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<210> 1
<211> 365
<212> PRT

<213> H. sapiens

<400> 1

Met Gly val Pro Arg Pro Gin Pro Trp Ala Leu Gly Leu Leu Leu Phe
1 5 10 15

Leu Leu Pro Gly Ser Leu Gly Ala Glu Ser His Leu Ser Leu Leu Tyr
20 25 30

His Leu Thr Ala val Ser Ser Pro Ala Pro Gly Thr Pro Ala Phe Trp
35 40 45

val Ser Gly Trp Leu Gly Pro Gin GIn Tyr Leu SSr Tyr Asn Ser Leu
50 55 o

Arg Gly Glu Ala Glu Pro Cys Gly Ala Trp val Trp Glu Asn GIn val
65 70 75 80

ser Trp Tyr Trp Ggu Lys Glu Thr Thr ggp Leu Arg Ile Lys Glu Lys
8 _ a5

Leu Phe Leu Glu Ala Phe Lys Ala Leu Gly Gly Lys Gly Pro Tyr Thr
100 105 110

Leu GIn Gly Leu Leu Gly Cys Glu Leu Gly Pro Asp Asn Thr Ser val
115 120 125

Pro Thr Ala Lys Phe Ala Leu Asn Gly Glu Glu Phe Met Asn Phe Asp
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Ley
145

Ser

Phe

Ala

ser

225

Ala

Phe

TYF

Glu

Ile

305

Trp

Gly

Ala

130

LYS

Gln

Leu

Arg

210

Phe

Ala

His

Cys

Leu

290

Gly

Arg

Asp

Asp

<210>
<21l1>
<212>
<213>

Glin

Arg

L.eu

Tyr

Gly

Ala

Cys

275

Glu

val

Arg

Asp

L.eu

355

2
366
PRT

R. Rattus

Gly

Trp

Phe

180

Asn

ser

Pro

Thr

Ser

260

Ile

Ser

Leu

Met

Thr

340

Lys

Thr

Glin

165

Ser

Leu

Ser

Pro

va'l

Pro

Leu

Arg

325

Gly

Asp

Cys

Glu

Pro

Glu

230

Gin

Ser

Gln

Ala

Leu

310

Ser

val

val

D061770028w000-SEQUENCELISTING~YIC

135

Gly

Gin

Pro

Trp

Gly

Leu

Mis

LYS

295

Thr

Gly

Leu

Asn

Gly

Asp

His

Lys

Phe

Gin

Asp

Thr

Ala

280

Ser

Ala

l.eu

Leu

val
360

AsSp

Lys

Ser

ieu

Phe

val

265

Gly

Ser

Ala

Pro

Pro

345

Ile

Trp

Ala

170

Leu

Pro

val

Arg

Leu

val

Ala

Ala

330

Thr

Pro

140

Pro Glu Ala Leu Ala

155

Ala

Arg

Pro

l.eu

Phe

235

Pro

Ser

Ala

Leu

val

315

Pro

Pro

Ala

Asn

Glu

Ser

Thr

220

Leu

Asn

Gly

Gln

val

300

Gly

Trp

Gly

Thr

page 2

Lys

His

Met

205

Cys

Arg

Ser

Asp

Pro

285

val

Gly

Ife

Glu

Ala
365

Glu

Leu

190

Arg

Ser

Asn

Asp

Glu

270G

L.eu

Gly

Ala

s5er

Ala
350

Leu
175
Glu
Leu
Ala
Gly
Gly
2

His
Arg
Ile
Leu
Leuy

335

Gin

Ile

160

Thr

Arg

Lys

Phe

Leu

240

Ser

His

val

val

Leu

320

Arg

Asp



<400>

Met Gly Met
1

Leu

Leu

Thr

Gln

65

TFD

Phe

Thr

l.eu

Asn

145

val

Glu

Arg

Lys

Phe
225

Pro

Ala

Gly

50

Glu

Tyr

l-eu

Leu

Pro

130

Pro

Gly

Phe

Gly

Ala

210

Ser

GIn
Ala
35

Trp
Ala
Trp
Glu
Gin
115
Thr
Arg

AsShH

Leu

Arg

Phe

Ser

Thr

20

val

Leu

Asp

Glu

Ala

100

Gly

Ala

Thr

Leu

Leu

180

Glin

Pro

Tyr

Gln

Trp

Ser

Gly

Pro

Lys

Ile

Leu

val

Gly

Asnh

Gly

Pro

Pro

Gly

Asp

Ala

Arg

Leu

Phe

Asn

150

Met

Ser

Leu

Asn

Pro
230

DO61770028w000-SEQUENCELTSTING-YJIC

Gly val Leu

Ala

Ley

Glin

55

Gly

Thr

Thr

Gly

Ala

135

Trp

Lys

cys

Glu

ser
215

Glu

Glu

Ser

40

Gln

Ala

Thr

Leu

Cys

120

Leu

Ser

Gln

Pro

Trp

Gly

Leu

Pro

25

Thr

Tyr

Trp

Asp

Glu

105

Glu

AsSh

Gly

Pro

Glu

185

LyS

Ser

Lys

Leu

10

Arg

Gly

Leu

Ile

Leu

90

Asn

Leu

Gly

Glu

Glu

170

Arg

Glu

Ser

rhe

Ser

Leu

l.eu

Thr

Trp

75

Lys

Gln

Ala

Gy

Leyu

Pro

val

Arg

235

Page

Leu

Pro

Pro

Tyr

60

Glu

Ser

Ile

Pro

Glu

140

Pro

Ala

tLeu

Pro

Leu

220

Phe

3

Leu

Leu

ser

45

ASh

Asn

Lyvs

Asn

ASp

Phe

Gluy

Arg

Gly

ser

205

Thr

fLeu

Leu

Met

30

Phe

Asn

Gln

Glu

Gly

110

Asnh

Met

Thr

Lys

His

150

Met

cys

Arg

val

15

TYr

Trp

Leu

va'l

GIn

95

Thr

Ser

Arg

ASp

Glu

175

l.eu

Arg

Alta

Asn

Leu

Ala

Arg

Ser

80

Leu

Phe

ser

Phe

Ile

160

Ser

Glu

Leu

Ala

Gly



Leu

Ser

His

val

Ile

305

Leu

Ser

Glu

Ala Sser Gly Ser
245

Phe His Ala Trp
260

Tyr GIn Cys GlIn
275

Asp Leu Asp Ser
290

Leu Gly Leu Leu
Trp Asn Arg Met
325

Gly Asp Asp Ser

Ala Glu Pro Gln

<210> 3
<211> 119
<212> PRT

<213> H.

sapiens

<400> 3

Met
1

Gly
His
Gly
Arg

65

ser

Ser Arg Ser val
5

Leu Glu Ala Ile
20

Pro Ala Glu Asn
35

Phe His Pro Ser
50

Ile Glu Lys val

Phe Tyr Leu Leu
&5

Gly

Ser

val

Pro

Leu

310

Arg

Gly

Gly

Ala

Gin

Gly

ASD

Glu

70

Tyr

D061770028W000-SEQUENCELISTING-YIC
Asn Cys Ser Thr Gly Pro Asn Gly
250

Leu

Giu

Ala

295

val

Ser

Asp

val

L.eu

Arg

Lys

Ile

55

His

Tyr

Leu

His

280

Arg

val

Gly

Leu

Asn
360

Ala

Thr

ser

40

Glu

Sar

Thr

Glu
265
Glu
Ser
val
l.eu
Leu
345

Ala

val
Pro
25

Asn
val

ASp

Glu

val

Gly

ser

Ala

Pro

330

Pro

Phe

Leu

10

Lys

Phe

Asp

Leu

Phe
90

LYyS
Leu
vai
Ile
315
Ala

Gly

Pro

Ala
Ile
Leu
Leu
ser
75

Thr

Page

Arg

Ala

Pro

300

Ala

Pro

Gly

Ala

Leu

Gln

Asn

Leu

60

rhe

Pro

4

Gly

Gin

285

va'l

Gly

Trp

Asn

Thr
365

l.ey

val

Cys

45

Lys

Ser

Thr

Asp
270
Pro
val
Gly
Leu
ey
350

sSer

Ser
Tyr
30

Tyr
Asn
Lys

Giu

Asp
255
Glu
Leu
Gly
val
Ser
335

Pro

Leu
15

Ser
val

Gly

Asp

Gly

His

Thr

Ile

tLeu

320

Leu

Pro

Ser

Arg

Ser

Glu

Trp

80

Asp



Glu Tyr Ala Cys Arg val
100

val Lys Trp Asp Arg
115

<210>
<211>
<212>
<213>

<400>

4
119

PRT
R. Rattus

4

Met Ala Arg Ser
1 ‘

val

His

Phe
50

Gin

Ile

Phe

val Tyr

val Thr

<210>
<211>
<212>
<213>

<400

gttcttcagy tacgaggagg gcattgttgt
tcggegtect ggtoecggee gtgeoccgogy
cgggaggagt cacgrgcccc ctecegeecee
gceteagece tgggogetgg ggetcotget

aagccacctc tocctcetgt accaccttac

val Leu

Pro Pro

35

Hi

Pr

Ty

Al

Tr

5

Ala

20

Glu

s Pro

C ASn

r Ile

a Cys

p Asp

1510

DNA
H.

5

val

Ite

ASh

Pro

Ile

Leu

85

Arg

Arg

sapiens

Asp

Thr

Glin

Gly

Gln

Glu

70

Ala

val

Asp

DOGl??OOZSWOOO—SEQUENCE&ISTENG—Y3C
Asn His val Thr Leu Ser Gln Pro Lys Ile

Met

val Ile

Thr

Lys

Pro
40

LYS

ITe Glu

55

Met Ser

His Thr
His

Lys

Met

105

Phe Leu val

10

Pro Gin Ile

25

Asn Phe Leu

ITe Glu Leu

t.eu ser

75

ASD

Phe Thr

90

Glu

val Thr

105

Leu

cagtctggac
tgtcccggga
aggtcgtecct
ctttctectt
cgcggtgtec

Page

110

Leu val ser

Gin val Tyr

30

Asn Cys

45

Tyr

Leu
60

LYS Asn

Phe Ser Lys

Pro Thr Glu

Glu Pro

110

Lys

cgagcecgea
ggaaggggcg
ctcagcatgg
cctgggagece
tegeetgece

5

Leu
15

ser Arg -

val ser

Gly Lys

ASp Trp

80

Thr ASp
95

Lys Thr

gagceectec
ggccgggggt
gggtcccgeg
tgggegeaga
cggggactcce

60
120
180
240
300
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<211> 110
<212> PRT

D061770028W000-SEQUENCELISTING-YIC

<213> Artificial seguence

<220>

<223> Light chain variable

<400> 8
Gln Ser Ala
1

Ser Ile Thr

Ash Leu val
35

Met Tle Tyr
50

Ser Gly Ser
65

Gin Ala Glu

Gly Ile Tyr

<210> 9
<211> 116
<212> PRT

tey Thr Gln Pro

Ile

20

Ser

Gly

Lys

Asp

val
100

5

Ser

Trp

Asp

Ser

Glu

-85

Phe

Cys

Tyr

ser
Gly
70

Ala

Gly

Thr

Gin

Gin

55

ASN

ASp

Thr

<213> Artificial sequence

<220>

<223> Heavy chain variabie

<400> 9

1

Gtu val GIn Leu geu Glu Ser

Ser teu Arg Leu Ser Cys Ala
20

Ala Met §1y Trp val Arg GlIn
5

ser Ser Ile Gly Ser Ser Gly

50

55

region for DX-2504

Ala ser val Ser

10

Gly Thr Gly Ser
25

Gln His Pro Gly
40

Arg Pro Ser Gly

Thr Ala Ser Leu
75

Tyr Tyr Cys Cys
30

Gly Thr Lys val
105

Gly

ASp

Lys

vai

60

The

Ser

Thr

region for bxX-2504

Gly Gly Gly Leu
10
Ala Ser Gly Phe
25
Ala Pro Gly Lys
40

Gly GIn Thr Lys

Page

val

Thr

Gly

Tyr
60

Ser

val

ATa.

45

Ser

Tyr

val

GlIn

Phe

Leu
45

Pro

Gly

30

Pro

Asn

Ser

Ala

Leu
110

Pro
Ser
30

Glu

Asp

Gly

13

ser

Lys

Arg

Gly

Gly
95

Gly
15
Glu

Trp

sSer

Gn

Tvr

Leu

Phe

Leu

80

Ser

Gly

Tyr

val

val



D061770028W000-SEQUENCELISTING-YIC
Lys Gly Arg Phe Thr Ige Ser Arg Asp Asn Ser Lys Asn Thr Leu
65 7 75

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala val Tyr Tyr
85 g0 95

Ala Arg Leu Ala Ile Gly Asp Ser Tyr Trp Gly Gln Gly
100 105

Thr val ser Ser

<2310>
<211>
<212>
<213>

<220>
<223>

<400>

Glin ser
1

Ser Ile
ASn Leu

Met Ile
50

Ser Gly
65

Gln Ala
Gly Tle

<210>
<211>
<212>
<213>

<220>
<223>

<400>

115

10
110
PRT

Artificial sequence

Light chain variable

10
Ala

Thr
val
35

Tyr
Ser
Gy

Tyr

11
110
PRT

Leu

Ile
20

Ser
Gly
Lys

ASp

val
100

Thr
5

ser
Trp
ASD
Sar
Glu

85

Phe

Gin

Cys

Tyr

Ser

Gly

70

Ala

Gly

Pro

Thr

Gin

Gln

55

Asny

Asp

Thr

Artificial seguence

tight chain variable

11

region Tor 532A-X53-C02

Ala Ser val ser Gly
10

Gly

Glin

40

Arg

Thr

Tyr

Gly

Thr

25

His

Pro

Ala

Tyr

Thr
105

Gly

Pro

ser

Ser

Cys

20

Lys

Ser

Gly

Gly

Leu

75

Ser

va'l

ASp

LysS

val

60

Thr

ser

Thr

Ser

val

Ala

45

Ser

1Te

Tyr

val

region for 532A-X54-B03

Page

9

Thr
110

Pro

Gly

30

Pro

Asn

ser

Ala

Leu
110

Met

Gly

15

Ser

LyS

Arg

Gly

Gly
95

Cys

val

Gln

Tvyr

Leu

Phe

Ley

80

Ser



_GIn ser

Ser Ile

Asn Leu

Met Ile
50

D061770028w000-SEQUENCELISTING~YIC

Ala Leu Thr GIn Pro Ala Ser val Ser Gly Ser Pro Gly
15

Thr Iie Ser Cys Thr
20

ga? Ser Trp Tyr Gin
5

Tyr Gly Asp Ser Gln
55

Ser Gly Ser Lys Ser Gly Asn

65

Gin Ala

Gly Ile

<210>
<211>
<212>
<213>

<220>
<223>

<400

[PV

ser Ser
1

<210>
<213>
<212>
<213>

<220>
<223>

<400>
Ala ser
1

<Z210>
<211>
<212>
<Z213>

<220>

70

Glu Asp Glu Ala Asp
85

Tyr val pPhe Gly Thr
100

12

10

PRT

Artificial sequence

Light chain variable

12

Tyr Ala g?y Ser Gly

13

10

PRT

Artificial seqguence

Light chain variable

13

Tyr Ala g]y ser Gly

14
14
PRT
Artificial sequence

Gly

Gin

40

Arg

Thr

Tyr

Gly

Thr

25

His

Pro

Ala

Tyr

Thr
105

10

Gly

Pro

Ser

Ser

region CDR3

Ile Tyr val

10

region CDR3

ITe Tyr val

10

Ser

Gly

Gly

Leu

75

Ala

val

Asp

Lys

val

60

Thr

Ser

Thr

val

Ala

45

Ser

Ile

Tyr

va’l

Gly

30

Pro

Asn

Ser

Ala

L.ey
110

of 532A-X53-c02

of 5324-X54-B03

Page 10

Ser

Lys

Arg

Gly

Gly

95

Tyr

Leu

Phe

Leu

80

Ser



DO61770028W000-SEQUENCELISTING-YIC
<223> Light chain variabie region CDR1

<400> 14

Thr Gly Thr Gly §er Asp val Gly Ser Tyr Asn Leu val Ser
1 10

<210> 15

<211> 7

<212> PRT

<213> Artificial seguence
<220>

<223> Light chain variable region CDR2
<400> 15

Gly Asp Ser Gin Arg Pro Ser
1 5

<210> 16
<Z211> 216
<212> PRT

<213> Artificial sequence

<220>
<223> Full length Tight chain for DX-2504

<400> 16
GIn ser Ala Leu Thr GIn Pro Ala ser val Ser Gly Ser Pro Gly Gln
1 5 o 10 15

Ser Ile Thr Ile ser Cys Thr Gly Thr Gly Ser asp val Gly ser Tyr
20 25 30

Asn Leu val Ser Trp Tyr GIn Gln His Pro Gly Lys Ala Pro Lys Leu
35 40 45

Met %ée Tyr Gly Asp Ser g;n Arg Pro Ser Gly val Ser Asn Arg Phe
60

Ser Gly Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu
65 70 75 80

Gin Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Cys Ser Tyr Ala Gly ser
85 90 95

Gly Ile Tyr val Phe Gly Thr Gly Thr Lys val Thr val Leu Gly G1n
100 105 110

Pro Lys Ala Asn Pro Thr val Thr Leu Phe Pro Pro Ser Ser Giu Glu
115 120 125

Page 11



Leu

Pro

145

Ala

Ala

Arg

Thr

Gin

130

Gly

Gly

Ala

Ser

val
210

<210>
<211>
<212>
<Z213>

<220>
<223>

<400>

Ala

Ala

val

Ser

Tyr

195

Ala

17
446
PRT

Asn

val

Glu

Ser

180

ser

Pro

Lys

Thr

Thr

165

Tvyr

Cys

Thr

Ala

val

150

Thr

Leu

Glin

Glu

p061770028W000- SEQUENCELISTING-Y3C

Thr Leu val Cys Leu

135

Ala

Lys

Ser

val

Cys
215

Artificial seguence

Full
17

Glu val Gln
i

Ser

Ala

ser

Lys

Leu

Ala

L.eu

Met

Ser

50

Gly

Gin

Arg

Arg

Gly

35

ITe

Arg

Met

i.eu

Trp

Lys Ala Asp

155

Pro Ser Lys Gln

Leu

Thr
200

Ser

170

Thr Pro
185

His Glu

Glu

Gly

Tength heavy chain for bXx-2504

Leu

l.eu

20

Trp

Gly

Phe

Asn

Ala
100

ieu
5

Ser
val
Ser
Thr
Ser

85

Ile

Glu Ser Gly

cys
Arg
Ser
Ile
70

Leu

Gly

Ala

Gln

Gly

55

Ser

Arg

ASp

Ala

Ala

40

Gly

Arg

Ala

Ser

Gly Gly
10

Ser Gly

25

Pro Gly

Gln Thr

Asp Asn

Glu Asp

90

Tyr Trp
105

Leu

Phe

Lys

Lys

ser

75

Thr

Ile Ser Asp Phe

140

Gly Ser

Ser Asn

Gin Trp

Ser Thr
205

val Gln

Thr Phe

Gly Leu

45

Tyr Ala

Lys Ash

Ala val

Gly Gln Gly

Page 12

Pro

Asn

Lys

190

val

Pro

Ser

30

Glu

Asp

Thr

Tyr

Thr
110

val

LyS

Ser

GHu

Gly

15

Glu

Trp

Ser

Ley

Tyr

95

Met

Tyr

Tyr

His

Lys

Gly

Tvr

val

val

Tyr

80

Cys

val



Thr

Pro

val

145

Ala

Gly

Gly

LysS

Cys

225

Leu

Glu

Lys

Lys

Leu

305

Lys

Lys

ser

val

ser

130

Lys

Leu

Leu

Thr

val

210

Pro

Phe

val

Phe

Pro

290

Thr

val

Ala

Arg

Ser

115

Ser

Asp

Thr

Tyr

Glin

195

Asp

Pro

Pro

Thr

ASh

275

Arg

val

Ser

LYS

Glu

Ser

Lys

Tyr

Ser

Ser

180

Thr

Lys

Cys

Pro

260

Trp

Glu

Leu

Asn

Gly

340

Glu

Ala

Ser

Phe

TYr

Arg

Pro

Tyr

Glu

His

Lys

Gin

Met

Ser

Thr

Pro

1590

val

ser

Ile

val

Ala

230

Pro

val

val

Gin

Gln

310

Ala

Pro

Thr

D061770028wW000-SEQUENCELISTING-YIC
Thr Lys Gly Pro Ser val Phe Pro Leu

Ser

135

Glu

His

Ser

Cys

Glu

215

Pro

Lys

val

ASD

Tyr

295

Asp

Leu

Arg

Lys

120

Gly

Pro

Thr

val

Asn

200

Pro

GTu

ASp

ASD

Trp

Pro

Glu

Asn
360

Gly
val
Phe
val
185
val
Lys
Leu
Thr
val
265
VaT
Ser
l.euy
Ala
Pro

345

GIn

Thr

Thr

Pro

170

Thr

Asn

Ser

Leu

Leu

250

Ser

Glu

Thr

AsSn

Pro

330

Glin

Ala

val

155

Ala

val

His

Cys

Gly

Met

His

val

Tyr

Gly

Tle

val

Ala

140

Ser

val

Pro

Lys

ASD

220

Gly

Ile

Glu

His

Arg

300

Lys

Glu

Tyr

val Ser Leu

Page 13

125

Leu

Trp

Leu

Sar

Pro

205

Lys

Pro

Ser

Asp

Asn

285

val

Glu

Lys

Thr

Thr
365

Gly

Asn

Gln

Ser

190

Ser

Thr

Ser

Arg

Pro

270

Ala

val

Tvyr

Thr

Leu

350

Cys

Cys

ser

Ser
175

Ser

Asn

His

val

Thr

255

Glu

Lys

Ser

LYS

Ile

335

Pro

l.eu

Ala

Leu

Gly

160

Ser

Leu

Thr

Thr

Phe

240

Pro

-val

Thr

val

Cys

320

ser

Pro

val



DO61770028wW000-SEQUENCELISTING-YIC

Lys Gly Phe Tyr Pro Ser Asp Ile Ala val Glu
370 375

Gin Pro
385

Gly ser

Gin GIn

Asn His

<210>
<211>
<212>
<213>

<220>
<223>

<400>
GIn Ser
1

Ser Ile
AsSn Leu
Met Tle

50

ser Gly
65
Gln Ala

Gly Ile

Pro Lys

Glu Asn Asn Tyr Lys Thr Thr Pro Pro
390 395

Phe phe Leu FTyr Ser Lys Leu Thr val
405 410

Gly Asn val Phe Ser Cys Ser val Met
420 425

Tyr Thr GIn Lys Ser Leu Ser Leu Ser
435 440

18

216

PRT

Artificial sequence

Full length light chain for DX-2507

18

Ala Leu Thr GIn Pro Ala Ser val ser
5 10

Thr Ile Ser Cys Thr Gly Thr Gly ser
20 25

val Ser Trp Tyr Gin Gln His Pro Gly
35 40

Tyr Giy Asp Ser Gln Arg Pro ser Gly
55

Ser Lys Ser Gly Asp Thr Ala Ser Leu
70 75

Glu Asp Glu Ala Asp Tyr Tyr Cys Ala
85 20

Tyr val Phe Gly Thr Gly Thr Lys val
100 105

Ala Asn Pro Thr val Thr Leu Phe Pro
115 120

Trp Glu Ser Asn

380

val

ASD

His

Pro

Gly

Asp

LysS

val

60

Thr

Ser

Thr

Pro

Page 14

Leu

Lys

Glu

Ser

val

Ala

45

Ser

Ile

Tyr

val

ser
125

Asp

Ser

Ala

430

Lys

Pro

Gly

30

Pro

Asn

sSer

Ala

l.eu

110

Ser

Ser

Gly
15

ser
Lys
Arg
Gly
Gly
G5

Gly

Glu

Gly
ASD

400

Trp

Tyr

Leu

phe

Leu

80

Ser

Gln



Leu Gln

PO61770028wW000-SEQUENCELISTING-YIC
Ala Asn Lys Ala Thr Leu val Cys Leu Ile Ser Asp Phe
130 135 140

pro Gly Ala val Thr val Ala Trp Lys Ala Asp Gly

145

150 155

Ala Gly val Glu Thr Thr Lys Pro Ser Lys Gin ser

Ala Ala

165 170

Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln
180 185

Arg Ser Tyr Ser Cys Gln val Thr His Glu Gly ser

Thr val

195 200

Ala pro Thr Glu Cys Ser

210 215

<210>
<211>
<212>
<213>

<220>
<223>

<400>
Glu val
1
Ser Leu
Ala Met
ser Ser
50
Lys Gly
Lteu GIn

Ala Arg

Thr val

19

443

PRT

Artificial sequence

Full Tength heavy chain for DX-2507
19

Gln Leu Leu Glu Ser Gly Gly Gly Leu val
10

Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr
20 25

Gly Trp val Arg GIn Ala Pro Gly Lys Gly
35 40

Ile Gly ser ser géy Gly GIn Thr Lys E%r

Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys
70 75

‘Met Asn Ser Leu Arg Ala Glu Asp Thr Ala
85 80

Leu Ala ITe Gly Asp Ser Tyr Trp Gly Gln
100 105

Ser Ser Ala Ser Thr Lys Gly Pro Ser val
Page 15

Ser

ASnh

Trp

Thr
205

Gln

Phe

Leu

45

Ala

Asn

val

Gly

Phe

Pro

Asn

Lys

val

Pro

Ser

30

Glu

ASp

Thr

Tyr

Thr

110

Pro

val
Lys
ser

Glu

Gly
15

Glu
Trp
Ser
l.eu
TYr
95

Met

Leu

Tyr

Lys

160

Tyr

His

Lys

Gly

Tyr

val

val

Tyr

80

Cys

val

Ala



Pro
val
145

Ala

Gly

Leu

Glu

Lys

LYs

Leu

305

LYS

Lys

Ser

ser

130

Lys

Leu

Leu

Thr

val

210

Pro

Phe

va'l

Phe

Pro

290

Thr

val

Ala

Arg

115

ser

Asp

Thr

Tyr

Gin

195

Asp

Pro

Pro

Thr

AsSn

275

Arg

val

ser

Lys

Glu
355

Lys

Tyr

Ser

ser

180

Thr

Lys

Cys

Pro

Cys

260

Trp

Glu

Leu

AsSn

Gly

340

Glu

Ser

Phe

Gly

Leu

Tyr

Arg

Pro

Lys

245

val

TYr

Glu

His

325

Gn

MetT

Thr

Pro

150

val

Ser

Ie

val

Ala

230

Pro

val

val

Gln

Gln

310

Ala

Pro

Thr

D061770028w000-SEQUENCELTSTING-YIC
125

Ser

135

Glu

His

Ser

Cys

Glu

215

Pro

LYyS

val

Asp

Tyr

295

Asp

Leu

Arg

Lys

120

Gly
Pro
Thr
val
Asn
200
Pro
Glu
AsD
ASp
Gly
2

Asn
Trp
Pro

Glu

Asn
360

Gly

val

Phe

val

185

val

Lys

Leu

Thr

val

265

val

Ser

Leu

Ala

Pro

345

Glin

Thr

Thr

Pro

170

Thr

ASh

Ser

L.eu

Leu

250

Ser

Glu

Thr

Asn

Pro

330

Gln

val

Ala

val

155

Ala

val

His

Cys

Gly

Met

His

val

Tyr

val

ser

Page

Ala

140

ser

val

Pro

Lys

ASp

Gly

Ile

Glu

His

Lys

Glu

Tyr

Leu

lLeu

Trp

l.eu

Ser

Pro

205

Lys

Pro

Ser

ASp

Asn

285

val

Glu

Lys

Thr

Thr
365

Gly

Asn

Gin

Ser

190

ser

Thr

Ser

Arg

Pro

270

Ala

va'l

Tyr

Thr

Ley

350

Cys

Cys

ser

Ser

175

Ser

Asn

His

val

Thr

255

Glu

LyS

Ser

Lys

Ile

335

Pro

Leu

Leu

Gly

Ser

Leu

Thr

Thr

Phe

240

Pro

val

Thr

val

Cys

320

ser

Pro

val



D061770028wW000-SEQUENCELISTING-YIC

Lys Gly Phe Tyr Pro Ser Asp Ile Ala val Glu Trp
370 375 380

GIn Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro val
385 390 395

Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr val Asp
405 410

Glu Ser Asn Gly

Leu Asp Ser Asp
400

Lys Ser Arg Trp
415

GIn GIn Gly Asnh val phe Ser Cys Ser val Met His Glu Ala Leu His

420 425
Asn His Tyr Thr GIn Lys Ser Leu Ser Leu Ser Pro
435 440
<210> 20
<211l> 48
<212> PRT

<213> Artificial seguence

.<220>

430

Gly
445

<223> C-terminal fragment of DX-2504 heavy chain

<400> 20
Ser Asp Gly Ser ?he Phe Leu Tyr Ser Lys Leu Thr
1 10

Arg Trp Gln Sgn Gly Asn val phe Ser“Cys Ser val
5

Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu
35 S 40

<210> 21
<211> 47
<212> PRT

<213> Artificial sequence

<220>
<223> the C-terminal fragment of DX-2507 heavy

<400> 21

ser Asp Gly Ser pPhe Phe Leu Tyr Ser Lys Leu Thr

1 5 10

Arg Trp Gln gén Gly Asn val Phe Ser Cys Ser val
25

Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu
35 40

Page 17

va'l Asp Lys Ser
15

Met His Glu Ala
30

Ser Pro Gly Lys
45

chain

val Asp Lys Ser
15

Met His Glu Ala
30

Ser Pro Gly
45



D061770028wW000-SEQUENCELISTING-YIC

<210> 22

<211> &

<212> PRT

<213> Artificial seguence

<220>
<223> Heavy chain variable region CDR1

<400> 22
Glu Tyr Ala Met Gly
1 5

<210> 23

<211> 17

<212> PRT

<213> artificial seqguence

<220> .
<223> Heavy chain variable region CDR2

<400> 23

Ser Ile Gly Ser Ser Gly Gly Gln Thr Lys Tyr Ala Asp Ser val Lys
1 5 10 15

Gly

<210> 24

<21l> 7

<212> PRT

<213> artificial sequence

<220> .
<223> Heavy chain variable region CDR3

<400> 24

Lteu Ala ITe Gly Asp Ser Tyr
1 5

<210> 25

<21il> 10

<212> PRT

<213> Artificial seguence

<220> )
<223> Light chain variable region CDR3 of DX-2504

<400> 25
Cys Ser Tyr Ala Gly Ser Gly Ite Tyr val
1 5 10

<210> 26
<211> 329
Page 18



<2172>
<213>

<220>
<223>

<400>

PRT

D061770028W000-SEQUENCELISTING-YIC

artificial sequence

Heavy chain constant

26

Ala Ser Thr Lys Gly Pro Ser
1 5

Ser

rPhe

Gly

Leu

65

Tyr

Arg

Pro

LYS

val

145

TY I

Glu

His

Lys

Thr

Pro

val

50

ser

Ile

val

Ala

Pro

130

val

val

Gln

GIn

Ala
210

Ser

Glu

35

His

ser

Cys

Gluy

Pro

115

Lys

val

ASp

Tyr

AsSp

Leu

Gly

20

Pro

Thr

val

Asn

Pro
100

Glu

Asp

Asp

Gly

Asn

180

Trp

Pro

Gly

va'l

Phe

val

val

85

LYs

Leu

Thr

val

val

165

Ser

L.eu

Ala

Thr

Thr

Pro

Thr

70

Asn

Ser

Leu

Leu

Ser

150

Glu

Thr

Asn

Pro

Ala

val

Ala

55

val

His

Cys

Gly

Met

135

His

val

TYyr

Gly

Tle
215

region of DX-2507

val Phe Pro

Ala

Ser

40

val

Pro

Lys

Glu

His

Arg

LyS

200

Glu

Leu

25

Trp

Leu

ser

Pro

Lys

105

Pro

Ser

Asp

Asn

val

185

Ghu

LysS

10

Gly

Asn

Glin

Ser

Ser

a0

Thr

Ser

Arg

Pro

Ala

170

val

Tyr

Thr

Ley
Cys
Ser
ser
Ser
75

Asn
His
val
Thr
Glu
Lys
Ser
Lys

Ile

Ala

Leu

Gly

Ser

60

l.ey

Thr

Thr

Phe

Pro

140

val

Thr

val

Cys

ser
220

page 19

Pro

va'l

Ala

45

Gly

Gly

Lys

Cys

Leu

125

Giu

Lys

Lys

Leu

LyS

205

Lys

ser

Lys

Leu

Leu

Thr

val

Pro

110

Phe

val

Phe

Pro

Thr

190

val

Ala

Ser

15

AsSp

Thr

Tyr

Gln

Asp

85

Pro

Pro

Thr

AsSn

Ser

Lys

Lys

Tyr

Ser

Ser

Thr

80

Lys -

Cys

Pro

Cys

Trp

160

Glu

Leu

Asn

Gly



Gln

225

Met

Pro

Asn

Leu

val

305

GlIn

Pro

Thr

Ser

Tyr

Tyr

290

Phe

I.YS

Arg

Lys

ASp

Lys

Ser

Ser

Ser

Giu

Asn

Iie

260

Thr

Lys

cys

Leu

Pro

Gin

245

Ala

Thr

Leu

Ser

Ser

325

Glin
230
va'l
val
Pro
Thr
val
310

Leu

D061770028W000~SEQUENCELISTING-YIC

val Tyr Thr Leu Pro Pro Ser Arg Glu

Ser

Glu

Pro

va’l

295

Met

ser

leu

Trp

val

280

ASp

His

Pro

Thr

Glu

265

Leu

LYS

Glu

Gly

Cys

250

Ser

ASD

Ser

Ala

235

Leu

Asn

Ser

Arg

Leu
315

val Lys

Gly Glin

Asp Gly

His Asn

page 20

Gly

Pro

270

Ser

GIn

His

Phe

255

Glu

Phe

Gly

TYFP

Giu

240

Tyr

AsSnh

Phe

Asn

Thr
320



