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CLAIMS 

{Claim 1} 

A method of screening a damp-dry malodor inhibitor, compr -ing the 

5 steps of: 

bringing microorganisms having a 4-methyl-3-hexeno 	acid production 

capacity into contact with a test substance in the presence •fa sebaceous dirt 

component; 

detecting the production of a damp-dry malop sr-causing substance by the 

10 microorganisms; and thereby 

selecting a test substance having a da' p-dry malodor inhibitory function. 

{Claim 2} 

The method of screening a d- 	p-dry malodor inhibitor according to Claim 

15 1, wherein the sebaceous dirt component is an anteiso fatty acid. 

{Claim 3} 

The method of sc -ening a damp-dry malodor inhibitor according to Claim 

1 or 2, wherein the da • • dry malodor-causing substance is 4-methyl-3-hexenoic 

20 acid. 

{Claim 4} 

Th 	method of screening a damp-dry malodor inhibitor according to any 

one of 	aims 1 to 3, wherein the microorganisms and the test substance are 

25 add- , to a fabric product to which the sebaceous dirt component is clung, to 

br* g the microorganisms and the test substance into contact with each other. 

{Claim 5} 
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The method of screening a damp-dry malodor inhibitor according to • aim 

4, wherein the fabric product is a cotton fabric product that has been alre- iy used. 

{Claim 6} 

The method of screening a damp-dry malodor inhibitor a• ording to any 

one of Claims 1 to 3, wherein the microorganisms and the tes substance are 

brought into contact with each other in a solution or solid c• taming the 

sebaceous dirt component. 

{Claim 7} 

The method of screening a damp-dry 	lodor inhibitor according to any 

one of Claims 1 to 6, wherein the microorg- isms are at least one kind of 

microbial strain selected from the group ••.nsisting of genus Moraxella, 

Acinetobacter, Pseudomonas, Bacillu , Sphingomonas, Cupriavidus, Ralstonia, 

Psychorobacter Serratia Escheri 	is Staphylococcus, Burkholderia, 

Saccaromyces and Rhodotorul- 

{Claim 8} 

The method of .creening a damp-dry malodor inhibitor according to any 

one of Claims 1 to 7, wherein the microorganisms are at least one kind of 

microbial strain 	- ected from the group consisting of species of Moraxella sp., 

Moraxella osl• -nsis Acinetobacter radioresistens, Acinetobacter iunii 

Acinetob . er calcoaceticus, Serratia marcescens, Escherichia coil, 

Stath (•• coccus aureus, Pseudomonas alcaligenes, Bacillus cereus, Bacillus 

sub•• s, Psvchrobacter pacificensis, Psvchrobacter glacincola, Sphingomonas 

oiku ae, Ralstonia sp., Saccaromyces cerevisiae Rhodotorula mucilaginosa, 

-hodotorula sloof•iae, Cupriavidus oxalaticus and Burkholderia cepacia. 
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{Claim 9} 

A method of evaluating a damp-dry malodor inhibitor, comprising 

steps of: 

bringing microorganisms having a 4-methyl-3-hexenoic acid •roduction 

5 	capacity into contact with a test substance in the presence of a s- •aceous dirt 

component; 

detecting the production of a damp-dry malodor-ca sing substance by the 

microorganisms; and thereby 

evaluating the damp-dry malodor inhibitory f 	ction of the test substance. 

10 

{Claim 10} 

The method of evaluating a damp-d- 	malodor inhibitor according to 

Claim 9, wherein the sebaceous dirt co 	ionent is an anteiso fatty acid. 

15 	{Claim 11} 

The method of evaluati • a damp-dry malodor inhibitor according to 

Claim 9 or 10, wherein the d. 	p-dry malodor-causing substance is 4-methyl-3- 

hexenoic acid. 

20 	{Claim 12} 

The met, •d of evaluating a damp-dry malodor inhibitor according to any 

one of Claim 	• to 11, wherein the microorganisms and the test substance are 

added to - abric product to which the sebaceous dirt component is clung, to 

bring th- microorganisms and the test substance into contact with each other. 

25 

{ aim 13} 

The method of evaluating a damp-dry malodor inhibitor according to 

Claim 12, wherein the fabric product is a cotton fabric product that has been 
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already used. 

{Claim 14} 

The method of evaluating a damp-dry malodor inhibitor acc• ding to any 

one of Claims 9 to 11, wherein the microorganisms and the test 	bstance are 

brought into contact with each other in a solution or solid cont 	Wing the 

sebaceous dirt component. 

{Claim 15} 

The method of evaluating a damp-dry ma sdor inhibitor according to any 

one of Claims 9 to 14, wherein the microorgan =ms are at least one kind of 

microbial strain selected from the group co .fisting of genus Moraxella 

Acinetobacter, Pseudomonas Bacillus, 	4•hi • monas, Cupriavidus, Ralstonia 

Psychorobacter, Serratia, Escherichi- Staphylococcus, Burkholderia, 

Saccaromyces and Rhodotorula. 

{Claim 16} 

The method of ev uating a damp-dry malodor inhibitor according to any 

one of Claims 9 to 15, 	herein the microorganisms are at least one kind of 

microbial strain sel= fed from the group consisting of species of Moraxella sp., 

Moraxella osloe -is, Acinetobacter radioresistens Acinetobacter lung, 

Acinetobacte 	alcoaceticus, Serratia marcescens, Escherichia coli, 

Stash lcc• cus aureus, Pseudomonas alcaliqenes, Bacillus cereus, Bacillus 

subtilis 	-sychrobacter pacificensis, Psychrobacter qlacincola, Sphinciomonas 

an. 	u ae, Ralstonia sp., Saccaromyces cerevisiae, Rhodotorula mucilaqinosa 

- 	odotorula slooffiae, Cupriavidus oxalaticus and Burkholderia cepacia. 

{Claim 17} 
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A kit for screening of a damp-dry malodor inhibitor or a kit for evalua . n 

of a damp-dry malodor inhibitor, comprising: 

a sebaceous dirt component; and 

microorganisms having a 4-methyl-3-hexenoic acid product' n capacity. 
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Claims 

1. A method of screening for a test substance that is a damp-dry malodor 

inhibitor, comprising the steps of: 

bringing microorganisms that produce 4-methyl-3-hexenoic acid into contact with the 

test substance in the presence of a sebaceous dirt component; 

detecting production of 4-methyl-3-hexenoic acid by the microorganisms; and 

selecting a test substance that decreases production of 4-methyl-3-hexenoic acid as a 

damp-dry malodor inhibitor. 

2. The method of screening a damp-dry malodor inhibitor according to Claim 

1, wherein the sebaceous dirt component is an anteiso fatty acid. 

3. A method of evaluating whether a test substance is a damp-dry malodor 

inhibitor, comprising the steps of: 

bringing microorganisms that produce 4-methyl-3-hexenoic acid into contact 

with the test substance in the presence of a sebaceous dirt component; 

detecting the production of 4-methyl-3-hexenoic acid by the microorganisms; 

and 

evaluating the test substance as a damp-dry malodor inhibitor if the test 

substance decreases production of 4-methy1-3-hexenoic acid. 

4. The method of evaluating a damp-dry malodor inhibitor according to 

Claim 3, wherein the sebaceous dirt component is an anteiso fatty acid. 

5. The method of screening a damp-dry malodor inhibitor according to 

Claim 1, wherein the microorganisms and the test substance are added to a fabric 

product that contains the sebaceous dirt component, to bring the microorganisms and 

the test substance into contact with each other. 
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6. The method of screening a damp-dry malodor inhibitor according to 

Claim 5, wherein the fabric product is a cotton fabric product that has been used. 

7. The method of screening a damp-dry malodor inhibitor according to 

Claim I, wherein the microorganisms and the test substance are brought into contact 

with each other in a solution or solid containing the sebaceous dirt component. 

8. The method of screening a damp-dry malodor inhibitor according to 

Claim 1, wherein the microorganisms comprise at least one microbial strain from a 

genus selected from the group consisting of Moraxella, Acinetobacter, Pseudomonas, 

Bacillus, Sphingomonas, Cupriavidus, Ralstonia, Psychorobacter, Ser•ratia, 

Escherichia, Staphylococcus, Burkholderia, Saccaromyces and Rhodotorula. 

9. The method of screening a damp-dry malodor inhibitor according to 

Claim 8, wherein the microorganisms comprise at least one microbial strain from a 

species selected from the group consisting of Moraxella sp., Moraxella osloensis, 

Acinetobacter radioresistens, Acinetobacter junii, Acinetobacter calcoaceticus, 

Sen•atiomarcescens, Escherichia coli, Staphylococcus aureus, Pseudomonas 

alcaligenes, Bacillus cereus, Bacillus subtilis, Psychrobacter pacVicensis, 

Psychrobacter glacincola, Sphingomonas yanoikuyae, Ralstonia sp., Saccaromyces 

cerevisiae, Rhodotorula mucilaginosa, Rhodotorula slooffiae, Cupriavidus oxalaticus 

and Burkholderia cepacia. 

10. The method of evaluating a damp-dry malodor inhibitor according to 

Claim 3, wherein the microorganisms and the test substance are added to a fabric 
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product that contains the sebaceous dirt component, to bring the microorganisms and 

the test substance into contact with each other. 

11. The method of evaluating a damp-dry malodor inhibitor according to 

Claim 10, wherein the fabric product is a cotton fabric product that has been used. 

12. The method of evaluating a damp-dry malodor inhibitor according to 

Claim 3, wherein the microorganisms and the test substance are brought into contact 

with each other in a solution or solid containing the sebaceous dirt component. 

13.The method of evaluating a damp-dry malodor inhibitor according to 

Claim 3, wherein the microorganisms comprise at least one microbial strain from a 

genus selected from the group consisting of Moraxella, Acinetobacter, Pseudomonas, 

Bacillus, Sphingomonas, Cupriavidus, Ralstonia, Psychorobacter, Serrano, 

Escherichia, Staphylococcus, Burkholderia, Saccaromyces and Rhodotorula. 

14.The method of evaluating a damp-dry malodor inhibitor according to 

Claim 13, wherein the microorganisms comprise at least one microbial strain from a 

species selected from the group consisting of Moraxella sp., Moraxella osloensis, 

Acinetobacter radioresistens, Acinetobacter junii, Acinetobacter calcoaceticus, 

Serrano marcescens, Escherichia colt, Staphylococcus aw-eus, Pseudomonas 

alcaligenes, Bacillus cereus, Bacillus sublilis, Psychrobacter pacificensis, 

Psychrobacter glacincola, Sphingonwnas yanoikuyae, Ralstonia sp., Saccaromyces 

cerevisiae, Rhodotorula mucilaginosa, Rhodotorula slooffiae, Cupriavidus oxalaticus 

and Burkholderia cepacia. 


