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FIGURE 1 (continued)
D

2/17

Conserved pvc genes

s

PCT/GB2020/051380

Effectorpayload region

¢

s

Locus

Locus Tag

PDB Hit

| Probab

E-Value

P-Value

Protein
Function/Description

PVCpnf_1

PAU_03353

6RAP

99.8

3.70E-24

5.90E-29

Inner sheath tube
protein

PVCpnf_2

PAU_03352

6RAP

100

2.30E-60

3.70E-65

Major outer sheath
protein

PVCpnf_3

PAU_03351

6JON

100

1.70E-74

2.80E-79

Minorouter sheath
protein and tail fibre
dockingregion

PVCpnf_4

PAU_03350

6RBN

100

4.80E-52

7.60E-57

380.4

Outer sheath tube
initiator complex
subunit

PVCpnf_5

PAU_03349

6RAO

99.8

5.30E-23

8.40E-28

141.1

Innersheath tube
initiator complex
subunit

PVCpnf 6

PAU_03348

3SLS

75.1

1.60E+00

2.50E-05

26.7

Unknown (NR)

PVCpnf_7

PAU_03347

6JON

99.9

2.10E-28

3.30E-33

183.8

Outer sheath tube
initiator complex
subunit

PVCpnf_8

PAU_03346

6J0M

100

4.70E-61

7.50E-66

4254

vgrG-like major spike
protein

PVCpnf_9

PAU_03345

6JON

99.8

1.10E-25

1.80E-30

151.7

Baseplate/spike hub
organizing subunit

PVCpnf_10

PAU_03344

1WEY

71

2.40E+00

3.70E-05

26.9

PAAR-like spiketip
protein

PVCpnt_11

PAU_03343

6J0ON

100

2.00E-130

3.00E-135

1002.4

Major baseplate
complex subunit

PVCpnf_12

PAU_03342

6J0ON

100

3.00E-246

5.00E-251

1989.6

Major baseplate
complex subunit

PVCpnf 13

PAU_03341

2XGF

90.7

7.90E-02

1.30E-06

48.9

Tail fibre

PVCpnf_14

PAU_03340

3C9P

285

3.80E+01

6.10E-04

31.5

Putative tape measure
protein (NR)

PVCpnf_15

PAU_03339

6FVV

99.8

2.20E-23

3.50E-28

2021

Putative payload
loading AAA+ ATPase
(NR)

PVCpnf_16

PAU_03338

6J0F

100

3.10E-62

4. 90E-67

4253

Tube terminator/cap
protein complex
subunit

PVCpnf_17

PAU_03337

SXNW

97.3

1.40E-06

2.20E-11

82.4

Adenylate cyclase
ExoY virulence effector
(P. aeruginosa)

PVCpnf 18

PAU_03336

210X

74.2

1.70E+00

2.80E-05

25.3

Unknown function

PVCpnf 19

PAU_03334

3L3U

75.5

1.50E+00

2.40E-05

234

Unknown function

PVCpnf_20

PAU_03333

5272

99.7

1.40E-20

2.20E-25

117.8

Unknown function
(likely LysRtype
regulator)

PVCpnt_21

PAU_03332

THQO

100

2.60E-54

4.10E-59

390.4

>THQO_A
CYTOTOXIC
NECROTIZING
FACTOR 1
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20000 = -
19000
«r
el
]
&
E < - ez (.
| =2 = 3
ES P
k: e
E 0y
S
oy
L2
R
o s « T ¥
fe-ted [ &
<
X
Py
o
el
[
s
S
L
== O s
e
]
LM
o |
© 1500
500

SUBSTITUTE SHEET (RULE 26)



WO 2020/245611 4/17 PCT/GB2020/051380

FIGURE 3
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FIGURE 6 (continued)
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Resazurin assay for respiration in THP1 derived human macrophage  Effect on Galleria
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Time

Sample key: (A) untreated cels (duplicated); (B-C) repeat samples of
PVCpnf+Pnf toxin; (D) Heated and empty syringe sample controls.
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FIGURE 7
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FIGURE 8
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FIGURE9
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FIGURE 10
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FIGURE 10 (continued)
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FIGURE 11

1~ pBADPVCpnf wio payload

2 - pBADPVCpnf wi pVTRa-Prf
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FIGURE 13

FIGURE 14
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FIGURE 15
Plu1651 {pvel?}
Ba2
FIGURE 16
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{A] Control induction of integrated {B} Induction of tdTom reporter

Cre with Tamoxiten protein by Cre-activity
G Y
ol

e

SUBSTITUTE SHEET (RULE 26)



15/ 17 PCT/GB2020/051380

WO 2020/245611

FIGURE 16 (continued)
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FIGURE 17
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FIGURE 18
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