tyr Trp Ser Trp lle Arg GIn His Pro Gly Lys Gly Leu Glu
35 40 45

Trp lle Gly Tyr lle His His Ser Gly Ser Thr His Tyr Asn Pro Ser
50 55 60

Leu Lys Ser Arg Val Thr lle Ser Ile Asp Thr Ser Lys Asn Leu Phe
65 70 75 80
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Ser Leu Arg Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr
85 90 95

Cys Ala Ser Leu Val Tyr Cys Gly Gly Asp Cys Tyr Ser Gly Phe Asp
100 105 110

Tyr Trp Gly GIn Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly
115 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Asp Ile GIn Leu Thr
130 135 140

GIn Ser Pro Ser Ser Leu Ser Ala Ser Val Gly Asp Arg Val Ser Phe
145 150 155 160

Thr Cys GIn Ala Ser GIn Asp lle Asn Asn Phe Leu Asn Trp Tyr GIn
165 170 175

GIn Lys Pro Gly Lys Ala Pro Lys Leu Leu lle Tyr Asp Ala Ser Asn
180 185 190

Leu Glu Thr Gly Val Pro Ser Arg Phe Ser Gly Ser Gly Ser Gly Thr
195 200 205

Asp Phe Thr Phe Thr Ile Ser Ser Leu GIn Pro Glu Asp Ile Ala Thr
210 215 220

Tyr Tyr Cys GIn GIn Tyr Gly Asn Leu Pro Phe Thr Phe Gly Gly Gly
225 230 235 240

Thr Lys Val Glu lle Lys Arg Ala Ala Ala Leu Asp Asn Glu Lys Ser
245 250 255

Asn Gly Thr Ile lle His Val Lys Gly Lys His Leu Cys Pro Ser Pro
260 265 270

Leu Phe Pro Gly Pro Ser Lys Pro Phe Trp Val Leu Val Val Val Gly
275 280 285

Gly Val Leu Ala Cys Tyr Ser Leu Leu Val Thr Val Ala Phe lle lle
290 295 300

K-1029_02US_Sequence Listing May 2019.TXT[15/05/2019 8:59:06 AM]



Phe Trp Val Arg Ser Lys Arg Ser Arg Leu Leu His Ser Asp Tyr Met
305 310 315 320

Asn Met Thr Pro Arg Arg Pro Gly Pro Thr Arg Lys His Tyr GIn Pro
325 330 335

Tyr Ala Pro Pro Arg Asp Phe Ala Ala Tyr Arg Ser Arg Val Lys Phe
340 345 350

Ser Arg Ser Ala Asp Ala Pro Ala Tyr Gin GIn Gly GIn Asn GIn Leu
355 360 365

Tyr Asn Glu Leu Asn Leu Gly Arg Arg Glu Glu Tyr Asp Val Leu Asp
370 375 380

Lys Arg Arg Gly Arg Asp Pro Glu Met Gly Gly Lys Pro Arg Arg Lys
385 390 395 400

Asn Pro GIn Glu Gly Leu Tyr Asn Glu Leu GIn Lys Asp Lys Met Ala
405 410 415

Glu Ala Tyr Ser Glu lle Gly Met Lys Gly Glu Arg Arg Arg Gly Lys
420 425 430

Gly His Asp Gly Leu Tyr GIn Gly Leu Ser Thr Ala Thr Lys Asp Thr
435 440 445

Tyr Asp Ala Leu His Met GIn Ala Leu Pro Pro Arg
450 455 460

<210> 63

<211> 1473

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 63
atggcactcc ccgtaactgc tetgetgetg cegttggeat tgctectgea cgecgeacge 60
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ccgcaggtgce agetgcagga aageggteeg ggacttgtca agecgteeca aacgetgagt 120
ctgacgtgta ctgtctctgg tggctctatt tcttccgggg gcttttattg gtcttggatc 180
agacaacacc ctggcaaagg gctggagtgg atagggtata ttcaccactc tgggtccact 240
cactacaacc catcattgaa atccagagtg actatctcaa tcgacacatc caagaacctt 300
ttcagcctga ggttgtcatce agttaccgcce getgacacceg cggtgtatta ttgegectct 360
ctcgtgtact gcggtggega ttgttatagt ggctttgact actgggggcea ggggacattg 420
gttaccgttt caagtggagg cggtgggtct ggcgggggcy gtageggagg tggggggage 480
gacatacagc ttacgcagag cccctccagc ctttcagect ccgtggggga tagggtgtcc 540
tttacctgcc aggcttceca ggacataaac aacttcetca attggtatca gcaaaagecc 600
gggaaagcac caaagctgct catctacgat gccagcaacc tggaaaccgg agtgeegtct 660
cgcttctctg gaagtggeag tgggaccgat ttcactttta caatctcaag tttgcagcca 720
gaagacattg caacatacta ctgtcaacag tacggcaatc tccectttac atttgggggg 780
ggaactaaag tggagattaa gcgegcetgea gecattgaag ttatgtatce geeceecgtat 840
ctggataacg agaaatctaa tggtaccata atacatgtga aggggaagca cctctgtcca 900
tcaccgctgt tccecggecc ttcaaaacct ttetgggtac tegttgtegt gggtggagtt 960
ctggcctgct atagtctget ggtgaccgtg gegtttatca tettctgggt aagatccaaa 1020
agaagccgcc tgctccatag cgattacatg aatatgactc cacgecgecc tggecccaca 1080
aggaaacact accagcctta cgcaccacct agagatttcg ctgcctatcg gagcagggtg 1140
aagttttcca gatctgcaga tgcaccagceg tatcagcagg gccagaacca actgtataac 1200
gagctcaacc tgggacgcag ggaagagtat gacgttttgg acaagcgcag aggacgggac 1260
cctgagatgg gtggcaaacc aagacgaaaa aacccccagg agggtctcta taatgagetg 1320
cagaaggata agatggctga agcctattct gaaataggca tgaaaggaga gcggagaagg 1380
ggaaaagggc acgacggttt gtaccaggga ctcagcactg ctacgaagga tacttatgac 1440
gctctccaca tgcaagccct gecacctagg taa 1473

<210> 64

<211> 490

<212> PRT
<213> Artificial Sequence
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<220>
<223> Description of Artificial Sequence: Synthetic

polypeptide
<400> 64
Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu
1 5 10 15

His Ala Ala Arg Pro GIn Val GIn Leu GIn Glu Ser Gly Pro Gly Leu
20 25 30

Val Lys Pro Ser GIn Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly
35 40 45

Ser lle Ser Ser Gly Gly Phe Tyr Trp Ser Trp lle Arg GIn His Pro
50 55 60

Gly Lys Gly Leu Glu Trp lle Gly Tyr Ile His His Ser Gly Ser Thr
65 70 75 80

His Tyr Asn Pro Ser Leu Lys Ser Arg Val Thr Ile Ser lle Asp Thr
85 90 95

Ser Lys Asn Leu Phe Ser Leu Arg Leu Ser Ser Val Thr Ala Ala Asp
100 105 110

Thr Ala Val Tyr Tyr Cys Ala Ser Leu Val Tyr Cys Gly Gly Asp Cys
115 120 125

Tyr Ser Gly Phe Asp Tyr Trp Gly GIn Gly Thr Leu Val Thr Val Ser
130 135 140

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser
145 150 155 160

Asp lle GIn Leu Thr GIn Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
165 170 175

Asp Arg Val Ser Phe Thr Cys GIn Ala Ser GIn Asp Ile Asn Asn Phe
180 185 190

Leu Asn Trp Tyr GIn GIn Lys Pro Gly Lys Ala Pro Lys Leu Leu lle
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195 200 205

Tyr Asp Ala Ser Asn Leu Glu Thr Gly Val Pro Ser Arg Phe Ser Gly
210 215 220

Ser Gly Ser Gly Thr Asp Phe Thr Phe Thr lle Ser Ser Leu GIn Pro
225 230 235 240

Glu Asp lle Ala Thr Tyr Tyr Cys GIn GIn Tyr Gly Asn Leu Pro Phe
245 250 255

Thr Phe Gly Gly Gly Thr Lys Val Glu lle Lys Arg Ala Ala Ala lle
260 265 270

Glu Val Met Tyr Pro Pro Pro Tyr Leu Asp Asn Glu Lys Ser Asn Gly
275 280 285

Thr lle lle His Val Lys Gly Lys His Leu Cys Pro Ser Pro Leu Phe
290 295 300

Pro Gly Pro Ser Lys Pro Phe Trp Val Leu Val Val Val Gly Gly Val
305 310 315 320

Leu Ala Cys Tyr Ser Leu Leu Val Thr Val Ala Phe lle lle Phe Trp
325 330 335

Val Arg Ser Lys Arg Ser Arg Leu Leu His Ser Asp Tyr Met Asn Met
340 345 350

Thr Pro Arg Arg Pro Gly Pro Thr Arg Lys His Tyr GIn Pro Tyr Ala
355 360 365

Pro Pro Arg Asp Phe Ala Ala Tyr Arg Ser Arg Val Lys Phe Ser Arg
370 375 380

Ser Ala Asp Ala Pro Ala Tyr GIn GIn Gly GIn Asn GIn Leu Tyr Asn
385 390 395 400

Glu Leu Asn Leu Gly Arg Arg Glu Glu Tyr Asp Val Leu Asp Lys Arg
405 410 415
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Arg Gly Arg Asp Pro Glu Met Gly Gly Lys Pro Arg Arg Lys Asn Pro
420 425 430

GIn Glu Gly Leu Tyr Asn Glu Leu GIn Lys Asp Lys Met Ala Glu Ala
435 440 445

Tyr Ser Glu lle Gly Met Lys Gly Glu Arg Arg Arg Gly Lys Gly His
450 455 460

Asp Gly Leu Tyr GIn Gly Leu Ser Thr Ala Thr Lys Asp Thr Tyr Asp
465 470 475 480

Ala Leu His Met GIn Ala Leu Pro Pro Arg
485 490

<210> 65

<211> 1407

<212> DNA

<213> Atrtificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 65
caggtgcagc tgcaggaaag cggtccggga cttgtcaage cgtcccaaac getgagtctg 60

acgtgtactg tctctggtgg ctetatttct tccgggggct tttattggte ttggatcaga 120
caacaccctg gcaaagggct ggagtggata gggtatattc accactctgg gtccactcac 180
tacaacccat cattgaaatc cagagtgact atctcaatcg acacatccaa gaaccttttc 240
agcctgaggt tgtcatcagt taccgeegcet gacaccgegg tgtattattg cgectetcte 300
gtgtactgcg gtggcgattg ttatagtggce tttgactact gggggcaggg gacattggtt 360
accgtttcaa gtggaggcgg tgggtctgge gggggeggta gcggaggtgg ggggagegac 420
atacagctta cgcagagccc ctccagectt tcagectceg tgggggatag ggtgtecttt 480
acctgccagg cttcccagga cataaacaac ttcctcaatt ggtatcagea aaageceggg 540
aaagcaccaa agctgctcat ctacgatgcc agcaacctgg aaaccggagt geegtctege 600
ttctctggaa gtggcagtgg gaccgattte acttttacaa tctcaagttt gcagccagaa 660

gacattgcaa catactactg tcaacagtac ggcaatctcc cctttacatt tgggggggga 720
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actaaagtgg agattaagcg cgctgcagcec attgaagtta tgtatccgec ccegtatctg 780
gataacgaga aatctaatgg taccataata catgtgaagg ggaagcacct ctgtccatca 840
ccgctgttce ccggecctte aaaaccttte tgggtacteg ttgtcgtggg tggagttctg 900
gcctgetata gtctgetggt gaccgtggceg tttatcatct tetgggtaag atccaaaaga 960
agccgcectgce tecatagega ttacatgaat atgactccac gecgecctgg ccccacaagg 1020
aaacactacc agccttacgc accacctaga gatttcgetg cctatcggag cagggtgaag 1080
ttttccagat ctgcagatgc accagcgtat cagcagggcec agaaccaact gtataacgag 1140
ctcaacctgg gacgcaggga agagtatgac gttttggaca agcgcagagg acgggaccct 1200
gagatgggtg gcaaaccaag acgaaaaaac ccccaggagg gtctctataa tgagctgcag 1260
aaggataaga tggctgaagc ctattctgaa ataggcatga aaggagagcg gagaagggga 1320

aaagggcacyg acggtttgta ccagggactc agcactgcta cgaaggatac ttatgacgct 1380

ctccacatgc aagccctgec acctagg 1407

<210> 66

<211> 469

<212> PRT

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic
polypeptide

<400> 66

GIn Val GIn Leu GIn Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Gln

1 5 10 15

Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser lle Ser Ser Gly
20 25 30

Gly Phe Tyr Trp Ser Trp lle Arg GlIn His Pro Gly Lys Gly Leu Glu
35 40 45

Trp lle Gly Tyr lle His His Ser Gly Ser Thr His Tyr Asn Pro Ser
50 55 60

Leu Lys Ser Arg Val Thr Ile Ser lle Asp Thr Ser Lys Asn Leu Phe
65 70 75 80
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Ser Leu Arg Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr
85 90 95

Cys Ala Ser Leu Val Tyr Cys Gly Gly Asp Cys Tyr Ser Gly Phe Asp
100 105 110

Tyr Trp Gly GIn Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly
115 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Asp lle GIn Leu Thr
130 135 140

GIn Ser Pro Ser Ser Leu Ser Ala Ser Val Gly Asp Arg Val Ser Phe
145 150 155 160

Thr Cys GIn Ala Ser GIn Asp lle Asn Asn Phe Leu Asn Trp Tyr GIn
165 170 175

GlIn Lys Pro Gly Lys Ala Pro Lys Leu Leu lle Tyr Asp Ala Ser Asn
180 185 190

Leu Glu Thr Gly Val Pro Ser Arg Phe Ser Gly Ser Gly Ser Gly Thr
195 200 205

Asp Phe Thr Phe Thr Ile Ser Ser Leu GIn Pro Glu Asp Ile Ala Thr
210 215 220

Tyr Tyr Cys GIn GIn Tyr Gly Asn Leu Pro Phe Thr Phe Gly Gly Gly
225 230 235 240

Thr Lys Val Glu lle Lys Arg Ala Ala Ala lle Glu VVal Met Tyr Pro
245 250 255

Pro Pro Tyr Leu Asp Asn Glu Lys Ser Asn Gly Thr lle Ile His Val
260 265 270

Lys Gly Lys His Leu Cys Pro Ser Pro Leu Phe Pro Gly Pro Ser Lys
275 280 285
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Pro Phe Trp Val Leu Val Val Val Gly Gly Val Leu Ala Cys Tyr Ser
290 295 300

Leu Leu Val Thr Val Ala Phe lle lle Phe Trp Val Arg Ser Lys Arg
305 310 315 320

Ser Arg Leu Leu His Ser Asp Tyr Met Asn Met Thr Pro Arg Arg Pro
325 330 335

Gly Pro Thr Arg Lys His Tyr GIn Pro Tyr Ala Pro Pro Arg Asp Phe
340 345 350

Ala Ala Tyr Arg Ser Arg Val Lys Phe Ser Arg Ser Ala Asp Ala Pro
355 360 365

Ala Tyr GlIn GIn Gly GIn Asn GIn Leu Tyr Asn Glu Leu Asn Leu Gly
370 375 380

Arg Arg Glu Glu Tyr Asp Val Leu Asp Lys Arg Arg Gly Arg Asp Pro
385 390 395 400

Glu Met Gly Gly Lys Pro Arg Arg Lys Asn Pro GIn Glu Gly Leu Tyr
405 410 415

Asn Glu Leu GIn Lys Asp Lys Met Ala Glu Ala Tyr Ser Glu lle Gly
420 425 430

Met Lys Gly Glu Arg Arg Arg Gly Lys Gly His Asp Gly Leu Tyr GIn
435 440 445

Gly Leu Ser Thr Ala Thr Lys Asp Thr Tyr Asp Ala Leu His Met GIn
450 455 460

Ala Leu Pro Pro Arg
465

<210> 67

<211> 1554

<212> DNA

<213> Atrtificial Sequence

<220>
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<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 67
atggcactcc ccgtaactgc tetgetgetg cegttggeat tgctectgea cgecgeacge 60

ccgcaggtgc agttgcagga aagcgggcect ggcecttgtga aaccaageca gacactgage 120
ctgacatgca ctgtgtccgg cgggtcecata tcttccgggg gtttttattg gtectggata 180
cgccagcatc ccgggaaagg acttgaatgg attggatata tccaccattc cggaagcacc 240
cactacaatc caagccttaa atcccgggtg acaatctcca tcgacacctc aaagaatctt 300
ttttccctge ggttgtcttc agtaactgec gecgataceg ctgtgtacta ctgtgccage 360
ctcgtctatt gcggceggaga ttgttattct gggttcgatt attggggtca aggcacactg 420
gtaactgtca gcagcggagg cggeggttcc gggggegggg geagtggagg gggeggatct 430
gacattcagc ttacgcagtc cccatcttca cttagcgeca gegttggega tcgggtcage 540
ttcacgtgtc aagcaagtca ggatatcaac aactttctta actggtacca gcagaagcca 600
ggcaaggcac ccaagttgct gatttacgat gettctaace tcgagacggg agtgectage 660
cgcttctccg ggageggeag cggcacagac tttaccttta cgatttccag tetgcageca 720
gaggatatag caacttatta ctgtcagcag tatggcaacc tcccttttac cttcggtggt 780
ggcacaaagg tcgagattaa aagagccgca gegttgtcea actccataat gtatttttct 840
cattttgtgc ccgtctttct gectgecaaa cctaccacca cccecgecce acgaccacct 900
actccagccc ccaccategc ctcecagecc ctcagectga ggecagaggc ttgtcgecet 960
gctgcgggag gegcetgteca taccagagga ctegactteg cetgegatat ttatatatgg 1020
gccccccteg ccggeacctg cggagtcttg ctectgagcec ttgtgatcac getttattgt 1080
aaccatcgga atagatccaa aagaagccgc ctgctccata gegattacat gaatatgact 1140
ccacgecgec ctggecccac aaggaaacac taccagectt acgcaccacc tagagatttc - 1200
gctgectatc ggagcagggt gaagttttce agatctgcag atgcaccagce gtatcagcag 1260
ggccagaacc aactgtataa cgagctcaac ctgggacgca gggaagagta tgacgttttg 1320
gacaagcgca gaggacggga ccctgagatg ggtggcaaac caagacgaaa aaacccccag 1380
gagggtctct ataatgagct gcagaaggat aagatggctg aagcctattc tgaaataggc 1440

atgaaaggag agcggagaag gggaaaaggg cacgacggtt tgtaccaggg actcagcact 1500
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gctacgaagg atacttatga cgctctccac atgcaagece tgecacctag gtaa 1554

<210> 68

<211> 517

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
polypeptide

<400> 68
Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu
1 5 10 15

His Ala Ala Arg Pro GIn Val GIn Leu GIn Glu Ser Gly Pro Gly Leu
20 25 30

Val Lys Pro Ser GIn Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly
35 40 45

Ser lle Ser Ser Gly Gly Phe Tyr Trp Ser Trp lle Arg GIn His Pro
50 55 60

Gly Lys Gly Leu Glu Trp lle Gly Tyr Ile His His Ser Gly Ser Thr
65 70 75 80

His Tyr Asn Pro Ser Leu Lys Ser Arg Val Thr lle Ser lle Asp Thr
85 90 95

Ser Lys Asn Leu Phe Ser Leu Arg Leu Ser Ser Val Thr Ala Ala Asp
100 105 110

Thr Ala Val Tyr Tyr Cys Ala Ser Leu Val Tyr Cys Gly Gly Asp Cys
115 120 125

Tyr Ser Gly Phe Asp Tyr Trp Gly GIn Gly Thr Leu Val Thr Val Ser
130 135 140

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser
145 150 155 160

Asp lle GIn Leu Thr GIn Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
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165 170 175

Asp Arg Val Ser Phe Thr Cys GIn Ala Ser GIn Asp lle Asn Asn Phe
180 185 190

Leu Asn Trp Tyr GlIn GIn Lys Pro Gly Lys Ala Pro Lys Leu Leu lle
195 200 205

Tyr Asp Ala Ser Asn Leu Glu Thr Gly Val Pro Ser Arg Phe Ser Gly
210 215 220

Ser Gly Ser Gly Thr Asp Phe Thr Phe Thr lle Ser Ser Leu GIn Pro
225 230 235 240

Glu Asp lle Ala Thr Tyr Tyr Cys GIn GIn Tyr Gly Asn Leu Pro Phe
245 250 255

Thr Phe Gly Gly Gly Thr Lys Val Glu lle Lys Arg Ala Ala Ala Leu
260 265 270

Ser Asn Ser lle Met Tyr Phe Ser His Phe Val Pro Val Phe Leu Pro
275 280 285

Ala Lys Pro Thr Thr Thr Pro Ala Pro Arg Pro Pro Thr Pro Ala Pro
290 295 300

Thr lle Ala Ser GIn Pro Leu Ser Leu Arg Pro Glu Ala Cys Arg Pro
305 310 315 320

Ala Ala Gly Gly Ala Val His Thr Arg Gly Leu Asp Phe Ala Cys Asp
325 330 335

lle Tyr lle Trp Ala Pro Leu Ala Gly Thr Cys Gly Val Leu Leu Leu
340 345 350

Ser Leu Val lle Thr Leu Tyr Cys Asn His Arg Asn Arg Ser Lys Arg
355 360 365

Ser Arg Leu Leu His Ser Asp Tyr Met Asn Met Thr Pro Arg Arg Pro
370 375 380
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Gly Pro Thr Arg Lys His Tyr GIn Pro Tyr Ala Pro Pro Arg Asp Phe
385 390 395 400

Ala Ala Tyr Arg Ser Arg Val Lys Phe Ser Arg Ser Ala Asp Ala Pro
405 410 415

Ala Tyr GlIn GIn Gly GIn Asn GIn Leu Tyr Asn Glu Leu Asn Leu Gly
420 425 430

Arg Arg Glu Glu Tyr Asp Val Leu Asp Lys Arg Arg Gly Arg Asp Pro
435 440 445

Glu Met Gly Gly Lys Pro Arg Arg Lys Asn Pro GIn Glu Gly Leu Tyr
450 455 460

Asn Glu Leu GIn Lys Asp Lys Met Ala Glu Ala Tyr Ser Glu lle Gly
465 470 475 480

Met Lys Gly Glu Arg Arg Arg Gly Lys Gly His Asp Gly Leu Tyr GIn
485 490 495

Gly Leu Ser Thr Ala Thr Lys Asp Thr Tyr Asp Ala Leu His Met GIn
500 505 510

Ala Leu Pro Pro Arg
515

<210> 69

<211> 1488

<212> DNA

<213> Atrtificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 69
caggtgcagt tgcaggaaag cgggectggc cttgtgaaac caagccagac actgagecty 60

acatgcactg tgtccggegg gtccatatct tccgggggtt tttattggte ctggatacge 120
cagcatcccg ggaaaggact tgaatggatt ggatatatce accattccgg aagcacccac 180

tacaatccaa gccttaaatc ccgggtgaca atctccatcg acacctcaaa gaatcttttt 240
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tccetgeggt tgtcttcagt aactgecgec gatacegetg tgtactactg tgecagecte 300
gtctattgcg gcggagattg ttattctggg ttcgattatt ggggtcaagg cacactggta 360
actgtcagca gcggaggegg cggttccggg ggegggggca gtggaggggg cggatctgac 420
attcagctta cgcagtcccc atcttcactt agcgecageg ttggegateg ggtcagettc 480
acgtgtcaag caagtcagga tatcaacaac tttcttaact ggtaccagca gaagccaggc 540
aaggcaccca agttgctgat ttacgatgct tctaacctcg agacgggagt gectagcege 600
ttctccggga gecggeagegg cacagacttt acctttacga tttccagtct gcagccagag 660
gatatagcaa cttattactg tcagcagtat ggcaacctcc cttttacctt cggtggtgge 720
acaaaggtcg agattaaaag agccgcagcg ttgtccaact ccataatgta tttttctcat 780
tttgtgcceeg tetttetgee tgccaaacct accaccacce cegeeccacg accacctact 840
ccagccccca ccatcgecte ccageeccte agectgagge cagaggcttg tcgecetget 900
gcggggggeg ctgtccatac cagaggacte gacttcgect gegatattta tatatgggce - 960
ccectegeeg geacctgegg agtettgete ctgagecttg tgatcacgct ttattgtaac 1020
catcggaata gatccaaaag aagccgcctg ctccatageg attacatgaa tatgactcca 1080
cgccgecctg gecccacaag gaaacactac cagecttacyg caccacctag agatttcget 1140
gcctatcgga gcagggtgaa gttttccaga tctgcagatg caccagcgta tcagcaggge 1200
cagaaccaac tgtataacga gctcaacctg ggacgcaggg aagagtatga cgttttggac 1260
aagcgcagag gacgggaccc tgagatgggt ggcaaaccaa gacgaaaaaa cccccaggag 1320
ggtctctata atgagctgca gaaggataag atggctgaag cctattctga aataggcatg 1380
aaaggagagc ggagaagggg aaaagggceac gacggtttgt accagggact cagcactget 1440
acgaaggata cttatgacgc tctccacatg caagccctgce cacctagg 1488
<210> 70
<211> 496
<212> PRT
<213> Artificial Sequence
<220>
<223> Description of Artificial Sequence: Synthetic

polypeptide

<400> 70
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GIn Val GIn Leu GIn Glu Ser Gly Pro Gly Leu Val Lys Pro Ser GIn
1 5 10 15

Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser lle Ser Ser Gly
20 25 30

Gly Phe Tyr Trp Ser Trp lle Arg GIn His Pro Gly Lys Gly Leu Glu
35 40 45

Trp lle Gly Tyr lle His His Ser Gly Ser Thr His Tyr Asn Pro Ser
50 55 60

Leu Lys Ser Arg Val Thr Ile Ser lle Asp Thr Ser Lys Asn Leu Phe
65 70 75 80

Ser Leu Arg Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr
85 90 95

Cys Ala Ser Leu Val Tyr Cys Gly Gly Asp Cys Tyr Ser Gly Phe Asp
100 105 110

Tyr Trp Gly GIn Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly
115 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Asp lle GIn Leu Thr
130 135 140

GIn Ser Pro Ser Ser Leu Ser Ala Ser Val Gly Asp Arg Val Ser Phe
145 150 155 160

Thr Cys GIn Ala Ser GIn Asp lle Asn Asn Phe Leu Asn Trp Tyr GIn
165 170 175

GIn Lys Pro Gly Lys Ala Pro Lys Leu Leu lle Tyr Asp Ala Ser Asn
180 185 190

Leu Glu Thr Gly Val Pro Ser Arg Phe Ser Gly Ser Gly Ser Gly Thr
195 200 205

Asp Phe Thr Phe Thr Ile Ser Ser Leu GIn Pro Glu Asp Ile Ala Thr
210 215 220

K-1029_02US_Sequence Listing May 2019.TXT[15/05/2019 8:59:06 AM]



Tyr Tyr Cys GIn GIn Tyr Gly Asn Leu Pro Phe Thr Phe Gly Gly Gly
225 230 235 240

Thr Lys Val Glu lle Lys Arg Ala Ala Ala Leu Ser Asn Ser lle Met
245 250 255

Tyr Phe Ser His Phe Val Pro Val Phe Leu Pro Ala Lys Pro Thr Thr
260 265 270

Thr Pro Ala Pro Arg Pro Pro Thr Pro Ala Pro Thr Ile Ala Ser Gin
275 280 285

Pro Leu Ser Leu Arg Pro Glu Ala Cys Arg Pro Ala Ala Gly Gly Ala
290 295 300

Val His Thr Arg Gly Leu Asp Phe Ala Cys Asp lle Tyr lle Trp Ala
305 310 315 320

Pro Leu Ala Gly Thr Cys Gly Val Leu Leu Leu Ser Leu Val lle Thr
325 330 335

Leu Tyr Cys Asn His Arg Asn Arg Ser Lys Arg Ser Arg Leu Leu His
340 345 350

Ser Asp Tyr Met Asn Met Thr Pro Arg Arg Pro Gly Pro Thr Arg Lys
355 360 365

His Tyr GIn Pro Tyr Ala Pro Pro Arg Asp Phe Ala Ala Tyr Arg Ser
370 375 380

Arg Val Lys Phe Ser Arg Ser Ala Asp Ala Pro Ala Tyr GIn GIn Gly
385 390 395 400

GIn Asn GIn Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg Glu Glu Tyr
405 410 415

Asp Val Leu Asp Lys Arg Arg Gly Arg Asp Pro Glu Met Gly Gly Lys
420 425 430
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Pro Arg Arg Lys Asn Pro GIn Glu Gly Leu Tyr Asn Glu Leu GIn Lys
435 440 445

Asp Lys Met Ala Glu Ala Tyr Ser Glu lle Gly Met Lys Gly Glu Arg
450 455 460

Arg Arg Gly Lys Gly His Asp Gly Leu Tyr GIn Gly Leu Ser Thr Ala
465 470 475 480

Thr Lys Asp Thr Tyr Asp Ala Leu His Met GIn Ala Leu Pro Pro Arg
485 490 495

<210>71

<211> 363

<212> DNA

<213> Atrtificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 71
caggtccaac tggtgcagtc cggagcecgaa gtcaagaaac caggtgcectc cgttaaagtg 60

agttgcaaag tctctggata cactctgacc gagctctcta tgcactgggt ccggcaggee 120
cccggcaagg gattggaatg gatgggceggg ttcgatcetg aggacggaga gactatctac 180
gctcaaaaat tccagggacg agtgactgtg accgaagaca ctagtaccga cactgcctac 240
atggaacttt cctctctgcg atcagaagat accgcagtgt actactgtgc tactgaatct 300
aggggcattg gatggcccta cttcgattac tggggtcagg gaactctggt gactgtctce 360
agce 363

<210> 72

<211> 121

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic

polypeptide

<400> 72
GIn Val GIn Leu Val GIn Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15
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Ser Val Lys Val Ser Cys Lys Val Ser Gly Tyr Thr Leu Thr Glu Leu
20 25 30

Ser Met His Trp Val Arg GIn Ala Pro Gly Lys Gly Leu Glu Trp Met
35 40 45

Gly Gly Phe Asp Pro Glu Asp Gly Glu Thr Ile Tyr Ala GIn Lys Phe
50 55 60

GIn Gly Arg Val Thr Val Thr Glu Asp Thr Ser Thr Asp Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Thr Glu Ser Arg Gly lle Gly Trp Pro Tyr Phe Asp Tyr Trp Gly
100 105 110

GIn Gly Thr Leu Val Thr Val Ser Ser
115 120

<210>73

<211>7

<212> PRT

<213> Atrtificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
peptide

<400> 73
Gly Tyr Thr Leu Thr Glu Leu
1 5

<210> 74

<211>6

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
peptide

<400> 74
Asp Pro Glu Asp Gly Glu
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<210> 75

<211>12

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
peptide

<400> 75

Glu Ser Arg Gly lle Gly Trp Pro Tyr Phe Asp Tyr
1 5 10

<210> 76

<211> 324

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 76
gatattcaga tgactcaatc tccttcttct ctgtcegctt ccgtgggega tagagtgacc 60

attacttgta gggcgtccca gtcaatctcc agttatttga attggtatca gcagaagece 120
gggaaagcac ctaagctgtt gatcageggg gettctagee tgaagagtgg ggtaccttca 180
cggttcageg gaagcggaag cggaaccgat ttcaccctga ctatcageag cctgecacct 240

gaggactttg caacttacta ctgccaacag tcatacagca ctccgatcac tttcggccag 300

ggcacccggc tcgaaatcaa gcge 324

<210> 77

<211> 108

<212> PRT

<213> Atrtificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic
polypeptide

<400> 77

Asp lle GIn Met Thr GIn Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

1 5 10 15
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Asp Arg Val Thr Ile Thr Cys Arg Ala Ser GIn Ser Ile Ser Ser Tyr
20 25 30

Leu Asn Trp Tyr GIn GIn Lys Pro Gly Lys Ala Pro Lys Leu Leu lle
35 40 45

Ser Gly Ala Ser Ser Leu Lys Ser Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr lle Ser Ser Leu Pro Pro
65 70 75 80

Glu Asp Phe Ala Thr Tyr Tyr Cys GIn GIn Ser Tyr Ser Thr Pro lle
85 90 95

Thr Phe Gly GIn Gly Thr Arg Leu Glu lle Lys Arg
100 105

<210> 78

<211>11

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
peptide

<400> 78
Arg Ala Ser GIn Ser lle Ser Ser Tyr Leu Asn
1 5 10

<210>79

<211>7

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
peptide

<400> 79

Gly Ala Ser Ser Leu Lys Ser
1 5

<210> 80
<211>9
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<212> PRT
<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic
peptide

<400> 80

GIn GlIn Ser Tyr Ser Thr Pro lle Thr
1 5

<210> 81

<211> 1437

<212> DNA

<213> Atrtificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 81
atggcactcc ccgtaactgce tetgetgety cegttggeat tgetectgea cgecgeacge 60

ccgcaggtcc aactggtgca gtccggagec gaagtcaaga aaccaggtge ctecgttaaa 120
gtgagttgca aagtctctgg atacactctg accgagctct ctatgcactg ggtccggcag 180
gcececggea agggattgga atggatggge gggttcgate ctgaggacgg agagactatc 240
tacgctcaaa aattccaggg acgagtgact gtgaccgaag acactagtac cgacactgec 300
tacatggaac tttcctctct gcgatcagaa gataccgeag tgtactactg tgctactgaa 360
tctaggggca ttggatggee ctacttcgat tactggggte agggaactct ggtgactgte 420
tccagcggtg gaggtggeag cggtggtgge ggaagegggyg ggggeggctc tgatattcag 480
atgactcaat ctccttcttc tctgtceget tcegtgggeg atagagtgac cattacttgt 540
agggcgtccc agtcaatctc cagttatttg aattggtatc agcagaagcec cgggaaagca 600
cctaagctgt tgatcagcgyg ggcttetage ctgaagagty gggtaccttc acggttcage 660
ggaagcggaa gcggaaccga tttcaccetg actatcagca gectgecacc tgaggacttt 720
gcaacttact actgccaaca gtcatacagc actccgatca ctttcggeca gggecaccegg 780
ctcgaaatca agcgcgctgc tgctttggac aatgagaagt caaacggceac catcatacat 840
gttaaaggta aacatctgtg tccctceeeg ctgtteceeg geecttccaa acegttctgg 900

gttctggtyg tggtcggagy cgtactegct tgctatagte tgctggtaac tgtegecttc 960
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atcatctttt gggtgagatc caaaagaagc cgcctgcetcce atagcgatta catgaatatg 1020
actccacgcc gecctggecc cacaaggaaa cactaccagc cttacgcacc acctagagat 1080
ttcgctgect atcggagcag ggtgaagttt tccagatctg cagatgcacc agegtatcag 1140
cagggccaga accaactgta taacgagctc aacctgggac gcagggaaga gtatgacgtt 1200
ttggacaagc gcagaggacg ggaccctgag atgggtggca aaccaagacg aaaaaacccc 1260
caggagggtc tctataatga gctgcagaag gataagatgg ctgaagccta ttctgaaata 1320
ggcatgaaag gagagcggag aaggggaaaa gggcacgacg gtttgtacca gggactcagc 1380
actgctacga aggatactta tgacgctctc cacatgcaag ccctgccacc taggtaa 1437
<210> 82
<211> 478
<212> PRT
<213> Atrtificial Sequence
<220>
<223> Description of Artificial Sequence: Synthetic

polypeptide
<400> 82

Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu
1 5 10 15

His Ala Ala Arg Pro GIn Val GIn Leu Val GIn Ser Gly Ala Glu Val
20 25 30

Lys Lys Pro Gly Ala Ser Val Lys Val Ser Cys Lys Val Ser Gly Tyr
35 40 45

Thr Leu Thr Glu Leu Ser Met His Trp Val Arg GIn Ala Pro Gly Lys
50 55 60

Gly Leu Glu Trp Met Gly Gly Phe Asp Pro Glu Asp Gly Glu Thr lle
65 70 75 80

Tyr Ala GIn Lys Phe GIn Gly Arg Val Thr Val Thr Glu Asp Thr Ser
85 90 95

Thr Asp Thr Ala Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr
100 105 110
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Ala Val Tyr Tyr Cys Ala Thr Glu Ser Arg Gly Ile Gly Trp Pro Tyr
115 120 125

Phe Asp Tyr Trp Gly GIn Gly Thr Leu Val Thr Val Ser Ser Gly Gly
130 135 140

Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Asp lle GIn
145 150 155 160

Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly Asp Arg Val
165 170 175

Thr Ile Thr Cys Arg Ala Ser GIn Ser lle Ser Ser Tyr Leu Asn Trp
180 185 190

Tyr GIn GIn Lys Pro Gly Lys Ala Pro Lys Leu Leu lle Ser Gly Ala
195 200 205

Ser Ser Leu Lys Ser Gly Val Pro Ser Arg Phe Ser Gly Ser Gly Ser
210 215 220

Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Pro Pro Glu Asp Phe
225 230 235 240

Ala Thr Tyr Tyr Cys GIn GIn Ser Tyr Ser Thr Pro lle Thr Phe Gly
245 250 255

GIn Gly Thr Arg Leu Glu lle Lys Arg Ala Ala Ala Leu Asp Asn Glu
260 265 270

Lys Ser Asn Gly Thr Ile lle His Val Lys Gly Lys His Leu Cys Pro
275 280 285

Ser Pro Leu Phe Pro Gly Pro Ser Lys Pro Phe Trp Val Leu Val Val
290 295 300

Val Gly Gly Val Leu Ala Cys Tyr Ser Leu Leu Val Thr Val Ala Phe
305 310 315 320

Ile Ile Phe Trp Val Arg Ser Lys Arg Ser Arg Leu Leu His Ser Asp
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325 330 335

Tyr Met Asn Met Thr Pro Arg Arg Pro Gly Pro Thr Arg Lys His Tyr
340 345 350

GIn Pro Tyr Ala Pro Pro Arg Asp Phe Ala Ala Tyr Arg Ser Arg Val
355 360 365

Lys Phe Ser Arg Ser Ala Asp Ala Pro Ala Tyr GIn GIn Gly GIn Asn
370 375 380

GIn Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg Glu Glu Tyr Asp Val
385 390 395 400

Leu Asp Lys Arg Arg Gly Arg Asp Pro Glu Met Gly Gly Lys Pro Arg
405 410 415

Arg Lys Asn Pro GIn Glu Gly Leu Tyr Asn Glu Leu GIn Lys Asp Lys
420 425 430

Met Ala Glu Ala Tyr Ser Glu lle Gly Met Lys Gly Glu Arg Arg Arg
435 440 445

Gly Lys Gly His Asp Gly Leu Tyr GIn Gly Leu Ser Thr Ala Thr Lys
450 455 460

Asp Thr Tyr Asp Ala Leu His Met GIn Ala Leu Pro Pro Arg
465 470 475

<210> 83

<211> 1371

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 83
caggtccaac tggtgcagtc cggagccgaa gtcaagaaac caggtgcectc cgttaaagty 60

agttgcaaag tctctggata cactctgacc gagctctcta tgcactgggt ccggeaggee 120

cccggcaagg gattggaatg gatgggeggg ttecgatectg aggacggaga gactatctac 180
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gctcaaaaat tccagggacg agtgactgtg accgaagaca ctagtaccga cactgcctac 240
atggaacttt cctctctgcg atcagaagat accgeagtgt actactgtgc tactgaatct 300
aggggcattg gatggcccta cttcgattac tggggtcagg gaactctggt gactgtctcc 360
agcggtggag gtggcagegg tggtggcgga agcgggggyg geggctctga tattcagatg 420
actcaatctc cttcttctct gtcegcttce gtgggegata gagtgaccat tacttgtagg 480
gcgtcecagt caatctccag ttatttgaat tggtatcage agaageccgg gaaagcacct 540
aagctgttga tcagcggggc ttctagectg aagagtgggg taccttcacg gttcagegga 600
agcggaageg gaaccgattt caccctgact atcagcagec tgecacctga ggactttgca 660
acttactact gccaacagtc atacagcact ccgatcactt tcggccaggg cacccggetc 720
gaaatcaagc gcgcetgctge tttggacaat gagaagtcaa acggcaccat catacatgtt 780
aaaggtaaac atctgtgtcc ctcececgetg ttccceggcec cttccaaace gttetgggtt 840
ctggtggtgg tcggaggcegt actcgcettge tatagtctge tggtaactgt cgecttcatc 900
atcttttggg tgagatccaa aagaagccgc ctgctccata gegattacat gaatatgact 960
ccacgecgcc ctggecccac aaggaaacac taccagectt acgcaccacc tagagatttc 1020
gctgectatc ggagcagggt gaagttttce agatctgcag atgcaccagce gtatcagcag 1080
ggccagaacc aactgtataa cgagctcaac ctgggacgca gggaagagta tgacgttttg 1140
gacaagcgca gaggacggga ccctgagatg ggtggcaaac caagacgaaa aaacccccag 1200
gagggtctct ataatgagct gcagaaggat aagatggctg aagcctattc tgaaataggc 1260

atgaaaggag agcggagaag gggaaaaggg cacgacggtt tgtaccaggg actcagcact 1320

gctacgaagg atacttatga cgctctccac atgcaagccc tgccacctag g 1371
<210> 84
<211> 457
<212> PRT
<213> Artificial Sequence
<220>
<223> Description of Artificial Sequence: Synthetic
polypeptide
<400> 84
GIn Val GIn Leu Val GIn Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15
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Ser Val Lys Val Ser Cys Lys Val Ser Gly Tyr Thr Leu Thr Glu Leu
20 25 30

Ser Met His Trp Val Arg GIn Ala Pro Gly Lys Gly Leu Glu Trp Met
35 40 45

Gly Gly Phe Asp Pro Glu Asp Gly Glu Thr lle Tyr Ala GIn Lys Phe
50 55 60

GIn Gly Arg Val Thr Val Thr Glu Asp Thr Ser Thr Asp Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Thr Glu Ser Arg Gly lle Gly Trp Pro Tyr Phe Asp Tyr Trp Gly
100 105 110

GIn Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly
115 120 125

Gly Gly Ser Gly Gly Gly Gly Ser Asp lle GIn Met Thr GIn Ser Pro
130 135 140

Ser Ser Leu Ser Ala Ser Val Gly Asp Arg Val Thr lle Thr Cys Arg
145 150 155 160

Ala Ser GIn Ser lle Ser Ser Tyr Leu Asn Trp Tyr GIn GIn Lys Pro
165 170 175

Gly Lys Ala Pro Lys Leu Leu lle Ser Gly Ala Ser Ser Leu Lys Ser
180 185 190

Gly Val Pro Ser Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr
195 200 205

Leu Thr Ile Ser Ser Leu Pro Pro Glu Asp Phe Ala Thr Tyr Tyr Cys
210 215 220
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GIn GlIn Ser Tyr Ser Thr Pro lle Thr Phe Gly GIn Gly Thr Arg Leu
225 230 235 240

Glu lle Lys Arg Ala Ala Ala Leu Asp Asn Glu Lys Ser Asn Gly Thr
245 250 255

Ile Ile His Val Lys Gly Lys His Leu Cys Pro Ser Pro Leu Phe Pro
260 265 270

Gly Pro Ser Lys Pro Phe Trp Val Leu Val Val Val Gly Gly Val Leu
275 280 285

Ala Cys Tyr Ser Leu Leu Val Thr Val Ala Phe lle Ile Phe Trp Val
290 295 300

Arg Ser Lys Arg Ser Arg Leu Leu His Ser Asp Tyr Met Asn Met Thr
305 310 315 320

Pro Arg Arg Pro Gly Pro Thr Arg Lys His Tyr GIn Pro Tyr Ala Pro
325 330 335

Pro Arg Asp Phe Ala Ala Tyr Arg Ser Arg Val Lys Phe Ser Arg Ser
340 345 350

Ala Asp Ala Pro Ala Tyr GIn GIn Gly GIn Asn GIn Leu Tyr Asn Glu
355 360 365

Leu Asn Leu Gly Arg Arg Glu Glu Tyr Asp Val Leu Asp Lys Arg Arg
370 375 380

Gly Arg Asp Pro Glu Met Gly Gly Lys Pro Arg Arg Lys Asn Pro Gin
385 390 395 400

Glu Gly Leu Tyr Asn Glu Leu GIn Lys Asp Lys Met Ala Glu Ala Tyr
405 410 415

Ser Glu lle Gly Met Lys Gly Glu Arg Arg Arg Gly Lys Gly His Asp
420 425 430

Gly Leu Tyr GIn Gly Leu Ser Thr Ala Thr Lys Asp Thr Tyr Asp Ala
435 440 445
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Leu His Met GIn Ala Leu Pro Pro Arg
450 455

<210> 85

<211> 1464

<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 85
atggcactcc ccgtaactgc tetgetgetg cegttggeat tgctectgea cgecgeacge 60

ccgcaggtgc agettgtgca gagcggggec gaggtgaaga agecegggge cagegtcaaa 120
gtgtcctgta aggtcagegg ttacaccctc accgagcetga geatgeactg ggtacggcag 180
gctceccggea aaggtcttga gtggatgggt ggatttgatc cagaagatgg agagactatc 240
tacgcccaga agttccaggg ccgggtcace gtaacagaag acacctcaac tgacaccget 300
tacatggagc tgagttcact gcggtccgag gacacggcecg tgtattattg tgccaccgag 360
agccgeggaa tcggatggec ttacttcgac tactggggac agggtacact tgttacagta 420
tcatccgggg gtggeggcte tggtgggaggce ggctccggag ggggtggate agatatccaa 480
atgactcaaa gtccaagttc cctgtctgee tcagtcggag atagagtcac cataacctgc 540
agggcaagtc agtccatctc ctcctatctg aactggtacc aacagaaacc tggaaaggcg 600
cctaagctce tgatctcegg agectcatct ttgaaatceg gtgtcccatc tegettcagt 660
ggctctggaa geggtacaga ttttactttg accattagca gectcccace ggaagacttt 720
gctacatatt actgccagca gtcttactca accccaatca ccttcgggea aggcaccaga 780
ctcgaaataa aaagagcagc tgctatcgag gttatgtacc caccgecgta cttggataac 840
gaaaaaagca atgggaccat cattcatgtg aagggtaagc acctttgccc tageccactg 900
tttcctggec cgagtaaacc cttttgggta cttgtggteg tcggeggegt getggeetge 960
tactcactcc tggttaccgt cgcattcatc atcttttggg tgagatccaa aagaagccge 1020
ctgctccata gcgattacat gaatatgact ccacgccgcc ctggccccac aaggaaacac 1080

taccagcctt acgcaccacc tagagatttc getgectatc ggagcagggt gaagttttcc 1140
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agatctgcag atgcaccagc gtatcagcag ggccagaacc aactgtataa cgagctcaac 1200
ctgggacgca gggaagagta tgacgtttty gacaagcgca gaggacggga ccctgagatg 1260
ggtggcaaac caagacgaaa aaacccccag gagggtetct ataatgagcet gcagaaggat 1320

aagatggctg aagcctattc tgaaataggc atgaaaggag agcggagaag gggaaaaggg 1380

cacgacggtt tgtaccaggg actcagcact gctacgaagg atacttatga cgetctccac 1440

atgcaagccc tgccacctag gtaa 1464

<210> 86

<211> 487

<212> PRT

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic
polypeptide

<400> 86

Met Ala Leu Pro VVal Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu

1 5 10 15

His Ala Ala Arg Pro GIn Val GIn Leu Val GIn Ser Gly Ala Glu Val
20 25 30

Lys Lys Pro Gly Ala Ser Val Lys Val Ser Cys Lys Val Ser Gly Tyr
35 40 45

Thr Leu Thr Glu Leu Ser Met His Trp Val Arg GIn Ala Pro Gly Lys
50 55 60

Gly Leu Glu Trp Met Gly Gly Phe Asp Pro Glu Asp Gly Glu Thr lle
65 70 75 80

Tyr Ala GIn Lys Phe GIn Gly Arg Val Thr Val Thr Glu Asp Thr Ser
85 90 95

Thr Asp Thr Ala Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr
100 105 110

Ala Val Tyr Tyr Cys Ala Thr Glu Ser Arg Gly lle Gly Trp Pro Tyr
115 120 125
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Phe Asp Tyr Trp Gly GIn Gly Thr Leu Val Thr Val Ser Ser Gly Gly
130 135 140

Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Asp lle GIn
145 150 155 160

Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly Asp Arg Val
165 170 175

Thr Ile Thr Cys Arg Ala Ser GIn Ser Ile Ser Ser Tyr Leu Asn Trp
180 185 190

Tyr GIn GIn Lys Pro Gly Lys Ala Pro Lys Leu Leu lle Ser Gly Ala
195 200 205

Ser Ser Leu Lys Ser Gly Val Pro Ser Arg Phe Ser Gly Ser Gly Ser
210 215 220

Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Pro Pro Glu Asp Phe
225 230 235 240

Ala Thr Tyr Tyr Cys GIn GIn Ser Tyr Ser Thr Pro lle Thr Phe Gly
245 250 255

GIn Gly Thr Arg Leu Glu lle Lys Arg Ala Ala Ala lle Glu Val Met
260 265 270

Tyr Pro Pro Pro Tyr Leu Asp Asn Glu Lys Ser Asn Gly Thr lle lle
275 280 285

His Val Lys Gly Lys His Leu Cys Pro Ser Pro Leu Phe Pro Gly Pro
290 295 300

Ser Lys Pro Phe Trp Val Leu Val Val Val Gly Gly Val Leu Ala Cys
305 310 315 320

Tyr Ser Leu Leu Val Thr Val Ala Phe lle lle Phe Trp Val Arg Ser
325 330 335

Lys Arg Ser Arg Leu Leu His Ser Asp Tyr Met Asn Met Thr Pro Arg
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340 345 350

Arg Pro Gly Pro Thr Arg Lys His Tyr GIn Pro Tyr Ala Pro Pro Arg
355 360 365

Asp Phe Ala Ala Tyr Arg Ser Arg Val Lys Phe Ser Arg Ser Ala Asp
370 375 380

Ala Pro Ala Tyr GIn GIn Gly GIn Asn GIn Leu Tyr Asn Glu Leu Asn
385 390 395 400

Leu Gly Arg Arg Glu Glu Tyr Asp Val Leu Asp Lys Arg Arg Gly Arg
405 410 415

Asp Pro Glu Met Gly Gly Lys Pro Arg Arg Lys Asn Pro GiIn Glu Gly
420 425 430

Leu Tyr Asn Glu Leu GIn Lys Asp Lys Met Ala Glu Ala Tyr Ser Glu
435 440 445

lle Gly Met Lys Gly Glu Arg Arg Arg Gly Lys Gly His Asp Gly Leu
450 455 460

Tyr GIn Gly Leu Ser Thr Ala Thr Lys Asp Thr Tyr Asp Ala Leu His
465 470 475 480

Met GIn Ala Leu Pro Pro Arg
485

<210> 87

<211> 1398

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 87
caggtgcagc ttgtgcagag cggggccgag gtgaagaage ccggggecag cgtcaaagty 60

tcctgtaagg tcageggtta caccctcace gagetgagea tgcactgggt acggcagget 120

cccggcaaag gtcttgagtg gatgggtgga tttgatccag aagatggaga gactatctac 180
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gcccagaagt tccagggeeg ggtcaccgta acagaagaca cctcaactga caccgettac 240
atggagctga gttcactgcg gtccgaggac acggecgtgt attattgtge caccgagage 300
cgcggaatcg gatggectta cttcgactac tggggacagg gtacacttgt tacagtatca 360
tccgggggtg geggetetgg tgggggeggc tccggagggg gtggatcaga tatccaaatg 420
actcaaagtc caagttccct gtctgcectca gtcggagata gagtcaccat aacctgcagg 480
gcaagtcagt ccatctcctc ctatctgaac tggtaccaac agaaacctgg aaaggcgect 540
aagctcctga tctccggagc cteatctttg aaatccggtg teecateteg cttcagtgge 600
tctggaagcg gtacagattt tactttgacc attagcagcc tcccaccgga agactttget 660
acatattact gccagcagtc ttactcaacc ccaatcacct tcgggcaagg caccagactc 720
gaaataaaaa gagcagctgc tatcgaggtt atgtacccac cgecgtactt ggataacgaa 780
aaaagcaatg ggaccatcat tcatgtgaag ggtaagcacc tttgccctag cccactgttt 840
cctggceccga gtaaaccctt ttgggtactt gtggtegteg geggegtgcet ggectgetac 900
tcactcctgg ttaccgtcgc attcatcatc ttttgggtga gatccaaaag aagccgectg 960
ctccatagcg attacatgaa tatgactcca cgccgecctg gecccacaag gaaacactac 1020
cagccttacg caccacctag agatttcgct gectatcgga gcagggtgaa gttttccaga 1080
tctgcagatg caccagcgta tcagcagggc cagaaccaac tgtataacga gctcaacctg 1140
ggacgcaggg aagagtatga cgttttggac aagcgcagag gacgggaccce tgagatgggt 1200
ggcaaaccaa gacgaaaaaa cccccaggag ggtctctata atgagetgca gaaggataag 1260
atggctgaag cctattctga aataggcatg aaaggagagc ggagaagggg aaaagggcac 1320
gacggtttgt accagggact cagcactgct acgaaggata cttatgacgc tctccacatg 1380
caagccctgc cacctagg 1398

<210> 88

<211> 466

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
polypeptide

<400> 88
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GIn Val GIn Leu Val GIn Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Val Ser Gly Tyr Thr Leu Thr Glu Leu
20 25 30

Ser Met His Trp Val Arg GIn Ala Pro Gly Lys Gly Leu Glu Trp Met
35 40 45

Gly Gly Phe Asp Pro Glu Asp Gly Glu Thr lle Tyr Ala GIn Lys Phe
50 55 60

GIn Gly Arg Val Thr Val Thr Glu Asp Thr Ser Thr Asp Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Thr Glu Ser Arg Gly lle Gly Trp Pro Tyr Phe Asp Tyr Trp Gly
100 105 110

GIn Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly
115 120 125

Gly Gly Ser Gly Gly Gly Gly Ser Asp lle GIn Met Thr GIn Ser Pro
130 135 140

Ser Ser Leu Ser Ala Ser Val Gly Asp Arg Val Thr lle Thr Cys Arg
145 150 155 160

Ala Ser GIn Ser lle Ser Ser Tyr Leu Asn Trp Tyr GIn GIn Lys Pro
165 170 175

Gly Lys Ala Pro Lys Leu Leu lle Ser Gly Ala Ser Ser Leu Lys Ser
180 185 190

Gly Val Pro Ser Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr
195 200 205

Leu Thr Ille Ser Ser Leu Pro Pro Glu Asp Phe Ala Thr Tyr Tyr Cys
210 215 220
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GIn GIn Ser Tyr Ser Thr Pro lle Thr Phe Gly GIn Gly Thr Arg Leu
225 230 235 240

Glu lle Lys Arg Ala Ala Ala lle Glu Val Met Tyr Pro Pro Pro Tyr
245 250 255

Leu Asp Asn Glu Lys Ser Asn Gly Thr lle Ile His Val Lys Gly Lys
260 265 270

His Leu Cys Pro Ser Pro Leu Phe Pro Gly Pro Ser Lys Pro Phe Trp
275 280 285

Val Leu Val Val Val Gly Gly Val Leu Ala Cys Tyr Ser Leu Leu Val
290 295 300

Thr Val Ala Phe lle lle Phe Trp Val Arg Ser Lys Arg Ser Arg Leu
305 310 315 320

Leu His Ser Asp Tyr Met Asn Met Thr Pro Arg Arg Pro Gly Pro Thr
325 330 335

Arg Lys His Tyr GIn Pro Tyr Ala Pro Pro Arg Asp Phe Ala Ala Tyr
340 345 350

Arg Ser Arg Val Lys Phe Ser Arg Ser Ala Asp Ala Pro Ala Tyr GIn
355 360 365

GIn Gly GIn Asn GIn Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg Glu
370 375 380

Glu Tyr Asp Val Leu Asp Lys Arg Arg Gly Arg Asp Pro Glu Met Gly
385 390 395 400

Gly Lys Pro Arg Arg Lys Asn Pro GIn Glu Gly Leu Tyr Asn Glu Leu
405 410 415

GIn Lys Asp Lys Met Ala Glu Ala Tyr Ser Glu lle Gly Met Lys Gly
420 425 430
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Glu Arg Arg Arg Gly Lys Gly His Asp Gly Leu Tyr GIn Gly Leu Ser
435 440 445

Thr Ala Thr Lys Asp Thr Tyr Asp Ala Leu His Met GIn Ala Leu Pro
450 455 460

Pro Arg
465

<210> 89

<211> 1545

<212> DNA

<213> Atrtificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 89
atggcactcc ccgtaactgce tetgetgety cegttggeat tgetectgea cgecgeacge 60

ccgcaggtge agttggtgca aagcggegcea gaagttaaga aacctggggce gtcagttaag 120
gtgtcttgca aagtatctgg ctataccctc actgagetgt ccatgcattg ggtaaggcag 180
gctcctggaa aggggcetcga atggatggga ggatttgacc ctgaagacgg agagaccatc 240
tacgcccaga aattccaggyg tagagtaaca gtgactgagg acactagcac tgacacagcg 300
tacatggagc tgagttctct gagaagtgag gacacagccg tttactactg cgctaccgag 360
tccagaggta ttggctggec atacttcgac tattggggtc agggceaccct ggttacagty 420
agttcaggag gcgggggcte tggggggggc ggticcggag gggggggcte agatatacag 480
atgacgcaga gtccatcaag tctctcagee agegtgggag atcgegtgac tattacttge 540
cgcgecagec agagtattag ctectatctg aattggtacc agcaaaagcec cgggaaggec 600
cctaagcttc tgatttctgg cgectectet ttgaagtcag gtgtgcecaag cagatttage 660
gggtctggaa gtggceactga ctttacactt actatctcca gectgecece agaggatttt 720
gccacatatt actgtcagca aagcetactct actccaatca ctttcggeca gggcacaaga 780
ttggagatta agagggctge cgceactttca aattccatca tgtatttcag ccattttgtg 840
cctgtttttc ttccggecaa acctacaace actceccgece cacgeccacc tactccegee 900

cctaccattg cctcccagcec tetgtetett agacctgagg cttgtagace tgetgecgge 960
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ggagccgtge acactcgegg tetggactte gectgegaca tctatatctg ggeeectctg 1020
gccggcacct geggcgttct ccttetetca ctegtaatca cactctattg caatcacagg 1080
aacagatcca aaagaagccg cctgctceat agcgattaca tgaatatgac tccacgecege 1140
cctggeccca caaggaaaca ctaccagcct tacgcaccac ctagagattt cgctgectat 1200
cggagcaggg tgaagttttc cagatctgca gatgcaccag cgtatcagca gggccagaac 1260
caactgtata acgagctcaa cctgggacgc agggaagagt atgacgtttt ggacaagcgc 1320
agaggacggg accctgagat gggtggcaaa ccaagacgaa aaaaccccca ggagggtcetc 1380
tataatgagc tgcagaagga taagatggct gaagcctatt ctgaaatagg catgaaagga 1440

gagcggagaa ggggaaaagg geacgacggt ttgtaccagg gactcageac tgctacgaag 1500

gatacttatg acgctctcca catgcaagcc ctgccaccta ggtaa 1545
<210> 90
<211>514
<212> PRT
<213> Atrtificial Sequence
<220>
<223> Description of Artificial Sequence: Synthetic
polypeptide
<400> 90
Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu
1 5 10 15

His Ala Ala Arg Pro GIn Val GIn Leu Val GIn Ser Gly Ala Glu Val
20 25 30

Lys Lys Pro Gly Ala Ser Val Lys Val Ser Cys Lys Val Ser Gly Tyr
35 40 45

Thr Leu Thr Glu Leu Ser Met His Trp Val Arg GIn Ala Pro Gly Lys
50 55 60

Gly Leu Glu Trp Met Gly Gly Phe Asp Pro Glu Asp Gly Glu Thr lle
65 70 75 80

Tyr Ala GIn Lys Phe GIn Gly Arg Val Thr Val Thr Glu Asp Thr Ser
85 90 95
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Thr Asp Thr Ala Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr
100 105 110

Ala Val Tyr Tyr Cys Ala Thr Glu Ser Arg Gly Ile Gly Trp Pro Tyr
115 120 125

Phe Asp Tyr Trp Gly GIn Gly Thr Leu Val Thr Val Ser Ser Gly Gly
130 135 140

Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Asp lle GIn
145 150 155 160

Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly Asp Arg Val
165 170 175

Thr Ile Thr Cys Arg Ala Ser GIn Ser lle Ser Ser Tyr Leu Asn Trp
180 185 190

Tyr GIn GIn Lys Pro Gly Lys Ala Pro Lys Leu Leu lle Ser Gly Ala
195 200 205

Ser Ser Leu Lys Ser Gly Val Pro Ser Arg Phe Ser Gly Ser Gly Ser
210 215 220

Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Pro Pro Glu Asp Phe
225 230 235 240

Ala Thr Tyr Tyr Cys GIn GIn Ser Tyr Ser Thr Pro lle Thr Phe Gly
245 250 255

GIn Gly Thr Arg Leu Glu lle Lys Arg Ala Ala Ala Leu Ser Asn Ser
260 265 270

Ile Met Tyr Phe Ser His Phe Val Pro Val Phe Leu Pro Ala Lys Pro
275 280 285

Thr Thr Thr Pro Ala Pro Arg Pro Pro Thr Pro Ala Pro Thr lle Ala
290 295 300

Ser GIn Pro Leu Ser Leu Arg Pro Glu Ala Cys Arg Pro Ala Ala Gly
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305 310 315 320

Gly Ala Val His Thr Arg Gly Leu Asp Phe Ala Cys Asp lle Tyr lle
325 330 335

Trp Ala Pro Leu Ala Gly Thr Cys Gly Val Leu Leu Leu Ser Leu Val
340 345 350

lle Thr Leu Tyr Cys Asn His Arg Asn Arg Ser Lys Arg Ser Arg Leu
355 360 365

Leu His Ser Asp Tyr Met Asn Met Thr Pro Arg Arg Pro Gly Pro Thr
370 375 380

Arg Lys His Tyr GIn Pro Tyr Ala Pro Pro Arg Asp Phe Ala Ala Tyr
385 390 395 400

Arg Ser Arg Val Lys Phe Ser Arg Ser Ala Asp Ala Pro Ala Tyr GlIn
405 410 415

GIn Gly GIn Asn GIn Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg Glu
420 425 430

Glu Tyr Asp Val Leu Asp Lys Arg Arg Gly Arg Asp Pro Glu Met Gly
435 440 445

Gly Lys Pro Arg Arg Lys Asn Pro GIn Glu Gly Leu Tyr Asn Glu Leu
450 455 460

GIn Lys Asp Lys Met Ala Glu Ala Tyr Ser Glu lle Gly Met Lys Gly
465 470 475 480

Glu Arg Arg Arg Gly Lys Gly His Asp Gly Leu Tyr GIn Gly Leu Ser
485 490 495

Thr Ala Thr Lys Asp Thr Tyr Asp Ala Leu His Met GIn Ala Leu Pro
500 505 510

Pro Arg
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<210>91

<211> 1479

<212> DNA

<213> Atrtificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 91
caggtgcagt tggtgcaaag cggcgcagaa gttaagaaac ctggggegte agttaaggtg 60

tcttgcaaag tatctggcta taccctcact gagctgtcea tgcattgggt aaggcagget 120
cctggaaagg ggctcgaatg gatgggagga tttgaccctg aagacggaga gaccatctac 180
gcccagaaat tccagggtag agtaacagtg actgaggaca ctagcactga cacagegtac 240
atggagctga gttctctgag aagtgaggac acagccgttt actactgcge taccgagtcc 300
agaggtattg gctggccata cttcgactat tggggtcagg geaccctggt tacagtgagt 360
tcaggaggcg ggggctctgg ggggggcggt tccggagggy ggggctcaga tatacagatg 420
acgcagagtc catcaagtct ctcagccagce gtgggagatc gegtgactat tacttgccgc 480
gccagecaga gtattagctc ctatctgaat tggtaccage aaaageccgg gaaggecect 540
aagcttctga tttctggegc ctectetttg aagtcaggtg tgccaagceag atttagcggg 600
tctggaagtg gcactgactt tacacttact atctccagcec tgcccccaga ggattttgec 660
acatattact gtcagcaaag ctactctact ccaatcactt tcggccaggg cacaagattg 720
gagattaaga gggctgccgc actttcaaat tccatcatgt atttcagceca ttttgtgect 780
gtttttcttc cggccaaacc tacaaccact cccgececcac geccacctac tcecgecect 840
accattgcct cccagcctct gtctcttaga cctgaggcett gtagacctge tgccggegga 900
gccgtgceaca ctcgeggtet ggacttcgee tgecgacatct atatctggge cectetggee 960
ggcacctgcg gegttctect tetetcactc gtaatcacac tctattgcaa tcacaggaac 1020
agatccaaaa gaagccgcct getccatage gattacatga atatgactce acgecgeect 1080
ggccccacaa ggaaacacta ccagccttac gcaccaccta gagatttcgce tgectatcgg 1140
agcagggtga agttttccag atctgcagat gcaccagegt atcagcaggg ccagaaccaa 1200
ctgtataacg agctcaacct gggacgcagg gaagagtatg acgttttgga caagcgcaga 1260

ggacgggacc ctgagatggg tggcaaacca agacgaaaaa acccccagga gggtctctat 1320
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aatgagctgc agaaggataa gatggctgaa gectattctg aaataggcat gaaaggagag 1380

cggagaaggg gaaaagggca cgacggtttg taccagggac tcageactge tacgaaggat 1440

acttatgacg ctctccacat gcaagccctg ccacctagg 1479
<210> 92
<211> 493
<212> PRT
<213> Artificial Sequence
<220>
<223> Description of Artificial Sequence: Synthetic
polypeptide
<400> 92
GIn Val GIn Leu Val GIn Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Val Ser Gly Tyr Thr Leu Thr Glu Leu
20 25 30

Ser Met His Trp Val Arg GIn Ala Pro Gly Lys Gly Leu Glu Trp Met
35 40 45

Gly Gly Phe Asp Pro Glu Asp Gly Glu Thr lle Tyr Ala GIn Lys Phe
50 55 60

GIn Gly Arg Val Thr Val Thr Glu Asp Thr Ser Thr Asp Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Thr Glu Ser Arg Gly lle Gly Trp Pro Tyr Phe Asp Tyr Trp Gly
100 105 110

GIn Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly
115 120 125

Gly Gly Ser Gly Gly Gly Gly Ser Asp lle GIn Met Thr GIn Ser Pro
130 135 140
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Ser Ser Leu Ser Ala Ser Val Gly Asp Arg Val Thr lle Thr Cys Arg
145 150 155 160

Ala Ser GIn Ser lle Ser Ser Tyr Leu Asn Trp Tyr GIn GIn Lys Pro
165 170 175

Gly Lys Ala Pro Lys Leu Leu lle Ser Gly Ala Ser Ser Leu Lys Ser
180 185 190

Gly Val Pro Ser Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr
195 200 205

Leu Thr Ille Ser Ser Leu Pro Pro Glu Asp Phe Ala Thr Tyr Tyr Cys
210 215 220

GIn GlIn Ser Tyr Ser Thr Pro lle Thr Phe Gly GIn Gly Thr Arg Leu
225 230 235 240

Glu lle Lys Arg Ala Ala Ala Leu Ser Asn Ser Ile Met Tyr Phe Ser
245 250 255

His Phe Val Pro Val Phe Leu Pro Ala Lys Pro Thr Thr Thr Pro Ala
260 265 270

Pro Arg Pro Pro Thr Pro Ala Pro Thr Ile Ala Ser GIn Pro Leu Ser
275 280 285

Leu Arg Pro Glu Ala Cys Arg Pro Ala Ala Gly Gly Ala Val His Thr
290 295 300

Arg Gly Leu Asp Phe Ala Cys Asp lle Tyr Ile Trp Ala Pro Leu Ala
305 310 315 320

Gly Thr Cys Gly Val Leu Leu Leu Ser Leu Val lle Thr Leu Tyr Cys
325 330 335

Asn His Arg Asn Arg Ser Lys Arg Ser Arg Leu Leu His Ser Asp Tyr
340 345 350

Met Asn Met Thr Pro Arg Arg Pro Gly Pro Thr Arg Lys His Tyr GIn
355 360 365
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Pro Tyr Ala Pro Pro Arg Asp Phe Ala Ala Tyr Arg Ser Arg Val Lys
370 375 380

Phe Ser Arg Ser Ala Asp Ala Pro Ala Tyr GIn GIn Gly GIn Asn GIn
385 390 395 400

Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg Glu Glu Tyr Asp Val Leu
405 410 415

Asp Lys Arg Arg Gly Arg Asp Pro Glu Met Gly Gly Lys Pro Arg Arg
420 425 430

Lys Asn Pro GIn Glu Gly Leu Tyr Asn Glu Leu GIn Lys Asp Lys Met
435 440 445

Ala Glu Ala Tyr Ser Glu lle Gly Met Lys Gly Glu Arg Arg Arg Gly
450 455 460

Lys Gly His Asp Gly Leu Tyr GIn Gly Leu Ser Thr Ala Thr Lys Asp
465 470 475 480

Thr Tyr Asp Ala Leu His Met GIn Ala Leu Pro Pro Arg
485 490

<210>93

<211> 351

<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 93
caggtccagt tggtcgaaag tggcggtggt gtagtgcage cgggecgeag tttgaggett 60

tcctgtgegy cttcaggctt tactttttce agetatggaa tgcactgggt gcggecaggee 120
cccggcaaag gacttgagtg ggtggecgtc atttcttatg acggatcaga taagtactac 180
gtggacagcg tcaagggceag attcaccatc tctagggaca acagtaaaaa tagactctac 240

ctccagatga atagcctcag agctgaagac acggecgtct actattgtge tcgggagegg 300
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tatagtggca gagactactg ggggcagggce acactcgtta cagtgagtag ¢ 351

<210> 94

<211> 117

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
polypeptide

<400> 94
GIn Val GIn Leu Val Glu Ser Gly Gly Gly Val Val GIn Pro Gly Arg
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
20 25 30

Gly Met His Trp Val Arg GIn Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

Ala Val lle Ser Tyr Asp Gly Ser Asp Lys Tyr Tyr Val Asp Ser Val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Arg Leu Tyr
65 70 75 80

Leu GIn Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Glu Arg Tyr Ser Gly Arg Asp Tyr Trp Gly GIn Gly Thr Leu
100 105 110

Val Thr Val Ser Ser
115

<210> 95

<211>7

<212> PRT

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic
peptide
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<400> 95
Gly Phe Thr Phe Ser Ser Tyr
1 5

<210> 96

<211>6

<212> PRT

<213> Atrtificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
peptide

<400> 96
Ser Tyr Asp Gly Ser Asp
1 5

<210> 97

<211>8

<212> PRT

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic
peptide

<400> 97

Glu Arg Tyr Ser Gly Arg Asp Tyr
1 5

<210> 98

<211> 324

<212> DNA

<213> Atrtificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 98
gagattgtta tgacccagag tcctgegacce ctctcagtca gececgggga gegegeaact 60

ttgtcttgca gagctagtca gtccgtgtee tetcttctga catggtacca gcaaaagece 120
gggcaggctc cgegectttt gatctttggg gettcaacaa gagecactgg gattceccgeca 180
cgattctctg getccgggag cggtactggt ttcaccctga cgattageag tctccagage 240
gaggacttcg ccgtatacta ctgccagcag tacgatacgt ggccattcac ttttggacca 300

gggactaaag tggattttaa gcge 324
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<210> 99

<211>108
<212> PRT
<213> Artificial Sequence
<220>
<223> Description of Artificial Sequence: Synthetic
polypeptide
<400> 99
Glu lle Val Met Thr GIn Ser Pro Ala Thr Leu Ser Val Ser Pro Gly
1 5 10 15

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser GIn Ser Val Ser Ser Leu
20 25 30

Leu Thr Trp Tyr GIn GIn Lys Pro Gly GIn Ala Pro Arg Leu Leu lle
35 40 45

Phe Gly Ala Ser Thr Arg Ala Thr Gly lle Pro Ala Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Gly Phe Thr Leu Thr Ile Ser Ser Leu GIn Ser
65 70 75 80

Glu Asp Phe Ala Val Tyr Tyr Cys GIn GIn Tyr Asp Thr Trp Pro Phe
85 90 95

Thr Phe Gly Pro Gly Thr Lys Val Asp Phe Lys Arg

100 105
<210> 100
<211>11
<212> PRT
<213> Artificial Sequence
<220>
<223> Description of Artificial Sequence: Synthetic
peptide
<400> 100
Arg Ala Ser GIn Ser Val Ser Ser Leu Leu Thr
1 5 10
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<210> 101

<211>7

<212> PRT

<213> Atrtificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
peptide

<400> 101
Gly Ala Ser Thr Arg Ala Thr
1 5

<210> 102

<211>9

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
peptide

<400> 102

GIn GIn Tyr Asp Thr Trp Pro Phe Thr
1 5

<210> 103

<211> 1425

<212> DNA

<213> Atrtificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 103
atggcactcc ccgtaactgce tetgetgety cegttggeat tgctectgea cgecgeacge 60

ccgeaggtee agttggtcga aagtggeggt ggtgtagtge agecgggecg cagtttgagg 120
ctttcctgty cggcttcagg ctttactttt tccagcetatg gaatgcactg ggtgecggcag 180
gcececggea aaggacttga gtgggtggec gtcatttett atgacggate agataagtac 240
tacgtggaca gcgtcaaggg cagattcacc atctctaggg acaacagtaa aaatagactc 300
tacctccaga tgaatagcct cagagctgaa gacacggecg tctactattg tgctcgggag 360

cggtatagtg gcagagacta ctgggggceag ggcacactcg ttacagtgag tagcggegga 420

ggagggagty ggggeggtgg ctecggtgga ggaggttetg agattgttat gacccagagt 480
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cctgegaccce tetcagtcag ccccggggag cgegeaactt tgtettgeag agetagtcag 540
tccgtgtcct ctettctgac atggtaccag caaaagcccg ggeaggctce gegecttttg 600
atctttgggg cttcaacaag agccactggg attcccgeac gattctctgg ctccgggage 660
ggtactggtt tcaccctgac gattagcagt ctccagageg aggacttcge cgtatactac 720
tgccagcagt acgatacgtg gecattcact tttggaccag ggactaaagt ggattttaag 780
cgcgeegeceg ctetcgataa cgaaaagtca aatggcacca taatccacgt caaaggcaag 840
cacctgtgec cttceeegct cttccecgga cccagtaaac cattttgggt getggttgtt 900
gtggggggcg tgctggectg ctatagcectt ttggtcactg tagecttcat tattttttgg 960
gtcagatcca aaagaagccg cctgctccat agegattaca tgaatatgac tccacgeege 1020
cctggeccca caaggaaaca ctaccagcct tacgcaccac ctagagattt cgctgectat 1080
cggagcaggg tgaagttttc cagatctgca gatgcaccag cgtatcagca gggccagaac 1140
caactgtata acgagctcaa cctgggacgc agggaagagt atgacgtttt ggacaagcgc 1200
agaggacggg accctgagat gggtggcaaa ccaagacgaa aaaaccccca ggagggtcetc 1260
tataatgagc tgcagaagga taagatggct gaagcctatt ctgaaatagg catgaaagga 1320

gagcggagaa ggggaaaagg geacgacggt ttgtaccagg gactcageac tgctacgaag 1380

gatacttatg acgctctcca catgcaagcc ctgccaccta ggtaa 1425
<210> 104
<211> 474
<212> PRT
<213> Atrtificial Sequence
<220>
<223> Description of Artificial Sequence: Synthetic
polypeptide
<400> 104
Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu
1 5 10 15

His Ala Ala Arg Pro GIn Val GIn Leu Val Glu Ser Gly Gly Gly Val
20 25 30

Val GIn Pro Gly Arg Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe
35 40 45
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Thr Phe Ser Ser Tyr Gly Met His Trp Val Arg GIn Ala Pro Gly Lys
50 55 60

Gly Leu Glu Trp Val Ala Val Ile Ser Tyr Asp Gly Ser Asp Lys Tyr
65 70 75 80

Tyr Val Asp Ser Val Lys Gly Arg Phe Thr lle Ser Arg Asp Asn Ser
85 90 95

Lys Asn Arg Leu Tyr Leu GIn Met Asn Ser Leu Arg Ala Glu Asp Thr
100 105 110

Ala Val Tyr Tyr Cys Ala Arg Glu Arg Tyr Ser Gly Arg Asp Tyr Trp
115 120 125

Gly GIn Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly
130 135 140

Gly Gly Gly Ser Gly Gly Gly Gly Ser Glu lle Val Met Thr GIn Ser
145 150 155 160

Pro Ala Thr Leu Ser Val Ser Pro Gly Glu Arg Ala Thr Leu Ser Cys
165 170 175

Arg Ala Ser GIn Ser Val Ser Ser Leu Leu Thr Trp Tyr GIn GIn Lys
180 185 190

Pro Gly GIn Ala Pro Arg Leu Leu lle Phe Gly Ala Ser Thr Arg Ala
195 200 205

Thr Gly lle Pro Ala Arg Phe Ser Gly Ser Gly Ser Gly Thr Gly Phe
210 215 220

Thr Leu Thr Ille Ser Ser Leu GIn Ser Glu Asp Phe Ala Val Tyr Tyr
225 230 235 240

Cys GIn GIn Tyr Asp Thr Trp Pro Phe Thr Phe Gly Pro Gly Thr Lys
245 250 255

Val Asp Phe Lys Arg Ala Ala Ala Leu Asp Asn Glu Lys Ser Asn Gly
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260 265 270

Thr lle lle His Val Lys Gly Lys His Leu Cys Pro Ser Pro Leu Phe
275 280 285

Pro Gly Pro Ser Lys Pro Phe Trp Val Leu Val Val Val Gly Gly Val
290 295 300

Leu Ala Cys Tyr Ser Leu Leu Val Thr Val Ala Phe lle lle Phe Trp
305 310 315 320

Val Arg Ser Lys Arg Ser Arg Leu Leu His Ser Asp Tyr Met Asn Met
325 330 335

Thr Pro Arg Arg Pro Gly Pro Thr Arg Lys His Tyr GIn Pro Tyr Ala
340 345 350

Pro Pro Arg Asp Phe Ala Ala Tyr Arg Ser Arg Val Lys Phe Ser Arg
355 360 365

Ser Ala Asp Ala Pro Ala Tyr GIn GIn Gly GIn Asn GIn Leu Tyr Asn
370 375 380

Glu Leu Asn Leu Gly Arg Arg Glu Glu Tyr Asp Val Leu Asp Lys Arg
385 390 395 400

Arg Gly Arg Asp Pro Glu Met Gly Gly Lys Pro Arg Arg Lys Asn Pro
405 410 415

GIn Glu Gly Leu Tyr Asn Glu Leu GIn Lys Asp Lys Met Ala Glu Ala
420 425 430

Tyr Ser Glu lle Gly Met Lys Gly Glu Arg Arg Arg Gly Lys Gly His
435 440 445

Asp Gly Leu Tyr GIn Gly Leu Ser Thr Ala Thr Lys Asp Thr Tyr Asp
450 455 460

Ala Leu His Met GIn Ala Leu Pro Pro Arg
465 470
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<210> 105

<211> 1359

<212> DNA

<213> Atrtificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 105
caggtccagt tggtcgaaag tggeggtggt gtagtgcage cgggecgceag tttgaggett 60

tcctgtgegg cttcaggctt tactttttce agctatggaa tgcactgggt geggcaggee 120
cccggcaaag gacttgagtg ggtggecgtc atttcttatg acggatcaga taagtactac 180
gtggacagcg tcaagggcag attcaccatc tctagggaca acagtaaaaa tagactctac 240
ctccagatga atagcctcag agctgaagac acggecgtct actattgtge tcgggagegg 300
tatagtggca gagactactg ggggcagggc acactcgtta cagtgagtag cggcggagga 360
gggagtgggg geggtggcte cggtggagga ggttctgaga ttgttatgac ccagagtect 420
gcgaccctct cagtcageec cggggagege geaactttgt cttgcagagce tagtcagtcc 480
gtgtcctcte ttctgacatg gtaccagcaa aagceccgggce aggeteegeg ccttttgatc 540
tttggggctt caacaagagc cactgggatt cccgeacgat tetetggete cgggageggt 600
actggtttca ccctgacgat tagcagtctc cagagcgagg acttcgecgt atactactgc 660
cagcagtacg atacgtggcc attcactttt ggaccaggga ctaaagtgga ttttaagcgc 720
gccgecegcte tcgataacga aaagtcaaat ggcaccataa tccacgtcaa aggcaagcac 780
ctgtgccectt cceegetcett ccccggacce agtaaaccat tttgggtget ggttgttgtg - 840
gggggcgtgc tggcectgceta tagecttttg gtcactgtag ccttcattat tttttgggtc 900
agatccaaaa gaagccgcct getccatage gattacatga atatgactce acgecgeect 960
ggccccacaa ggaaacacta ccagccttac gcaccaccta gagatttcgce tgectatcgg 1020
agcagggtga agttttccag atctgcagat gcaccagegt atcagcaggg ccagaaccaa 1080
ctgtataacg agctcaacct gggacgcagg gaagagtatg acgttttgga caagcgcaga 1140
ggacgggacc ctgagatggg tggcaaacca agacgaaaaa acccccagga gggtctctat 1200
aatgagctgc agaaggataa gatggctgaa gcctattctg aaataggcat gaaaggagag 1260

cggagaaggg gaaaagggca cgacggtttg taccagggac tcagcactge tacgaaggat 1320

K-1029_02US_Sequence Listing May 2019.TXT[15/05/2019 8:59:06 AM]



acttatgacg ctctccacat gcaagecctg ccacctagg 1359

<210> 106
<211> 453
<212> PRT
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
polypeptide

<400> 106

GIn Val GIn Leu Val Glu Ser Gly Gly Gly Val Val GIn Pro Gly Arg
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
20 25 30

Gly Met His Trp Val Arg GIn Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

Ala Val lle Ser Tyr Asp Gly Ser Asp Lys Tyr Tyr Val Asp Ser Val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Arg Leu Tyr
65 70 75 80

Leu GIn Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Glu Arg Tyr Ser Gly Arg Asp Tyr Trp Gly GIn Gly Thr Leu
100 105 110

Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly
115 120 125

Gly Gly Gly Ser Glu lle Val Met Thr GIn Ser Pro Ala Thr Leu Ser
130 135 140

Val Ser Pro Gly Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser GIn Ser
145 150 155 160
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Val Ser Ser Leu Leu Thr Trp Tyr GIn GIn Lys Pro Gly GIn Ala Pro
165 170 175

Arg Leu Leu lle Phe Gly Ala Ser Thr Arg Ala Thr Gly Ile Pro Ala
180 185 190

Arg Phe Ser Gly Ser Gly Ser Gly Thr Gly Phe Thr Leu Thr lle Ser
195 200 205

Ser Leu GIn Ser Glu Asp Phe Ala Val Tyr Tyr Cys GIn GIn Tyr Asp
210 215 220

Thr Trp Pro Phe Thr Phe Gly Pro Gly Thr Lys Val Asp Phe Lys Arg
225 230 235 240

Ala Ala Ala Leu Asp Asn Glu Lys Ser Asn Gly Thr lle Ile His Val
245 250 255

Lys Gly Lys His Leu Cys Pro Ser Pro Leu Phe Pro Gly Pro Ser Lys
260 265 270

Pro Phe Trp Val Leu Val Val Val Gly Gly Val Leu Ala Cys Tyr Ser
275 280 285

Leu Leu Val Thr Val Ala Phe lle lle Phe Trp Val Arg Ser Lys Arg
290 295 300

Ser Arg Leu Leu His Ser Asp Tyr Met Asn Met Thr Pro Arg Arg Pro
305 310 315 320

Gly Pro Thr Arg Lys His Tyr GIn Pro Tyr Ala Pro Pro Arg Asp Phe
325 330 335

Ala Ala Tyr Arg Ser Arg Val Lys Phe Ser Arg Ser Ala Asp Ala Pro
340 345 350

Ala Tyr GlIn GIn Gly GIn Asn GIn Leu Tyr Asn Glu Leu Asn Leu Gly
355 360 365

Arg Arg Glu Glu Tyr Asp Val Leu Asp Lys Arg Arg Gly Arg Asp Pro
370 375 380
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Glu Met Gly Gly Lys Pro Arg Arg Lys Asn Pro GIn Glu Gly Leu Tyr
385 390 395 400

Asn Glu Leu GIn Lys Asp Lys Met Ala Glu Ala Tyr Ser Glu lle Gly
405 410 415

Met Lys Gly Glu Arg Arg Arg Gly Lys Gly His Asp Gly Leu Tyr GIn
420 425 430

Gly Leu Ser Thr Ala Thr Lys Asp Thr Tyr Asp Ala Leu His Met GIn
435 440 445

Ala Leu Pro Pro Arg
450

<210> 107

<211> 1452

<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 107
atggcactcc ccgtaactgc tetgetgetg cegttggeat tgctectgea cgecgeacge 60

ccgcaggtgce agctcgtgga gtctggegge ggegtggtee ageeecggecg gteectgege 120
ctgtcctgeg ccgecagegg gtttactttt tectectacg geatgeactg ggtgegeccag 180
gctccecggcea agggcectcga gtgggtegec gtgatctcat acgatgggtc agacaaatac 240
tatgtcgatt ctgttaaagg gcggtttacc atttcaagag ataactctaa gaataggctg 300
tatttgcaga tgaacagcct gagggctgaa gataccgceag tgtactattg cgctagggag 360
cggtatagtg gccgegatta ctggggacag ggtacactgg tgaccgtgag ctctgggggt 420
ggcggaageg gggatggegg aageggegga gggggtagty aaattgtgat gacccagtet 480
ccggctacac tttcagtctc ccctggggag agagctacac tgtcatgcag agegtcccag 540
tccgtetett ctetecttac ctggtatcag cagaageccg gecaggetee tcgactgetg 600

atcttcggty cctccacaag ggegaccggg attccagece gettctcagg ttctgggage 660
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ggaactggtt tcactttgac aatcagttca ctgcagtcag aggatttcge cgtgtactac 720
tgccagcaat acgacacatg gccattcact ttcggacceg gtaccaaagt cgatttcaag 780
agagccgegg ccatcgaggt tatgtaccca ccaccatatc tggacaatga aaaaagcaat 840
ggaaccatta tccatgtgaa gggtaaacac ctctgceecta geccactttt ccctggecca 900
tcaaagccect tctgggtctt ggtggtcgtg gggggtgtge tggectgtta cagecttctg 960
gtgacggttg ctttcattat cttctgggtt agatccaaaa gaagccgcct gctccatage 1020
gattacatga atatgactcc acgccgecct ggecccacaa ggaaacacta ccagecttac 1080
gcaccaccta gagatttcgc tgcctatcgg agcagggtga agttttccag atctgcagat 1140
gcaccagcgt atcagcaggg ccagaaccaa ctgtataacg agctcaacct gggacgcagg 1200
gaagagtatg acgttttgga caagcgcaga ggacgggacc ctgagatggg tggcaaacca 1260
agacgaaaaa acccccagga gggtctctat aatgagetge agaaggataa gatggctgaa 1320
gcctattctg aaataggcat gaaaggagag cggagaaggg gaaaagggca cgacggtttg 1380
taccagggac tcagcactgc tacgaaggat acttatgacg ctctccacat gcaageectg 1440
ccacctaggt aa 1452

<210> 108

<211> 483

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic

polypeptide

<400> 108
Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu
1 5 10 15

His Ala Ala Arg Pro GIn Val GIn Leu Val Glu Ser Gly Gly Gly Val
20 25 30

Val GIn Pro Gly Arg Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe
35 40 45

Thr Phe Ser Ser Tyr Gly Met His Trp Val Arg GIn Ala Pro Gly Lys
50 55 60
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Gly Leu Glu Trp Val Ala Val Ile Ser Tyr Asp Gly Ser Asp Lys Tyr
65 70 75 80

Tyr Val Asp Ser Val Lys Gly Arg Phe Thr lle Ser Arg Asp Asn Ser
85 90 95

Lys Asn Arg Leu Tyr Leu GIn Met Asn Ser Leu Arg Ala Glu Asp Thr
100 105 110

Ala Val Tyr Tyr Cys Ala Arg Glu Arg Tyr Ser Gly Arg Asp Tyr Trp
115 120 125

Gly GIn Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly
130 135 140

Gly Gly Gly Ser Gly Gly Gly Gly Ser Glu lle VVal Met Thr GIn Ser
145 150 155 160

Pro Ala Thr Leu Ser Val Ser Pro Gly Glu Arg Ala Thr Leu Ser Cys
165 170 175

Arg Ala Ser GIn Ser Val Ser Ser Leu Leu Thr Trp Tyr GIn GIn Lys
180 185 190

Pro Gly GIn Ala Pro Arg Leu Leu lle Phe Gly Ala Ser Thr Arg Ala
195 200 205

Thr Gly lle Pro Ala Arg Phe Ser Gly Ser Gly Ser Gly Thr Gly Phe
210 215 220

Thr Leu Thr lle Ser Ser Leu GIn Ser Glu Asp Phe Ala Val Tyr Tyr
225 230 235 240

Cys GIn GIn Tyr Asp Thr Trp Pro Phe Thr Phe Gly Pro Gly Thr Lys
245 250 255

Val Asp Phe Lys Arg Ala Ala Ala lle Glu Val Met Tyr Pro Pro Pro
260 265 270

Tyr Leu Asp Asn Glu Lys Ser Asn Gly Thr Ile Ile His Val Lys Gly
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275 280 285

Lys His Leu Cys Pro Ser Pro Leu Phe Pro Gly Pro Ser Lys Pro Phe
290 295 300

Trp Val Leu Val Val Val Gly Gly Val Leu Ala Cys Tyr Ser Leu Leu
305 310 315 320

Val Thr Val Ala Phe lle lle Phe Trp Val Arg Ser Lys Arg Ser Arg
325 330 335

Leu Leu His Ser Asp Tyr Met Asn Met Thr Pro Arg Arg Pro Gly Pro
340 345 350

Thr Arg Lys His Tyr GIn Pro Tyr Ala Pro Pro Arg Asp Phe Ala Ala
355 360 365

Tyr Arg Ser Arg Val Lys Phe Ser Arg Ser Ala Asp Ala Pro Ala Tyr
370 375 380

GIn GIn Gly GIn Asn GIn Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg
385 390 395 400

Glu Glu Tyr Asp Val Leu Asp Lys Arg Arg Gly Arg Asp Pro Glu Met
405 410 415

Gly Gly Lys Pro Arg Arg Lys Asn Pro GIn Glu Gly Leu Tyr Asn Glu
420 425 430

Leu GIn Lys Asp Lys Met Ala Glu Ala Tyr Ser Glu lle Gly Met Lys
435 440 445

Gly Glu Arg Arg Arg Gly Lys Gly His Asp Gly Leu Tyr GIn Gly Leu
450 455 460

Ser Thr Ala Thr Lys Asp Thr Tyr Asp Ala Leu His Met GIn Ala Leu
465 470 475 480

Pro Pro Arg
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<210> 109

<211> 1386

<212> DNA

<213> Atrtificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 109
caggtgcagc tcgtggagte tggcggegge gtggtecage ccggecggte cetgegectg 60

tcctgegecg ccagegggtt tactttttee tectacggea tgcactgggt gegecagget 120
cccggceaagyg gectcgagty ggtegecgtg atctcatacg atgggtcaga caaatactat 180
gtcgattctg ttaaagggcg gtttaccatt tcaagagata actctaagaa taggctgtat 240
ttgcagatga acagcctgag ggctgaagat accgeagtgt actattgege tagggagegg 300
tatagtggcc gegattactg gggacagggt acactggtga ccgtgagete tgggggtgge 360
ggaagcgggg gtggcggaag cggeggaggg ggtagtgaaa ttgtgatgac ccagtcteeg 420
gctacacttt cagtctcece tggggagaga getacactgt catgcagage gtcccagtce 480
gtctettcte tecttacctg gtatcageag aageccggec aggctecteg actgetgate 540
ttcggtgect ccacaaggge gaccgggatt ccagecegct tetcaggtte tgggagegga 600
actggtttca ctttgacaat cagttcactg cagtcagagg atttcgccgt gtactactgc 660
cagcaatacg acacatggcc attcactttc ggacccggta ccaaagtcga tttcaagaga 720
gcecgeggeca tegaggttat gtacccacca ccatatctgg acaatgaaaa aagcaatgga 780
accattatcc atgtgaaggg taaacacctc tgccctagee cacttttcce tggeccatca 840
aagcccttct gggtettggt ggtcgtgggg ggtgtgetgg cetgttacag cettctggtg 900
acggttgcett tcattatctt ctgggttaga tccaaaagaa gecgectget ccatagcgat 960
tacatgaata tgactccacg ccgcectgge cccacaagga aacactacca gecttacgca 1020
ccacctagag atttcgetgce ctatcggagce agggtgaagt tttccagate tgcagatgca 1080
ccagcgtatc agcagggeca gaaccaactg tataacgage tcaacctggg acgcagggaa 1140
gagtatgacg ttttggacaa gcgcagagga cgggaccctg agatgggtgg caaaccaaga 1200
cgaaaaaacc cccaggaggg tctctataat gagcetgcaga aggataagat ggctgaagec 1260

tattctgaaa taggcatgaa aggagagcgy agaaggggaa aagggceacga cggtttgtac 1320
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cagggactca gcactgctac gaaggatact tatgacgctc tccacatgca ageectgcca 1380

cctagg 1386

<210> 110

<211> 462

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic

polypeptide

<400> 110
GIn Val GIn Leu Val Glu Ser Gly Gly Gly Val Val GIn Pro Gly Arg
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
20 25 30

Gly Met His Trp Val Arg GIn Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

Ala Val lle Ser Tyr Asp Gly Ser Asp Lys Tyr Tyr Val Asp Ser Val
50 55 60

Lys Gly Arg Phe Thr lle Ser Arg Asp Asn Ser Lys Asn Arg Leu Tyr
65 70 75 80

Leu GIn Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Glu Arg Tyr Ser Gly Arg Asp Tyr Trp Gly GIn Gly Thr Leu
100 105 110

Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly
115 120 125

Gly Gly Gly Ser Glu lle Val Met Thr GIn Ser Pro Ala Thr Leu Ser
130 135 140

Val Ser Pro Gly Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser GIn Ser
145 150 155 160
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Val Ser Ser Leu Leu Thr Trp Tyr GIn GIn Lys Pro Gly GIn Ala Pro
165 170 175

Arg Leu Leu lle Phe Gly Ala Ser Thr Arg Ala Thr Gly Ile Pro Ala
180 185 190

Arg Phe Ser Gly Ser Gly Ser Gly Thr Gly Phe Thr Leu Thr lle Ser
195 200 205

Ser Leu GIn Ser Glu Asp Phe Ala Val Tyr Tyr Cys GIn GIn Tyr Asp
210 215 220

Thr Trp Pro Phe Thr Phe Gly Pro Gly Thr Lys Val Asp Phe Lys Arg
225 230 235 240

Ala Ala Ala lle Glu Val Met Tyr Pro Pro Pro Tyr Leu Asp Asn Glu
245 250 255

Lys Ser Asn Gly Thr Ile lle His Val Lys Gly Lys His Leu Cys Pro
260 265 270

Ser Pro Leu Phe Pro Gly Pro Ser Lys Pro Phe Trp Val Leu Val Val
275 280 285

Val Gly Gly Val Leu Ala Cys Tyr Ser Leu Leu Val Thr Val Ala Phe
290 295 300

Ile lle Phe Trp Val Arg Ser Lys Arg Ser Arg Leu Leu His Ser Asp
305 310 315 320

Tyr Met Asn Met Thr Pro Arg Arg Pro Gly Pro Thr Arg Lys His Tyr
325 330 335

GIn Pro Tyr Ala Pro Pro Arg Asp Phe Ala Ala Tyr Arg Ser Arg Val
340 345 350

Lys Phe Ser Arg Ser Ala Asp Ala Pro Ala Tyr GIn GIn Gly GIn Asn
355 360 365
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GIn Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg Glu Glu Tyr Asp Val
370 375 380

Leu Asp Lys Arg Arg Gly Arg Asp Pro Glu Met Gly Gly Lys Pro Arg
385 390 395 400

Arg Lys Asn Pro GIn Glu Gly Leu Tyr Asn Glu Leu GIn Lys Asp Lys
405 410 415

Met Ala Glu Ala Tyr Ser Glu Ile Gly Met Lys Gly Glu Arg Arg Arg
420 425 430

Gly Lys Gly His Asp Gly Leu Tyr GIn Gly Leu Ser Thr Ala Thr Lys
435 440 445

Asp Thr Tyr Asp Ala Leu His Met GIn Ala Leu Pro Pro Arg
450 455 460

<210> 111

<211> 1533

<212> DNA

<213> Atrtificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 111
atggcactcc ccgtaactgce tetgetgety cegttggeat tgctectgea cgecgeacge 60

ccgeaggtge agttggttga atcaggaggg ggtgtggtge aacccggteg gtcactgcge 120
ctcagttgtg ctgcttccgg gtttactttc agetcatatg ggatgcactg ggtacggcag 180
gctccaggta aaggcttgga atgggtggeg gtgatcagct atgacggcete tgacaaatat 240
tatgtggact ccgtgaaagg cagattcacc atcagtcgag acaactcaaa gaatagactc 300
tacttgcaga tgaatagcct ccgggecgaa gatactgeag tctattattg cgcccgggag 360
cgctacagtg gaagagacta ttgggggcaa ggaactcttg tcacagtcte atctggegge 420
ggcggeageg gtgggggegg atctggeggg ggcggeageg aaatcgttat gactcagagt 480
cctgecacac tgagegttag cectggtgag agagcaacac ttagetgeag agetagtcag 540

agtgtttcca gtcttttgac atggtaccaa cagaagcceg gtcaagetce acgactgcte 600
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atcttcggtg catccacceg cgcaaccggg atacccgece ggttttcegg ttctggaagt 660
ggcacaggat tcacgctcac catttcttct ctgcagtctg aagactttge cgtgtattac 720
tgccagcagt acgatacctg gecctttacc tttggeccag gtactaaagt ggattttasa 780
cgagctgctg cactttccaa tagtattatg tacttttcac attttgtgcc cgtgttcctg 840
cctgcgaagce ctacgacaac cccagececct aggcecgecca caccggecce aactattgec 900
tcccagccat tgtctctgag acccgaagct tgcagacctg ctgetggagg cgecgttcac 960
acccgaggat tggatttcge atgtgacatt tacatctggg ccectttgge cggaacctge 1020
ggtgtgctgc tgctgtcact cgtgattaca ctttactgca accaccgaaa cagatccaaa 1080
agaagccgcc tgctccatag cgattacatg aatatgactc cacgecgecc tggeecccaca 1140
aggaaacact accagcctta cgcaccacct agagatttcg ctgcctatcg gagcagggtg 1200
aagttttcca gatctgcaga tgcaccagceg tatcagcagg gccagaacca actgtataac 1260
gagctcaacc tgggacgcag ggaagagtat gacgttttgg acaagcgcag aggacgggac 1320
cctgagatgg gtggcaaacc aagacgaaaa aacccccagg agggtctcta taatgagetg 1380
cagaaggata agatggctga agcctattct gaaataggca tgaaaggaga gcggagaagg 1440

ggaaaagggc acgacggttt gtaccaggga ctcageacty ctacgaagga tacttatgac 1500

gctctccaca tgcaagccct gecacctagg taa 1533

<210> 112

<211> 509

<212> PRT

<213> Atrtificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic
polypeptide

<400> 112

Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu

1 5 10 15

His Ala Ala Arg Pro GIn Val GIn Leu Val Glu Ser Gly Gly Gly Val
20 25 30

Val GIn Pro Gly Arg Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe
35 40 45
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Thr Phe Ser Ser Tyr Gly Met His Trp Val Arg GIn Ala Pro Gly Lys
50 55 60

Gly Leu Glu Trp Val Ala Val Ile Ser Tyr Asp Gly Ser Asp Lys Tyr
65 70 75 80

Tyr Val Asp Ser Val Lys Gly Arg Phe Thr lle Ser Arg Asp Asn Ser
85 90 95

Lys Asn Arg Leu Tyr Leu GIn Met Asn Ser Leu Arg Ala Glu Asp Thr
100 105 110

Ala Val Tyr Tyr Cys Ala Arg Glu Arg Tyr Ser Gly Arg Asp Tyr Trp
115 120 125

Gly Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly
130 135 140

Gly Gly Ser Gly Gly Gly Gly Ser Glu lle VVal Met Thr GIn Ser Pro
145 150 155 160

Ala Thr Leu Ser Val Ser Pro Gly Glu Arg Ala Thr Leu Ser Cys Arg
165 170 175

Ala Ser GIn Ser Val Ser Ser Leu Leu Thr Trp Tyr GIn GIn Lys Pro
180 185 190

Gly GIn Ala Pro Arg Leu Leu lle Phe Gly Ala Ser Thr Arg Ala Thr
195 200 205

Gly lle Pro Ala Arg Phe Ser Gly Ser Gly Ser Gly Thr Gly Phe Thr
210 215 220

Leu Thr lle Ser Ser Leu GIn Ser Glu Asp Phe Ala Val Tyr Tyr Cys
225 230 235 240

GIn GIn Tyr Asp Thr Trp Pro Phe Thr Phe Gly Pro Gly Thr Lys Val
245 250 255

Asp Phe Lys Arg Ala Ala Ala Leu Ser Asn Ser Ile Met Tyr Phe Ser

K-1029_02US_Sequence Listing May 2019.TXT[15/05/2019 8:59:06 AM]



260 265 270

His Phe Val Pro Val Phe Leu Pro Ala Lys Pro Thr Thr Thr Pro Ala
275 280 285

Pro Arg Pro Pro Thr Pro Ala Pro Thr Ile Ala Ser GIn Pro Leu Ser
290 295 300

Leu Arg Pro Glu Ala Cys Arg Pro Ala Ala Gly Gly Ala Val His Thr
305 310 315 320

Arg Gly Leu Asp Phe Ala Cys Asp lle Tyr lle Trp Ala Pro Leu Ala
325 330 335

Gly Thr Cys Gly Val Leu Leu Leu Ser Leu Val lle Thr Leu Tyr Cys
340 345 350

Asn His Arg Asn Arg Ser Lys Arg Ser Arg Leu Leu His Ser Asp Tyr
355 360 365

Met Asn Met Thr Pro Arg Arg Pro Gly Pro Thr Arg Lys His Tyr GIn
370 375 380

Pro Tyr Ala Pro Pro Arg Asp Phe Ala Ala Tyr Arg Ser Arg Val Lys
385 390 395 400

Phe Ser Arg Ser Ala Asp Ala Pro Ala Tyr GIn GIn Gly GIn Asn GIn
405 410 415

Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg Glu Glu Tyr Asp Val Leu
420 425 430

Asp Lys Arg Arg Gly Arg Asp Pro Glu Met Gly Gly Lys Pro Arg Arg
435 440 445

Lys Asn Pro GIn Glu Gly Leu Tyr Asn Glu Leu GIn Lys Asp Lys Met
450 455 460

Ala Glu Ala Tyr Ser Glu lle Gly Met Lys Gly Glu Arg Arg Arg Gly
465 470 475 480
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Lys Gly His Asp Gly Leu Tyr GIn Gly Leu Ser Thr Ala Thr Lys Asp
485 490 495

Thr Tyr Asp Ala Leu His Met GIn Ala Leu Pro Pro Arg
500 505

<210>113

<211> 1467

<212> DNA

<213> Atrtificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 113
caggtgcagt tggttgaatc aggagggggt gtggtgcaac ccggteggte actgegectc 60

agttgtgctg cttccgggtt tactttcagc tcatatggga tgcactgggt acggcagget 120
ccaggtaaag gcttggaatg ggtggeggtg atcagcetatg acggetctga caaatattat 180
gtggactccg tgaaaggcag attcaccatc agtcgagaca actcaaagaa tagactctac 240
ttgcagatga atagcctccg ggccgaagat actgcagtct attattgege ccgggagege 300
tacagtggaa gagactattg ggggcaagga actcttgtca cagtctcatc tggcggegge 360
ggcagcggtg ggggceggate tggcggggge ggcagegaaa tegttatgac tcagagtect 420
gccacactga gegttagecc tggtgagaga gcaacactta getgcagagc tagtcagagt 480
gtttccagtc ttttgacatg gtaccaacag aagcccggtc aagctccacg actgctcatc 540
ttcggtgcat ccacccgege aaccgggata ccecgeeeggt tttecggtte tggaagtgge 600
acaggattca cgctcaccat ttcttctctg cagtctgaag actttgeegt gtattactge 660
cagcagtacg atacctggcc ctttaccttt ggcccaggta ctaaagtgga ttttaaacga 720
gctgctgcac tttccaatag tattatgtac ttttcacatt ttgtgcccgt gttcctgect 780
gcgaagccta cgacaacccce ageecctagg ccgeccacac cggeeccaac tattgectce 840
cagccattgt ctctgagacc cgaagcttge agacctgcetg ctggaggege cgttcacacc 900
cgaggattgg atttcgcatg tgacatttac atctgggecc ctttggecgg aacctgeggt 960
gtgctgctgc tgtcactcgt gattacactt tactgcaacc accgaaacag atccaaaaga 1020

agccgectgc tccatagega ttacatgaat atgactccac gecgecctgg ccccacaagg 1080
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aaacactacc agccttacgc accacctaga gatttcgctg cctatcggag cagggtgaag 1140
ttttccagat ctgcagatgc accagcgtat cagcagggcc agaaccaact gtataacgag 1200
ctcaacctgg gacgcaggga agagtatgac gttttggaca agcgcagagg acgggaccct 1260
gagatgggtg gcaaaccaag acgaaaaaac ccccaggagg gtctctataa tgagctgcag 1320
aaggataaga tggctgaagc ctattctgaa ataggcatga aaggagagcg gagaagggga 1380

aaagggcacg acggtttgta ccagggactc agcactgcta cgaaggatac ttatgacgct 1440

ctccacatgc aagccctgec acctagg 1467

<210> 114

<211> 489

<212> PRT

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic
polypeptide

<400> 114

GIn Val GIn Leu Val Glu Ser Gly Gly Gly Val Val GIn Pro Gly Arg

1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
20 25 30

Gly Met His Trp Val Arg GIn Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

Ala Val lle Ser Tyr Asp Gly Ser Asp Lys Tyr Tyr Val Asp Ser Val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Arg Leu Tyr
65 70 75 80

Leu GIn Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Glu Arg Tyr Ser Gly Arg Asp Tyr Trp Gly GIn Gly Thr Leu
100 105 110
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Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly
115 120 125

Gly Gly Gly Ser Glu lle Val Met Thr GIn Ser Pro Ala Thr Leu Ser
130 135 140

Val Ser Pro Gly Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser GIn Ser
145 150 155 160

Val Ser Ser Leu Leu Thr Trp Tyr GIn GIn Lys Pro Gly GIn Ala Pro
165 170 175

Arg Leu Leu lle Phe Gly Ala Ser Thr Arg Ala Thr Gly Ile Pro Ala
180 185 190

Arg Phe Ser Gly Ser Gly Ser Gly Thr Gly Phe Thr Leu Thr lle Ser
195 200 205

Ser Leu GIn Ser Glu Asp Phe Ala Val Tyr Tyr Cys GIn GIn Tyr Asp
210 215 220

Thr Trp Pro Phe Thr Phe Gly Pro Gly Thr Lys Val Asp Phe Lys Arg
225 230 235 240

Ala Ala Ala Leu Ser Asn Ser Ile Met Tyr Phe Ser His Phe Val Pro
245 250 255

Val Phe Leu Pro Ala Lys Pro Thr Thr Thr Pro Ala Pro Arg Pro Pro
260 265 270

Thr Pro Ala Pro Thr Ile Ala Ser GIn Pro Leu Ser Leu Arg Pro Glu
275 280 285

Ala Cys Arg Pro Ala Ala Gly Gly Ala Val His Thr Arg Gly Leu Asp
290 295 300

Phe Ala Cys Asp lle Tyr Ile Trp Ala Pro Leu Ala Gly Thr Cys Gly
305 310 315 320

Val Leu Leu Leu Ser Leu Val lle Thr Leu Tyr Cys Asn His Arg Asn
325 330 335
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Arg Ser Lys Arg Ser Arg Leu Leu His Ser Asp Tyr Met Asn Met Thr
340 345 350

Pro Arg Arg Pro Gly Pro Thr Arg Lys His Tyr GlIn Pro Tyr Ala Pro
355 360 365

Pro Arg Asp Phe Ala Ala Tyr Arg Ser Arg Val Lys Phe Ser Arg Ser
370 375 380

Ala Asp Ala Pro Ala Tyr GIn GIn Gly GIn Asn GIn Leu Tyr Asn Glu
385 390 395 400

Leu Asn Leu Gly Arg Arg Glu Glu Tyr Asp Val Leu Asp Lys Arg Arg
405 410 415

Gly Arg Asp Pro Glu Met Gly Gly Lys Pro Arg Arg Lys Asn Pro GIn
420 425 430

Glu Gly Leu Tyr Asn Glu Leu GIn Lys Asp Lys Met Ala Glu Ala Tyr
435 440 445

Ser Glu lle Gly Met Lys Gly Glu Arg Arg Arg Gly Lys Gly His Asp
450 455 460

Gly Leu Tyr GIn Gly Leu Ser Thr Ala Thr Lys Asp Thr Tyr Asp Ala
465 470 475 480

Leu His Met GIn Ala Leu Pro Pro Arg
485

<210> 115

<211> 1425

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 115
atggcactcc ccgtaactgc tetgetgetg cegttggeat tgctectgea cgecgeacge 60
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ccggagattg tgatgaccca gtccectget accetgteeg tecagtccggg cgagagagee 120
accttgtcat gccgggecag ccagtccgte ageagtetee tgacttggta tcagcaaaaa 180
ccagggceagg caccgeggct tttgattttt ggtgcaagca cacgegecac tggeattcca 240
gctaggtttt ctggaagtgg atctgggaca ggcttcactc tgacaatcag tagectgcag 300

agtgaggact ttgctgttta ctactgtcaa cagtacgaca cctggccatt cacattcggg 360

cccggceacca aggtcgactt caagaggggce ggtggaggtt caggtggtgg cgggtcagge 420

ggcggtgggt ctcaggttca actggtggaa tcaggtggeg gegttgtcca accggggega 480
tcacttcgac tttcetgtge tgcectcaggc tttacttttt catcctatgg gatgcactgg 540
gttcggcagg ctcccggaaa aggactcgag tgggttgeag tgatctctta cgatggetca 600
gacaagtatt atgtggactc agtcaagggg agattcacaa taagccgaga caactccaaa 660
aaccggcttt atctccagat gaacagcctt agagcggaag ataccgeggt atactactgt 720
gccegegaga ggtattccgg cagagactac tggggacagg geacactggt caccgtgagt 780
tctgccgeag cgcetcgataa cgaaaagagce aacggaacca ttatccacgt taagggcaag 840
cacctgtgcc ccagteccct cttcccagga ccatctaaac ccttetgggt tetggtagta 900
gttggagggg tccttgcatg ttactcectt ttggtcaccg tcgecttcat tattttctgg 960
gtgagatcca aaagaagccg cctgetccat agcgattaca tgaatatgac tccacgecge 1020
cctggeccca caaggaaaca ctaccagect tacgcaccac ctagagattt cgetgectat 1080
cggagcaggg tgaagttttc cagatctgca gatgcaccag cgtatcagca gggccagaac 1140
caactgtata acgagctcaa cctgggacgc agggaagagt atgacgtttt ggacaagcgc 1200
agaggacggg accctgagat gggtggcaaa ccaagacgaa aaaaccccca ggagggtetc 1260
tataatgagc tgcagaagga taagatggct gaagcctatt ctgaaatagg catgaaagga 1320
gagcggagaa ggggaaaagg gcacgacggt ttgtaccagg gactcagceac tgctacgaag 1380
gatacttatg acgctctcca catgcaagcc ctgccaccta ggtaa 1425

<210> 116

<211> 474

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
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polypeptide

<400> 116
Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu
1 5 10 15

His Ala Ala Arg Pro Glu lle VVal Met Thr GIn Ser Pro Ala Thr Leu
20 25 30

Ser Val Ser Pro Gly Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser GIn
35 40 45

Ser Val Ser Ser Leu Leu Thr Trp Tyr GIn GIn Lys Pro Gly GIn Ala
50 55 60

Pro Arg Leu Leu lle Phe Gly Ala Ser Thr Arg Ala Thr Gly lle Pro
65 70 75 80

Ala Arg Phe Ser Gly Ser Gly Ser Gly Thr Gly Phe Thr Leu Thr lle
85 90 95

Ser Ser Leu GIn Ser Glu Asp Phe Ala Val Tyr Tyr Cys GIn GIn Tyr
100 105 110

Asp Thr Trp Pro Phe Thr Phe Gly Pro Gly Thr Lys Val Asp Phe Lys
115 120 125

Arg Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser
130 135 140

GIn Val GIn Leu Val Glu Ser Gly Gly Gly Val Val GIn Pro Gly Arg
145 150 155 160

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
165 170 175

Gly Met His Trp Val Arg GIn Ala Pro Gly Lys Gly Leu Glu Trp Val
180 185 190

Ala Val lle Ser Tyr Asp Gly Ser Asp Lys Tyr Tyr Val Asp Ser Val
195 200 205
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Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Arg Leu Tyr
210 215 220

Leu GIn Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
225 230 235 240

Ala Arg Glu Arg Tyr Ser Gly Arg Asp Tyr Trp Gly GIn Gly Thr Leu
245 250 255

Val Thr Val Ser Ser Ala Ala Ala Leu Asp Asn Glu Lys Ser Asn Gly
260 265 270

Thr Ile Ile His Val Lys Gly Lys His Leu Cys Pro Ser Pro Leu Phe
275 280 285

Pro Gly Pro Ser Lys Pro Phe Trp Val Leu Val Val Val Gly Gly Val
290 295 300

Leu Ala Cys Tyr Ser Leu Leu Val Thr Val Ala Phe lle lle Phe Trp
305 310 315 320

Val Arg Ser Lys Arg Ser Arg Leu Leu His Ser Asp Tyr Met Asn Met
325 330 335

Thr Pro Arg Arg Pro Gly Pro Thr Arg Lys His Tyr GIn Pro Tyr Ala
340 345 350

Pro Pro Arg Asp Phe Ala Ala Tyr Arg Ser Arg Val Lys Phe Ser Arg
355 360 365

Ser Ala Asp Ala Pro Ala Tyr GIn GIn Gly GIn Asn GIn Leu Tyr Asn
370 375 380

Glu Leu Asn Leu Gly Arg Arg Glu Glu Tyr Asp Val Leu Asp Lys Arg
385 390 395 400

Arg Gly Arg Asp Pro Glu Met Gly Gly Lys Pro Arg Arg Lys Asn Pro
405 410 415

GIn Glu Gly Leu Tyr Asn Glu Leu GIn Lys Asp Lys Met Ala Glu Ala
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420 425 430

Tyr Ser Glu lle Gly Met Lys Gly Glu Arg Arg Arg Gly Lys Gly His
435 440 445

Asp Gly Leu Tyr GIn Gly Leu Ser Thr Ala Thr Lys Asp Thr Tyr Asp
450 455 460

Ala Leu His Met GIn Ala Leu Pro Pro Arg
465 470

<210> 117

<211> 1359

<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 117
gagattgtga tgacccagtc ccctgetace ctgtcegtca gtccgggega gagagecace 60

ttgtcatgcc gggecagceca gteegtcagce agtctectga cttggtatca gcaaaaacca 120
gggcaggceac cgeggctttt gatttttggt gcaagcacac gegecactgg cattccaget 180
aggttttctg gaagtggatc tgggacaggc ttcactctga caatcagtag cctgcagagt 240
gaggactttg ctgtttacta ctgtcaacag tacgacacct ggccattcac attcgggccc 300
ggcaccaagg tcgacttcaa gaggggeggt ggaggttcag gtggtggegg gtcaggegge 360
ggtggotctc aggttcaact ggtggaatca ggtggcggceg ttgtccaacc ggggcegatca 420
cttcgacttt cctgtgcetge ctcaggcttt actttttcat cctatgggat gcactgggtt 480
cggcaggctc ccggaaaagg actcgagtgg gttgcagtga tctcttacga tggctcagac 540
aagtattatg tggactcagt caaggggaga ttcacaataa gccgagacaa ctccaaaaac 600
cggctttatc tccagatgaa cagccttaga gcggaagata ccgcggtata ctactgtgcc 660
cgcgagaggt attccggeag agactactgg ggacagggea cactggtcac cgtgagttct 720
gccgeagegce tcgataacga aaagagcaac ggaaccatta tccacgttaa gggcaagcac 780
ctgtgcccca gtcecctctt cccaggacca tctaaaccct tetgggttet ggtagtagtt 840

ggaggggtcc ttgcatgtta ctcecttttg gtcaccgtcg ccttcattat tttctgggtg 900
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agatccaaaa gaagccgcct getccatage gattacatga atatgactce acgecgeect 960
ggccccacaa ggaaacacta ccagccttac gcaccaccta gagatttcgce tgectatcgg 1020
agcagggtga agttttccag atctgcagat gcaccagegt atcagcaggg ccagaaccaa 1080
ctgtataacg agctcaacct gggacgcagg gaagagtatg acgttttgga caagcgcaga 1140
ggacgggacc ctgagatggg tggcaaacca agacgaaaaa acccccagga gggtctctat 1200
aatgagctgc agaaggataa gatggctgaa gcctattctg aaataggcat gaaaggagag 1260

cggagaaggg gaaaagggca cgacggtttg taccagggac tcagcactge tacgaaggat 1320

acttatgacg ctctccacat gcaagccctg ccacctagg 1359
<210> 118
<211> 453
<212> PRT
<213> Artificial Sequence
<220>
<223> Description of Artificial Sequence: Synthetic
polypeptide
<400> 118
Glu lle Val Met Thr GIn Ser Pro Ala Thr Leu Ser Val Ser Pro Gly
1 5 10 15

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser GIn Ser Val Ser Ser Leu
20 25 30

Leu Thr Trp Tyr GIn GIn Lys Pro Gly GIn Ala Pro Arg Leu Leu lle
35 40 45

Phe Gly Ala Ser Thr Arg Ala Thr Gly lle Pro Ala Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Gly Phe Thr Leu Thr Ile Ser Ser Leu GIn Ser
65 70 75 80

Glu Asp Phe Ala Val Tyr Tyr Cys GIn GIn Tyr Asp Thr Trp Pro Phe
85 90 95

Thr Phe Gly Pro Gly Thr Lys Val Asp Phe Lys Arg Gly Gly Gly Gly
100 105 110
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Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser GlIn Val GIn Leu Val
115 120 125

Glu Ser Gly Gly Gly Val Val GIn Pro Gly Arg Ser Leu Arg Leu Ser
130 135 140

Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr Gly Met His Trp Val
145 150 155 160

Arg GIn Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Val lle Ser Tyr
165 170 175

Asp Gly Ser Asp Lys Tyr Tyr Val Asp Ser Val Lys Gly Arg Phe Thr
180 185 190

Ile Ser Arg Asp Asn Ser Lys Asn Arg Leu Tyr Leu GIn Met Asn Ser
195 200 205

Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys Ala Arg Glu Arg Tyr
210 215 220

Ser Gly Arg Asp Tyr Trp Gly GIn Gly Thr Leu Val Thr Val Ser Ser
225 230 235 240

Ala Ala Ala Leu Asp Asn Glu Lys Ser Asn Gly Thr lle Ile His Val
245 250 255

Lys Gly Lys His Leu Cys Pro Ser Pro Leu Phe Pro Gly Pro Ser Lys
260 265 270

Pro Phe Trp Val Leu Val Val Val Gly Gly Val Leu Ala Cys Tyr Ser
275 280 285

Leu Leu Val Thr Val Ala Phe lle lle Phe Trp Val Arg Ser Lys Arg
290 295 300

Ser Arg Leu Leu His Ser Asp Tyr Met Asn Met Thr Pro Arg Arg Pro
305 310 315 320
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Gly Pro Thr Arg Lys His Tyr GIn Pro Tyr Ala Pro Pro Arg Asp Phe
325 330 335

Ala Ala Tyr Arg Ser Arg Val Lys Phe Ser Arg Ser Ala Asp Ala Pro
340 345 350

Ala Tyr GlIn GIn Gly GIn Asn GIn Leu Tyr Asn Glu Leu Asn Leu Gly
355 360 365

Arg Arg Glu Glu Tyr Asp Val Leu Asp Lys Arg Arg Gly Arg Asp Pro
370 375 380

Glu Met Gly Gly Lys Pro Arg Arg Lys Asn Pro GIn Glu Gly Leu Tyr
385 390 395 400

Asn Glu Leu GIn Lys Asp Lys Met Ala Glu Ala Tyr Ser Glu lle Gly
405 410 415

Met Lys Gly Glu Arg Arg Arg Gly Lys Gly His Asp Gly Leu Tyr GIn
420 425 430

Gly Leu Ser Thr Ala Thr Lys Asp Thr Tyr Asp Ala Leu His Met GIn
435 440 445

Ala Leu Pro Pro Arg
450

<210> 119

<211> 1452

<212> DNA

<213> Atrtificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 119
atggcactcc ccgtaactgce tetgetgety cegttggeat tgctectgea cgecgecacge 60

ccggagatceg tcatgacaca gagtccagct accctgageg tgtecectgg agagagagee 120
accctgtcct gtagggctag tcagagtgtg tccagectee tcacctggta tcaacagaag 180

cctggtcaag ctceeceggcet gettatcttc ggggecagea cgegagecac aggeatcceg 240
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gccagattct ctggetetgg cagtggeacce gggttcactc tcacgatcte atcectgcag 300

tcagaggatt tcgctgtgta ttactgtcag cagtacgata catggecctt caccttcgge 360

ccgggceacaa aagtagattt caagcgegge ggcgggggta gtgggggegg gggatcagga 420

ggagggggct cccaagtaca getggttgag ageggeggeg gggtggttca gecegggege 480
agcctcaggc tgagttgecge agcatcagga ttcacattca gttcttatgg aatgcattgg 540
gtcagacagg ctcccgggaa gggcecttgaa tgggtggeag tcattagcta cgacggaage 600
gataagtact atgtggactc agttaaaggg agatttacta tcagccgcga caattccaaa 660
aacagattgt atttgcagat gaactccctc agggcggagg acactgctgt atattactgc 720
gcacgagaga gatactccgg ccgagactat tggggccaag gaacattggt aactgtgagc 780
tccgeegceag ctattgaggt catgtaccee ccaccttatc tcgataatga gaagagtaat 840
gggactataa ttcacgtaaa gggcaaacac ctgtgcecctt cccegetgtt tccaggtcca 900
agtaagccgt tctgggtcct ggttgtggtg ggaggggtge tggectgeta ttetctgttg 960
gttaccgtgg cctttatcat tttctgggtg agatccaaaa gaagcecgcct getccatage 1020
gattacatga atatgactcc acgccgccct ggccccacaa ggaaacacta ccagecttac 1080
gcaccaccta gagatttcgc tgcctatcgg agcagggtga agttttccag atctgcagat 1140
gcaccagcgt atcagcaggg ccagaaccaa ctgtataacg agctcaacct gggacgcagg 1200
gaagagtatg acgttttgga caagcgcaga ggacgggacc ctgagatggg tggcaaacca 1260
agacgaaaaa acccccagga gggtctctat aatgagetge agaaggataa gatggctgaa 1320
gcctattctg aaataggcat gaaaggagag cggagaaggg gaaaagggca cgacggtttg 1380
taccagggac tcagcactgc tacgaaggat acttatgacg ctctccacat gcaagecctg 1440
ccacctaggt aa 1452
<210> 120
<211> 483
<212> PRT
<213> Artificial Sequence
<220>
<223> Description of Artificial Sequence: Synthetic

polypeptide

<400> 120
Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu
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1 5 10 15

His Ala Ala Arg Pro Glu lle VVal Met Thr GIn Ser Pro Ala Thr Leu
20 25 30

Ser Val Ser Pro Gly Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser GlIn
35 40 45

Ser Val Ser Ser Leu Leu Thr Trp Tyr GIn GIn Lys Pro Gly GIn Ala
50 55 60

Pro Arg Leu Leu lle Phe Gly Ala Ser Thr Arg Ala Thr Gly lle Pro
65 70 75 80

Ala Arg Phe Ser Gly Ser Gly Ser Gly Thr Gly Phe Thr Leu Thr lle
85 90 95

Ser Ser Leu GIn Ser Glu Asp Phe Ala Val Tyr Tyr Cys GIn GIn Tyr
100 105 110

Asp Thr Trp Pro Phe Thr Phe Gly Pro Gly Thr Lys Val Asp Phe Lys
115 120 125

Arg Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser
130 135 140

GIn Val GIn Leu Val Glu Ser Gly Gly Gly Val Val GIn Pro Gly Arg
145 150 155 160

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
165 170 175

Gly Met His Trp Val Arg GIn Ala Pro Gly Lys Gly Leu Glu Trp Val
180 185 190

Ala Val lle Ser Tyr Asp Gly Ser Asp Lys Tyr Tyr Val Asp Ser Val
195 200 205

Lys Gly Arg Phe Thr lle Ser Arg Asp Asn Ser Lys Asn Arg Leu Tyr
210 215 220
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Leu GIn Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
225 230 235 240

Ala Arg Glu Arg Tyr Ser Gly Arg Asp Tyr Trp Gly GIn Gly Thr Leu
245 250 255

Val Thr Val Ser Ser Ala Ala Ala lle Glu Val Met Tyr Pro Pro Pro
260 265 270

Tyr Leu Asp Asn Glu Lys Ser Asn Gly Thr Ile lle His Val Lys Gly
275 280 285

Lys His Leu Cys Pro Ser Pro Leu Phe Pro Gly Pro Ser Lys Pro Phe
290 295 300

Trp Val Leu Val Val Val Gly Gly Val Leu Ala Cys Tyr Ser Leu Leu
305 310 315 320

Val Thr Val Ala Phe Ile lle Phe Trp Val Arg Ser Lys Arg Ser Arg
325 330 335

Leu Leu His Ser Asp Tyr Met Asn Met Thr Pro Arg Arg Pro Gly Pro
340 345 350

Thr Arg Lys His Tyr GIn Pro Tyr Ala Pro Pro Arg Asp Phe Ala Ala
355 360 365

Tyr Arg Ser Arg Val Lys Phe Ser Arg Ser Ala Asp Ala Pro Ala Tyr
370 375 380

GIn GIn Gly GIn Asn GIn Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg
385 390 395 400

Glu Glu Tyr Asp Val Leu Asp Lys Arg Arg Gly Arg Asp Pro Glu Met
405 410 415

Gly Gly Lys Pro Arg Arg Lys Asn Pro GIn Glu Gly Leu Tyr Asn Glu
420 425 430

Leu GIn Lys Asp Lys Met Ala Glu Ala Tyr Ser Glu lle Gly Met Lys
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435 440 445

Gly Glu Arg Arg Arg Gly Lys Gly His Asp Gly Leu Tyr GIn Gly Leu
450 455 460

Ser Thr Ala Thr Lys Asp Thr Tyr Asp Ala Leu His Met GIn Ala Leu
465 470 475 480

Pro Pro Arg

<210> 121

<211> 1386

<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 121
gagatcgtca tgacacagag tccagctace ctgagegtgt cccctggaga gagagecace 60

ctgtcctgta gggcetagtca gagtgtgtcc agectcctea cetggtatca acagaagect 120
ggtcaagcte ccecggctgct tatcttcggg gecageacge gagecacagg catceccggee 180
agattctctg getctggeag tggcaccggg ttcactctca cgatctcate cctgcagtca 240

gaggatttcg ctgtgtatta ctgtcagcag tacgatacat ggcccttcac cttcggecccg 300

ggcacaaaag tagatttcaa gcgcggegge gggggtagtyg ggggeggggg atcaggagga 360

gggggctece aagtacagct ggttgagage ggcggegggg tggttcagee cgggegeage 420

ctcaggctga gttgcgeage atcaggattc acattcagtt cttatggaat geattgggtc 480
agacaggctc ccgggaaggg ccttgaatgg gtggcagtca ttagctacga cggaagegat 540
aagtactatg tggactcagt taaagggaga tttactatca gccgcgacaa ttccaaaaac 600
agattgtatt tgcagatgaa ctccctcagg gcggaggaca ctgetgtata ttactgcgca 660
cgagagagat actccggcecg agactattgg ggccaaggaa cattggtaac tgtgagetce 720
gccgeagcta ttgaggtcat gtacceccca ccttatctcg ataatgagaa gagtaatggg 780
actataattc acgtaaaggg caaacacctg tgcccttcee cgetgtttce aggtccaagt 840

aagccgttct gggtcctgot tgtggtggga ggggtgcetgg cctgctatte tetgttggtt 900
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accgtggcct ttatcatttt ctgggtgaga tccaaaagaa gecgectget ccatagcgat 960
tacatgaata tgactccacg ccgecctgge cccacaagga aacactacca gecttacgca 1020
ccacctagag atttcgctgc ctatcggagce agggtgaagt tttccagatce tgcagatgca 1080
ccagcgtatc agcagggcca gaaccaactg tataacgagc tcaacctggg acgcagggaa 1140
gagtatgacg ttttggacaa gcgcagagga cgggaccctg agatgggtgg caaaccaaga 1200
cgaaaaaacc cccaggaggg tctctataat gagctgcaga aggataagat ggctgaagec 1260
tattctgaaa taggcatgaa aggagagcgg agaaggggaa aagggceacga cggtttgtac 1320
cagggactca gcactgctac gaaggatact tatgacgctc tccacatgca agccctgcca 1380
cctagg 1386

<210> 122

<211> 462

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
polypeptide

<400> 122
Glu lle Val Met Thr GIn Ser Pro Ala Thr Leu Ser Val Ser Pro Gly
1 5 10 15

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser GIn Ser Val Ser Ser Leu
20 25 30

Leu Thr Trp Tyr GIn GIn Lys Pro Gly GIn Ala Pro Arg Leu Leu lle
35 40 45

Phe Gly Ala Ser Thr Arg Ala Thr Gly lle Pro Ala Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Gly Phe Thr Leu Thr lle Ser Ser Leu GIn Ser
65 70 75 80

Glu Asp Phe Ala Val Tyr Tyr Cys GIn GIn Tyr Asp Thr Trp Pro Phe
85 90 95
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Thr Phe Gly Pro Gly Thr Lys Val Asp Phe Lys Arg Gly Gly Gly Gly
100 105 110

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser GlIn Val GIn Leu Val
115 120 125

Glu Ser Gly Gly Gly Val Val GIn Pro Gly Arg Ser Leu Arg Leu Ser
130 135 140

Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr Gly Met His Trp Val
145 150 155 160

Arg GIn Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Val lle Ser Tyr
165 170 175

Asp Gly Ser Asp Lys Tyr Tyr Val Asp Ser Val Lys Gly Arg Phe Thr
180 185 190

Ile Ser Arg Asp Asn Ser Lys Asn Arg Leu Tyr Leu GIn Met Asn Ser
195 200 205

Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys Ala Arg Glu Arg Tyr
210 215 220

Ser Gly Arg Asp Tyr Trp Gly GIn Gly Thr Leu Val Thr Val Ser Ser
225 230 235 240

Ala Ala Ala lle Glu Val Met Tyr Pro Pro Pro Tyr Leu Asp Asn Glu
245 250 255

Lys Ser Asn Gly Thr Ile lle His Val Lys Gly Lys His Leu Cys Pro
260 265 270

Ser Pro Leu Phe Pro Gly Pro Ser Lys Pro Phe Trp Val Leu Val Val
275 280 285

Val Gly Gly Val Leu Ala Cys Tyr Ser Leu Leu Val Thr Val Ala Phe
290 295 300

Ile Ile Phe Trp Val Arg Ser Lys Arg Ser Arg Leu Leu His Ser Asp
305 310 315 320
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Tyr Met Asn Met Thr Pro Arg Arg Pro Gly Pro Thr Arg Lys His Tyr
325 330 335

GIn Pro Tyr Ala Pro Pro Arg Asp Phe Ala Ala Tyr Arg Ser Arg Val
340 345 350

Lys Phe Ser Arg Ser Ala Asp Ala Pro Ala Tyr GIn GIn Gly GIn Asn
355 360 365

GIn Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg Glu Glu Tyr Asp Val
370 375 380

Leu Asp Lys Arg Arg Gly Arg Asp Pro Glu Met Gly Gly Lys Pro Arg
385 390 395 400

Arg Lys Asn Pro GIn Glu Gly Leu Tyr Asn Glu Leu GIn Lys Asp Lys
405 410 415

Met Ala Glu Ala Tyr Ser Glu lle Gly Met Lys Gly Glu Arg Arg Arg
420 425 430

Gly Lys Gly His Asp Gly Leu Tyr GIn Gly Leu Ser Thr Ala Thr Lys
435 440 445

Asp Thr Tyr Asp Ala Leu His Met GIn Ala Leu Pro Pro Arg
450 455 460

<210> 123

<211> 1533

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 123
atggcactcc ccgtaactgc tetgetgetg cegttggeat tgctectgea cgecgeacge 60

ccggaaatag tgatgactca gtccceggcec accetcageg tgtcccecgg ggagegageg 120

accctgtcat gcagggcttc ccagagtgte agctccctge tcacttggta tcagcaaaag 180
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ccggggceagg cteeecgect cetcatcttc ggggcatcaa ctagggecac cggceatteet 240
gcaagatttt ccgggtctgg cageggeacce ggettcacee ttaccattag ctetctgcag 300

tctgaggact tcgecgttta ctattgtcag cagtatgata cttggecctt taccttcggt 360

cccggaacta aggtggactt caagcgeggg gggggtggat ctggaggtgg tggetccggg 420
ggcggtggaa gecaggteca gttggttgag agecggeggeg gagtggtgea geecgggagg 480
tccttgeggce tgagetgtge agecteeggt tttacttttt ctagctatgg aatgeattgg 540
gtaagacagg ctcccggaaa aggcectcgag tgggtggegg teattagceta tgatggatct 600
gataaatact atgtggactc agttaagggg cgcttcacaa tctcaagaga caatagcaaa 660
aatagactgt acctgcagat gaatagtctg cgcgccgagg acactgeegt gtactactgc 720
gccecgegaga gatacagegg acgggattac tggggecagg gtacceetegt aacggtgtcc 780
tccgetgeceg cecttagcaa cagcattatg tacttttcte atttcgtgec agtctttctc - 840
ccagcaaagc ccaccactac cccggeecce aggecegcecta cteetgeecc cactatcgecg 900
tctcagcectc teteettgeg geccgaggece tgecggecag ccgeaggggg cgecgtacat 960
actcggggtt tggatttcge ttgcgacata tatatttggg cccccctcge cggcacatgt 1020
ggagtgctge tcctgagtct cgttataacc ctctattgca accatagaaa cagatccaaa 1080
agaagccgcc tgctccatag cgattacatg aatatgactc cacgccgcecc tggecccaca 1140
aggaaacact accagcctta cgcaccacct agagatttcg ctgcctatcg gagcagggtg 1200
aagttttcca gatctgcaga tgcaccagcg tatcagcagg gccagaacca actgtataac 1260
gagctcaacc tgggacgcag ggaagagtat gacgttttgg acaagcgcag aggacgggac 1320
cctgagatgg gtggcaaacc aagacgaaaa aacccccagg agggtctcta taatgagctg 1380
cagaaggata agatggctga agcctattct gaaataggca tgaaaggaga gcggagaagg 1440
ggaaaagggc acgacggttt gtaccaggga ctcagcactg ctacgaagga tacttatgac 1500
gctctccaca tgcaagcecct gecacctagg taa 1533

<210> 124

<211> 510

<212>PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
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polypeptide

<400> 124
Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu
1 5 10 15

His Ala Ala Arg Pro Glu lle VVal Met Thr GIn Ser Pro Ala Thr Leu
20 25 30

Ser Val Ser Pro Gly Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser GIn
35 40 45

Ser Val Ser Ser Leu Leu Thr Trp Tyr GIn GIn Lys Pro Gly GIn Ala
50 55 60

Pro Arg Leu Leu lle Phe Gly Ala Ser Thr Arg Ala Thr Gly lle Pro
65 70 75 80

Ala Arg Phe Ser Gly Ser Gly Ser Gly Thr Gly Phe Thr Leu Thr lle
85 90 95

Ser Ser Leu GIn Ser Glu Asp Phe Ala Val Tyr Tyr Cys GIn GIn Tyr
100 105 110

Asp Thr Trp Pro Phe Thr Phe Gly Pro Gly Thr Lys Val Asp Phe Lys
115 120 125

Arg Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser
130 135 140

GIn Val GIn Leu Val Glu Ser Gly Gly Gly Val Val GIn Pro Gly Arg
145 150 155 160

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
165 170 175

Gly Met His Trp Val Arg GIn Ala Pro Gly Lys Gly Leu Glu Trp Val
180 185 190

Ala Val lle Ser Tyr Asp Gly Ser Asp Lys Tyr Tyr Val Asp Ser Val
195 200 205
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Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Arg Leu Tyr
210 215 220

Leu GIn Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
225 230 235 240

Ala Arg Glu Arg Tyr Ser Gly Arg Asp Tyr Trp Gly GIn Gly Thr Leu
245 250 255

Val Thr Val Ser Ser Ala Ala Ala Leu Ser Asn Ser lle Met Tyr Phe
260 265 270

Ser His Phe Val Pro Val Phe Leu Pro Ala Lys Pro Thr Thr Thr Pro
275 280 285

Ala Pro Arg Pro Pro Thr Pro Ala Pro Thr lle Ala Ser GIn Pro Leu
290 295 300

Ser Leu Arg Pro Glu Ala Cys Arg Pro Ala Ala Gly Gly Ala Val His
305 310 315 320

Thr Arg Gly Leu Asp Phe Ala Cys Asp lle Tyr lle Trp Ala Pro Leu
325 330 335

Ala Gly Thr Cys Gly Val Leu Leu Leu Ser Leu Val lle Thr Leu Tyr
340 345 350

Cys Asn His Arg Asn Arg Ser Lys Arg Ser Arg Leu Leu His Ser Asp
355 360 365

Tyr Met Asn Met Thr Pro Arg Arg Pro Gly Pro Thr Arg Lys His Tyr
370 375 380

GlIn Pro Tyr Ala Pro Pro Arg Asp Phe Ala Ala Tyr Arg Ser Arg Val
385 390 395 400

Lys Phe Ser Arg Ser Ala Asp Ala Pro Ala Tyr GIn GIn Gly GIn Asn
405 410 415

GIn Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg Glu Glu Tyr Asp Val
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420 425 430

Leu Asp Lys Arg Arg Gly Arg Asp Pro Glu Met Gly Gly Lys Pro Arg
435 440 445

Arg Lys Asn Pro GIn Glu Gly Leu Tyr Asn Glu Leu GIn Lys Asp Lys
450 455 460

Met Ala Glu Ala Tyr Ser Glu lle Gly Met Lys Gly Glu Arg Arg Arg
465 470 475 480

Gly Lys Gly His Asp Gly Leu Tyr GIn Gly Leu Ser Thr Ala Thr Lys
485 490 495

Asp Thr Tyr Asp Ala Leu His Met GIn Ala Leu Pro Pro Arg
500 505 510

<210> 125

<211> 1467

<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 125
gaaatagtga tgactcagtc cccggecacc ctcagegtgt cccccgggga gegagegace 60

ctgtcatgca gggcttecca gagtgtcage tecctgetea cttggtatca gcaaaagecyg 120
gggcaggcte ccegectect catcttcggg geatcaacta gggecaccgg cattectgca 180
agattttccg ggtctggcag cggeaccgge ttcaccctta ceattagetc tetgecagtct 240

gaggacttcg ccgtttacta ttgtcagcag tatgatactt ggccctttac cttcggtccc 300

ggaactaagg tggacttcaa gcgegggggg ggtggatctg gaggtggtgg ctccggggge 360
ggtggaagcc aggtccagtt ggttgagage ggcggeggag tggtgcagee cgggaggtee 420
ttgcggctga getgtgeage cteeggtttt actttttcta getatggaat geattgggta 480
agacaggctc ccggaaaagg cctcgagtgg gtggeggtca ttagctatga tggatctgat 540
aaatactatg tggactcagt taaggggegc ttcacaatct caagagacaa tagcaaaaat 600

agactgtacc tgcagatgaa tagtctgcgce gccgaggaca ctgecgtgta ctactgegece 660
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cgcgagagat acagcggacg ggattactgg ggccagggta ceetegtaac ggtgtectece 720
gctgeegcecc ttagcaacag cattatgtac ttttctcatt tcgtgecagt ctttctccca 780
gcaaagccca ccactaccee ggececcagg cecgectacte ctgececcac tatcgegtet 840
cagcctctct ccttgeggece cgaggectge cggecagecg cagggggegce cgtacatact 900
cgggotttgg atttcgcttg cgacatatat atttgggcecc ccetcgecgg cacatgtgga 960
gtgctgctcce tgagtctegt tataaccctc tattgcaacc atagaaacag atccaaaaga 1020
agccgcectgce tecatagega ttacatgaat atgactccac gecgecctgg ccccacaagg 1080
aaacactacc agccttacgc accacctaga gatttcgetg cctatcggag cagggtgaag 1140
ttttccagat ctgcagatgc accagcgtat cagcagggcec agaaccaact gtataacgag 1200
ctcaacctgg gacgcaggga agagtatgac gttttggaca agcgcagagg acgggaccct 1260
gagatgggtg gcaaaccaag acgaaaaaac ccccaggagg gtctctataa tgagetgcag 1320
aaggataaga tggctgaagc ctattctgaa ataggcatga aaggagagcg gagaagggga 1380

aaagggcacyg acggtttgta ccagggactc agcactgcta cgaaggatac ttatgacgcet 1440

ctccacatgc aagccctgcc acctagg 1467

<210> 126

<211> 489

<212>PRT

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic
polypeptide

<400> 126

Glu lle Val Met Thr GIn Ser Pro Ala Thr Leu Ser Val Ser Pro Gly

1 5 10 15

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser GIn Ser Val Ser Ser Leu
20 25 30

Leu Thr Trp Tyr GIn GIn Lys Pro Gly GIn Ala Pro Arg Leu Leu lle
35 40 45

Phe Gly Ala Ser Thr Arg Ala Thr Gly lle Pro Ala Arg Phe Ser Gly
50 55 60
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Ser Gly Ser Gly Thr Gly Phe Thr Leu Thr Ile Ser Ser Leu GIn Ser
65 70 75 80

Glu Asp Phe Ala Val Tyr Tyr Cys GIn GIn Tyr Asp Thr Trp Pro Phe
85 90 95

Thr Phe Gly Pro Gly Thr Lys Val Asp Phe Lys Arg Gly Gly Gly Gly
100 105 110

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser GIn Val GIn Leu Val
115 120 125

Glu Ser Gly Gly Gly Val Val GIn Pro Gly Arg Ser Leu Arg Leu Ser
130 135 140

Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr Gly Met His Trp Val
145 150 155 160

Arg GIn Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Val lle Ser Tyr
165 170 175

Asp Gly Ser Asp Lys Tyr Tyr Val Asp Ser Val Lys Gly Arg Phe Thr
180 185 190

Ile Ser Arg Asp Asn Ser Lys Asn Arg Leu Tyr Leu GIn Met Asn Ser
195 200 205

Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys Ala Arg Glu Arg Tyr
210 215 220

Ser Gly Arg Asp Tyr Trp Gly GIn Gly Thr Leu Val Thr Val Ser Ser
225 230 235 240

Ala Ala Ala Leu Ser Asn Ser lle Met Tyr Phe Ser His Phe Val Pro
245 250 255

Val Phe Leu Pro Ala Lys Pro Thr Thr Thr Pro Ala Pro Arg Pro Pro
260 265 270
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Thr Pro Ala Pro Thr Ile Ala Ser GIn Pro Leu Ser Leu Arg Pro Glu
275 280 285

Ala Cys Arg Pro Ala Ala Gly Gly Ala Val His Thr Arg Gly Leu Asp
290 295 300

Phe Ala Cys Asp lle Tyr lle Trp Ala Pro Leu Ala Gly Thr Cys Gly
305 310 315 320

Val Leu Leu Leu Ser Leu Val lle Thr Leu Tyr Cys Asn His Arg Asn
325 330 335

Arg Ser Lys Arg Ser Arg Leu Leu His Ser Asp Tyr Met Asn Met Thr
340 345 350

Pro Arg Arg Pro Gly Pro Thr Arg Lys His Tyr GIn Pro Tyr Ala Pro
355 360 365

Pro Arg Asp Phe Ala Ala Tyr Arg Ser Arg Val Lys Phe Ser Arg Ser
370 375 380

Ala Asp Ala Pro Ala Tyr GIn GIn Gly GIn Asn GIn Leu Tyr Asn Glu
385 390 395 400

Leu Asn Leu Gly Arg Arg Glu Glu Tyr Asp Val Leu Asp Lys Arg Arg
405 410 415

Gly Arg Asp Pro Glu Met Gly Gly Lys Pro Arg Arg Lys Asn Pro Gin
420 425 430

Glu Gly Leu Tyr Asn Glu Leu GIn Lys Asp Lys Met Ala Glu Ala Tyr
435 440 445

Ser Glu lle Gly Met Lys Gly Glu Arg Arg Arg Gly Lys Gly His Asp
450 455 460

Gly Leu Tyr GIn Gly Leu Ser Thr Ala Thr Lys Asp Thr Tyr Asp Ala
465 470 475 480

Leu His Met GIn Ala Leu Pro Pro Arg
485
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<210> 127

<211> 63

<212> DNA

<213> Homo sapiens

<400> 127
atggcactcc ccgtaactgc tetgetgetg cegttggeat tgctectgea cgecgeacge 60

ccg 63

<210> 128

<211>21

<212> PRT

<213> Homo sapiens

<400> 128
Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu
1 5 10 15

His Ala Ala Arg Pro
20

<210> 129

<211> 45

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 129
ggcggtggag getccggagg ggggggctct ggcggagggg getee 45
<210> 130
<211>15
<212> PRT
<213> Artificial Sequence
<220>
<223> Description of Artificial Sequence: Synthetic
peptide
<400> 130
Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser
1 5 10 15
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<210> 131

<211>54

<212> DNA

<213> Atrtificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 131
gggtctacat ccggetcegg gaageccgga agtggcgaag gtagtacaaa gggg 54

<210> 132

<211>18

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
peptide

<400> 132
Gly Ser Thr Ser Gly Ser Gly Lys Pro Gly Ser Gly Glu Gly Ser Thr
1 5 10 15

Lys Gly

<210> 133
<211> 152
<212> PRT
<213> Homo sapiens

<400> 133
Met Leu Arg Leu Leu Leu Ala Leu Asn Leu Phe Pro Ser lle GIn Val
1 5 10 15

Thr Gly Asn Lys lle Leu Val Lys GIn Ser Pro Met Leu Val Ala Tyr
20 25 30

Asp Asn Ala Val Asn Leu Ser Cys Lys Tyr Ser Tyr Asn Leu Phe Ser
35 40 45

Arg Glu Phe Arg Ala Ser Leu His Lys Gly Leu Asp Ser Ala Val Glu
50 55 60

Val Cys Val Val Tyr Gly Asn Tyr Ser GIn GIn Leu GIn Val Tyr Ser
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65 70 75 80

Lys Thr Gly Phe Asn Cys Asp Gly Lys Leu Gly Asn Glu Ser Val Thr
85 90 95

Phe Tyr Leu GIn Asn Leu Tyr Val Asn GIn Thr Asp lle Tyr Phe Cys
100 105 110

Lys lle Glu Val Met Tyr Pro Pro Pro Tyr Leu Asp Asn Glu Lys Ser
115 120 125

Asn Gly Thr Ile lle His Val Lys Gly Lys His Leu Cys Pro Ser Pro
130 135 140

Leu Phe Pro Gly Pro Ser Lys Pro
145 150

<210> 134

<211>9

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES
<222> (2)..(2)

<223> Gly, Phe or Tyr

<220>
<221>MOD_RES
<222> (3)..(3)
<223> Ser or Thr

<220>

<221> MOD_RES
<222> (4)..(4)

<223> lle, Phe or Leu
<220>

<221> MOD_RES
<222> (5)..(5)

<223> Ser or Thr

<220>
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<221> MOD_RES
<222> (6)..(7)
<223> May or may not be present

<220>

<221> MOD_RES
<222> (8)..(8)

<223> Glu, Gly or absent

<220>
<221>MOD_RES
<222>(9)..09)

<223> Phe, Leu or Tyr

<400> 134
Gly Xaa Xaa Xaa Xaa Ser Gly Xaa Xaa
1 5

<210> 135

<211>6

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221>MOD_RES
<222>(1)..(1)

<223> Asp, His, Ser or Tyr

<220>
<221>MOD_RES
<222>(2)..(2)

<223> His, Pro or Tyr

<220>

<221> MOD_RES
<222> (3)..(3)

<223> Asp, Glu or Ser

<220>

<221> MOD_RES
<222> (4)..(4)
<223> Asp or Gly

<220>

<221> MOD_RES
<222> (5)..(5)
<223> Gly or Ser
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<220>

<221> MOD_RES
<222> (6)..(6)

<223> Asp, Glu or absent

<400> 135
Xaa Xaa Xaa Xaa Xaa Xaa
1 5

<210> 136

<211> 14

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES
<222> (1)..(1)
<223> Glu or Leu

<220>

<221> MOD_RES
<222> (2)..(2)

<223> Arg, Ser or Val

<220>

<221> MOD_RES
<222> (3)..(3)
<223> Argor Tyr

<220>

<221> MOD_RES
<222> (4)..(4)

<223> Cys, Gly or Ser

<220>

<221> MOD_RES
<222> (5)..(5)

<223> Gly, lle or absent

<220>

<221> MOD_RES

<222> (6)..(8)

<223> May or may not be present

<220>

<221> MOD_RES
<222> (9)..(9)

<223> Trp, Tyr or absent
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<220>
<221>MOD_RES
<222> (10)..(10)

<223> Pro, Ser or absent

<220>

<221> MOD_RES
<222> (11)..(12)

<223> Gly, Tyr or absent

<220>

<221> MOD_RES
<222> (12)..(12)
<223> Phe or Arg

<400> 136
Xaa Xaa Xaa Xaa Xaa Gly Asp Cys Xaa Xaa Xaa Xaa Asp Tyr
1 5 10

<210> 137

<211>11

<212> PRT

<213> Atrtificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES
<222>(1)..(2)
<223> Gln or Arg

<220>

<221> MOD_RES
<222> (5)..(5)
<223> Asp or Ser

<220>
<221>MOD_RES
<222> (6)..(6)
<223> |le or Val

<220>
<221>MOD_RES
<222> (7)..(8)
<223> Asn or Ser

<220>

<221> MOD_RES
<222> (9)..(9)
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<223> Phe, Leu or Tyr

<220>
<221>MOD_RES
<222> (11)..(11)
<223> Asnor Thr

<400> 137
Xaa Ala Ser GIn Xaa Xaa Xaa Xaa Xaa Leu Xaa
1 5 10

<210> 138

<211>7

<212> PRT

<213> Atrtificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES
<222> (1)..(1)
<223> Asp or Gly

<220>

<221> MOD_RES
<222> (4)..(4)

<223> Asn, Ser or Thr

<220>

<221> MOD_RES
<222> (5)..(5)
<223> Leu or Arg

<220>

<221> MOD_RES
<222> (6)..(6)

<223> Ala, Glu or Lys

<220>
<221>MOD_RES
<222> (7)..(7)
<223> Ser or Thr

<400> 138

Xaa Ala Ser Xaa Xaa Xaa Xaa
1 5

<210> 139
<211>9
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<212> PRT
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES
<222> (3)..(3)
<223> Ser or Tyr

<220>
<221>MOD_RES
<222> (4)..(4)

<223> Asp, Gly or Tyr

<220>
<221>MOD_RES
<222> (5)..(5)

<223> Asn, Ser or Thr

<220>

<221> MOD_RES
<222> (6)..(6)

<223> Leu, Thror Tyr

<220>

<221> MOD_RES
<222> (8)..(8)
<223> Phe or lle

<400> 139
GIn GIn Xaa Xaa Xaa Xaa Pro Xaa Thr
1 5

<210> 140
<211> 265
<212> PRT
<213> Homo sapiens

<400> 140

Met Ser Glu Glu Val Thr Tyr Ala Asp Leu GIn Phe GIn Asn Ser Ser
1 5 10 15

Glu Met Glu Lys lle Pro Glu lle Gly Lys Phe Gly Glu Lys Ala Pro
20 25 30

Pro Ala Pro Ser His Val Trp Arg Pro Ala Ala Leu Phe Leu Thr Leu
35 40 45
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Leu Cys Leu Leu Leu Leu lle Gly Leu Gly Val Leu Ala Ser Met Phe
50 55 60

His Val Thr Leu Lys lle Glu Met Lys Lys Met Asn Lys Leu GIn Asn
65 70 75 80

Ile Ser Glu Glu Leu GIn Arg Asn lle Ser Leu GIn Leu Met Ser Asn
85 90 95

Met Asn Ile Ser Asn Lys lle Arg Asn Leu Ser Thr Thr Leu GIn Thr
100 105 110

Ile Ala Thr Lys Leu Cys Arg Glu Leu Tyr Ser Lys Glu GIn Glu His
115 120 125

Lys Cys Lys Pro Cys Pro Arg Arg Trp lle Trp His Lys Asp Ser Cys
130 135 140

Tyr Phe Leu Ser Asp Asp Val GIn Thr Trp GIn Glu Ser Lys Met Ala
145 150 155 160

Cys Ala Ala GIn Asn Ala Ser Leu Leu Lys Ile Asn Asn Lys Asn Ala
165 170 175

Leu Glu Phe lle Lys Ser GIn Ser Arg Ser Tyr Asp Tyr Trp Leu Gly
180 185 190

Leu Ser Pro Glu Glu Asp Ser Thr Arg Gly Met Arg Val Asp Asn lle
195 200 205

Ile Asn Ser Ser Ala Trp Val lle Arg Asn Ala Pro Asp Leu Asn Asn
210 215 220

Met Tyr Cys Gly Tyr lle Asn Arg Leu Tyr Val GIn Tyr Tyr His Cys
225 230 235 240

Thr Tyr Lys Lys Arg Met lle Cys Glu Lys Met Ala Asn Pro Val Gin
245 250 255
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Leu Gly Ser Thr Tyr Phe Arg Glu Ala
260 265

<210> 141

<211> 126

<212> DNA

<213> Homo sapiens

<400> 141
aagcgcggea ggaagaagct cctctacatt tttaageage cttttatgag gecegtacag 60

acaacacagg aggaagatgg ctgtagctgc agatttcccg aggaggagga aggtgggtge 120

gagctg 126

<210> 142

<211> 42

<212> PRT

<213> Homo sapiens

<400> 142
Lys Arg Gly Arg Lys Lys Leu Leu Tyr Ille Phe Lys GIn Pro Phe Met
1 5 10 15

Arg Pro Val GIn Thr Thr GIn Glu Glu Asp Gly Cys Ser Cys Arg Phe
20 25 30

Pro Glu Glu Glu Glu Gly Gly Cys Glu Leu
35 40

<210> 143

<211> 37

<212> PRT

<213> Homo sapiens

<400> 143
Arg Arg Asp GIn Arg Leu Pro Pro Asp Ala His Lys Pro Pro Gly Gly
1 5 10 15

Gly Ser Phe Arg Thr Pro lle GIn Glu Glu GIn Ala Asp Ala His Ser
20 25 30

Thr Leu Ala Lys lle
35

<210> 144
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<211>21
<212> PRT
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
peptide

<400> 144
Met Ala Leu Pro VVal Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu
1 5 10 15

His Ala Ala Arg Pro
20

<210> 145

<211> 20

<212> PRT

<213> Atrtificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
peptide

<400> 145

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly
1 5 10 15

Gly Gly Gly Ser
20

<210> 146
<211> 112
<212> PRT
<213> Homo sapiens

<400> 146
Arg Val Lys Phe Ser Arg Ser Ala Asp Ala Pro Ala Tyr Lys GIn Gly
1 5 10 15

GIn Asn GIn Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg Glu Glu Tyr
20 25 30

Asp Val Leu Asp Lys Arg Arg Gly Arg Asp Pro Glu Met Gly Gly Lys
35 40 45

Pro Arg Arg Lys Asn Pro GIn Glu Gly Leu Tyr Asn Glu Leu GIn Lys
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50 55 60

Asp Lys Met Ala Glu Ala Tyr Ser Glu lle Gly Met Lys Gly Glu Arg
65 70 75 80

Arg Arg Gly Lys Gly His Asp Gly Leu Tyr GIn Gly Leu Ser Thr Ala
85 90 95

Thr Lys Asp Thr Tyr Asp Ala Leu His Met GIn Ala Leu Pro Pro Arg
100 105 110

<210> 147
<211> 6762
<212> DNA
<213> Lentivirus

<400> 147
ctgacgcgcc ctgtagcggce gcattaageg cggegggtgt ggtgottacg cgecagegtga 60

ccgctacact tgccagegcec ctagegeecg ctectttege tttetteect tectttcteg 120
ccacgttcge cggctttcce cgtcaagctc taaatcgggg getcecttta gggttccgat 180
ttagtgcttt acggcacctc gaccccaaaa aacttgatta gggtgatggt tcacgtagtg 240
ggccatcgcc ctgatagacg gtttttcgec ctttgacgtt ggagtccacg ttctttaata 300
gtggactctt gttccaaact ggaacaacac tcaaccctat ctcggtctat tettttgatt 360
tataagggat tttgccgatt tcggectatt ggttaaaaaa tgagctgatt taacaaaaat 420
ttaacgcgaa ttttaacaaa atattaacgc ttacaatttg ccattcgeca ttcaggctgc 480
gcaactgttg ggaagggcga tcggtgeggg cetetteget attacgecag ctggcgaaag 540
ggggatgtge tgcaaggcega ttaagttggg taacgecagg gttttcccag tcacgacgtt 600
gtaaaacgac ggccagtgaa ttgtaatacg actcactata gggcgacccg gggatggcgc 660
gccagtaatc aattacgggg tcattagttc atagcccata tatggagttc cgegttacat 720
aacttacggt aaatggcccg cctggetgac cgeccaacga ccceecgecca ttgacgtcaa 780
taatgacgta tgttcccata gtaacgccaa tagggacttt ccattgacgt caatgggtgg 840
agtatttacg gtaaactgcc cacttggcag tacatcaagt gtatcatatg ccaagtacgc 900
cccctattga cgtcaatgac ggtaaatgge ccgectggca ttatgcccag tacatgacct 960

tatgggactt tcctacttgg cagtacatct acgtattagt catcgctatt accatgctga 1020
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tgcgottttg gecagtacatc aatgggcgty gatagcggtt tgactcacgg ggatttccaa 1080
gtctccaccc cattgacgtc aatgggagtt tgttttggca ccaaaatcaa cgggactttc 1140
caaaatgtcg taacaactcc gccccattga cgcaaatggg cggtaggegt gtacggtggg 1200
aggtctatat aagcagagct ggtttagtga accggggtct ctctggttag accagatctg 1260
agcctgggag ctetctggcet aactagggaa cceactgctt aagectcaat aaagettgec 1320
ttgagtgctt caagtagtgt gtgcccgtct gttgtgtgac tctggtaact agagatccct 1380
cagacccttt tagtcagtgt ggaaaatctc tagcagtggc gcccgaacag ggacttgaaa 1440
gcgaaaggga aaccagagga getctctcga cgcaggactc ggcettgetga agegegecacg 1500
gcaagaggcy aggggcggcg actggtgagt acgccaaaaa ttttgactag cggaggetag 1560
aaggagagag atgggtgcga gagcgtcagt attaagcggg ggagaattag atcgcgatgg 1620
gaaaaaattc ggttaaggcc agggggaaag aaaaaatata aattaaaaca tatagtatgg 1680
gcaagcaggg agctagaacg attcgcagtt aatcctggcc tgttagaaac atcagaaggc 1740
tgtagacaaa tactgggaca gctacaacca tcccttcaga caggatcaga agaacttaga 1800
tcattatata atacagtagc aaccctctat tgtgtgcatc aaaggataga gataaaagac 1860
accaaggaag Ctttagacaa gatagaggaa gagcaaaaca aaagtaagac caccgcacag 1920
caagccgccg ctgatcttca gacctggagg aggagatatg agggacaatt ggagaagtga 1980
attatataaa tataaagtag taaaaattga accattagga gtagcaccca ccaaggcaaa 2040
gagaagagtg gtgcagagag aaaaaagagc agtgggaata ggagctttgt tccttgggtt 2100
cttgggagca gcaggaagca ctatgggcge agegtcaatg acgetgacgg tacaggecag 2160
acaattattg tctggtatag tgcagcagca gaacaatttg ctgagggcta ttgaggcgca 2220
acagcatctg ttgcaactca cagtctgggg catcaagcag ctccaggcaa gaatcctgge 2280
tgtggaaaga tacctaaagg atcaacagct cctggggatt tggggttget ctggaaaact 2340
catttgcacc actgctgtgc cttggaatgc tagttggagt aataaatctc tggaacagat 2400
ttggaatcac acgacctgga tggagtggga cagagaaatt aacaattaca caagcttaat 2460
acactcctta attgaagaat cgcaaaacca gcaagaaaag aatgaacaag aattattgga 2520
attagataaa tgggcaagtt tgtggaattg gtttaacata acaaattggc tgtggtatat 2580

aaaattattc ataatgatag taggaggctt ggtaggttta agaatagttt ttgctgtact 2640
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ttctatagtg aatagagtta ggcagggata ttcaccatta tcgtttcaga cccacctccc 2700
aaccccgagg ggacccgaca ggeccgaagg aatagaagaa gaaggtggag agagagacag 2760
agacagatcc attcgattag tgaacggatc tcgacggtat cggttaactt ttaaaagaaa 2820
aggggggatt ggggggtaca gtgcagggga aagaatagta gacataatag caacagacat 2880
acaaactaaa gaattacaaa aacaaattac aaaattcaaa attttatcgc gatcgcggaa 2940
tgaaagaccc cacctgtagg tttggcaagc tagcttaagt aacgccattt tgcaaggcat 3000
ggaaaataca taactgagaa tagagaagtt cagatcaagg ttaggaacag agagacagca 3060
gaatatgggc caaacaggat atctgtggta agcagttcct gccceggcetc agggccaaga 3120
acagatggtc cccagatgcg gtccegecct cagcagtttc tagagaacca tcagatgttt 3180
ccagggtgcec ccaaggacct gaaaatgacc ctgtgcctta tttgaactaa ccaatcagtt 3240
cgcttctegce ttetgttcge gegcettetge tcceccgagcet caataaaaga geccacaacc 3300
cctcactcgg cgcgecagtc cttcgaagta gatctttgtc gatcctacca tccactcgac 3360
acacccgcca geggeegctg ccaagcttee gagetctcga attaattcac ggtacccacc 3420
atggcctagg gagactagtc gaatcgatat caacctctgg attacaaaat ttgtgaaaga 3480
ttgactggta ttcttaacta tgttgctect tttacgctat gtggatacge tgctttaatg 3540
cctttgtatc atgctattgce ttccegtatg getttcattt tetectectt gtataaatcc 3600
tggttgctgt ctctttatga ggagttgtgg cccgttgtca ggcaacgtgg cgtggtgtgec 3660
actgtgtttg ctgacgcaac ccccactggt tggggcattg ccaccacctg tcagctcctt 3720
tccgggactt tegettteee ceteectatt gecacggegg aactcatege cgectgectt 3780
gcccgcetgcet ggacaggggc tcggcetgttg ggeactgaca attcegtggt gttgtcgggg 3840
aagctgacgt ccttttcatg gctgcetcgec tgtgttgcca cctggattct gcgcgggacg 3900
tcettetget acgtecctte ggecctcaat ccageggacc ttectteceeg cggecetgetg 3960
ccggctetge ggectcttee gegtcttege cttegeccte agacgagtceg gatcteectt 4020
tgggccgcct ccccgectgg ttaattaaag tacctttaag accaatgact tacaaggcag 4080
ctgtagatct tagccacttt ttaaaagaaa aggggggact ggaagggcga attcactccc 4140
aacgaagaca agatctgctt tttgcttgta ctgggtctct ctggttagac cagatctgag 4200

cctgggagct ctctggctaa ctagggaace cactgcettaa gectcaataa agettgectt 4260
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gagtgcttca agtagtgtgt gececgtctgt tgtgtgactc tggtaactag agatccctca 4320
gaccctttta gtcagtgtgg aaaatctcta gcaggcatgc cagacatgat aagatacatt 4380
gatgagtttg gacaaaccac aactagaatg cagtgaaaaa aatgctttat ttgtgaaatt 4440
tgtgatgcta ttgctttatt tgtaaccatt ataagctgca ataaacaagt taacaacaac 4500
aattgcattc attttatgtt tcaggttcag ggggaggtgt gggagagtttt ttggcgegee 4560
atcgtcgagg ttccctttag tgagggttaa ttgcgagctt ggcgtaatca tggtcatagc 4620
tgtttcctgt gtgaaattgt tatccgcetca caattccaca caacatacga gccggaagca 4680
taaagtgtaa agcctggggt gcctaatgag tgagctaact cacattaatt gcgttgcget 4740
cactgcccgc tttccagtcg ggaaacctgt cgtgecagct geattaatga atcggccaac 4800
gcgcggggag aggeggtttg cgtattgggce getctteegce ttectcgete actgactcge 4860
tgcgctcggt cgttcggcetg cggegagegg tatcagetea ctcaaaggeg gtaatacggt 4920
tatccacaga atcaggggat aacgcaggaa agaacatgtg agcaaaaggc cagcaaaagg 4980
ccaggaaccg taaaaaggcc gegttgetgg cgtttttcca taggeteege ccecectgacg 5040
agcatcacaa aaatcgacgc tcaagtcaga ggtggcgaaa cccgacagga ctataaagat 5100
accaggcgtt tcccectgga agctececteg tgegctctee tgttcegacce ctgecgetta 5160
ccggatacct gtccgccttt ctcecttcgg gaagegtggce gctttctcat agetcacget 5220
gtaggtatct cagttcggtg taggtcgttc gctccaagct gggctgtgtg cacgaaccce 5280
ccgttcagec cgaccgctge gecttatceg gtaactatcg tcttgagtcc aacccggtaa 5340
gacacgactt atcgccactg gcagcagcca ctggtaacag gattagcaga gcgaggtatg 5400
taggcggtgc tacagagttc ttgaagtggt ggcctaacta cggctacact agaagaacag 5460
tatttggtat ctgcgctctg ctgaagccag ttaccttcgg aaaaagagtt ggtagctctt 5520
gatccggcaa acaaaccacc getggtageg gtgotttttt tgtttgcaag cagcagatta 5580
cgcgcagaaa aaaaggatct caagaagatc ctttgatctt ttctacgggg tctgacgetc 5640
agtggaacga aaactcacgt taagggattt tggtcatgag attatcaaaa aggatcttca 5700
cctagatcct tttaaattaa aaatgaagtt ttaaatcaat ctaaagtata tatgagtaaa 5760
cttggtctga cagttaccaa tgcttaatca gtgaggcacc tatctcageg atctgtctat 5820

ttcgttcatc catagttgee tgactceeeg tegtgtagat aactacgata cgggaggget 5880
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taccatctgg ccccagtgct gcaatgatac cgcgagaccc acgcetcaccg getccagatt 5940
tatcagcaat aaaccagcca gccggaaggg ccgagegcag aagtggtect gcaactttat 6000
ccgcctecat ccagtctatt aattgttgec gggaagctag agtaagtagt tcgecagtta 6060
atagtttgcg caacgttgtt gccattgcta caggcatcgt ggtgtcacgc tegtegtttg 6120
gtatggcttc attcagctcc ggttcccaac gatcaaggcg agttacatga tccceccatgt 6180
tgtgcaaaaa agcggttagc tccttcggte ctccgategt tgtcagaagt aagttggecg 6240
cagtgttatc actcatggtt atggcagcac tgcataattc tcttactgtc atgccatccg 6300
taagatgctt ttctgtgact ggtgagtact caaccaagtc attctgagaa tagtgtatgc 6360
ggcgaccgag ttgctcttge ccggegtcaa tacgggataa taccgcgceca catagcagaa 6420
ctttaaaagt gctcatcatt ggaaaacgtt cttcggggcg aaaactctca aggatcttac 6480
cgctgttgag atccagttcg atgtaaccca ctcgtgcacc caactgatct tcagcatctt 6540
ttactttcac cagcgtttct gggtgagcaa aaacaggaag gcaaaatgcc gcaaaaaagg 6600
gaataagggc gacacggaaa tgttgaatac tcatactctt cctttttcaa tattattgaa 6660
gcatttatca gggttattgt ctcatgagcg gatacatatt tgaatgtatt tagaaaaata 6720

aacaaatagg ggttccgcegc acatttcccc gaaaagtgec ac 6762
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