
D061770028W000-SEQUENCELISTING-YX 
SEQUENCE LISTING 

<110> Dyax Corp. 
Sexton, 	Daniel 	3. 
TenHoor, Christopher 

<120> Fc RECEPTOR BINDING PROTEINS 

<130> 00617.70028W000 

<140> N/A 
<141> 2012-06-01 

<150> 61/492,617 
<151> 2011-06-02 

<150> 61/498,266 
<151> 2011-06-17 

<160> 26 

<170> Patentln version 3.5 

<210> 1 
<211> 365 
<212> PRT 
<213> H. 	sapiens 

<400> 1 

Met Gly Val Pro Arg Pro Gln Pro Trp Ala Leu Gly Leu Leu Leu Phe 
1 5 10 15 

Leu Leu Pro Gly Ser Leu Gly Ala Glu Ser His Leu Ser Leu Leu Tyr 
20 25 30 

His 	eu Thr Ala Val Ser Ser Pro Ala Pro Gly Thr Pro Ala Phe Trp 
35 40 45 

val 	Ser Gly Trp Leu Gly Pro Gln Gln Tyr Leu Ser Tyr Asn Ser Leu 
50 55 60 

Arg Gly Glu Ala Glu Pro Cys Gly Ala Trp Val Trp Glu Asn Gln Val 
65 70 75 80 

Ser Trp Tyr Trp Glu Lys Glu Thr Thr Asp Leu Arg Ile Lys Glu Lys 
85 90 95 

Leu Phe Leu Glu Ala Phe Lys Ala Leu Gly Gly Lys Gly Pro Tyr Thr 
100 105 110 

Leu Gln Gly Leu Leu Gly Cys Glu Leu Gly Pro Asp Asn Thr Ser val 
115 120 125 

Pro Thr Ala Lys Phe Ala Leu Asn Gly Glu Glu Phe met Asn Phe Asp 
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D061770028w000-SEQUENCELISTING-YJc 
130 	 135 	 140 

Leu Lys Gln Gly Thr Trp Gly Gly Asp Trp Pro Glu Ala Leu Ala Ile 
145 150 155 160 

Ser Gln Arg Trp Gln Gln Gln Asp Lys Ala Ala Asn Lys Glu Leu Thr 
165 170 175 

Phe Leu Leu Phe Ser Cys Pro His Arg Leu Arg Glu His Leu Glu Arg 
180 185 190 

Gly Arg Gly Asn Leu Glu Trp Lys Glu Pro Pro Ser Met Arg Leu Lys 
195 200 205 

Ala Arg Pro Ser Ser Pro Gly Phe Ser Val Leu Thr Cys Ser Ala Phe 
210 215 220 

Ser Phe Tyr Pro Pro Glu Leu Gln Leu Arg Phe Leu Arg Asn Gly Leu 
225 230 235 240 

Ala Ala Gly Thr Gly Gin Gly Asp Phe Gly Pro Asn Ser Asp Gly Ser 
245 250 255 

Phe His Ala Ser Ser Ser Leu Thr Val Lys Ser Gly Asp Glu His His 
260 265 270 

Tyr Cys Cys Ile Val Gln His Ala Gly Leu Ala Gln Pro Leu Arg Val 
275 280 285 

Glu Leu Glu Ser Pro Ala Lys Ser Ser Val Leu val Val Gly Ile val 
290 295 300 

Ile Gly val Leu Leu Leu Thr Ala Ala Ala Val Gly Gly Ala Leu Leu 
305 310 315 320 

Trp Arg Arg Met Arg Ser Gly Leu Pro Ala Pro Trp Ile Ser Leu Arg 
325 330 335 

Gly Asp Asp Thr Gly Val Leu Leu Pro Thr Pro Gly Glu Ala Gln Asp 
340 345 350 

Ala Asp Leu Lys Asp val Asn Val Ile Pro Ala Thr Ala 
355 360 365 

<210> 	2 
<211> 	366 
<212> 	PRT 
<213> 	R. Rattus 
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D061770028W000-SEQUENCELISTING-YJC 

<400> 2 

Met Gly Met Ser Gln Pro Gly val Leu Leu Ser Leu Leu Leu Val Leu 
1 5 10 15 

Leu Pro Gln Thr Trp Gly Ala Glu Pro Arg Leu Pro Leu Met Tyr His 
20 25 30 

Leu Ala Ala Val Ser Asp Leu Ser Thr Gly Leu Pro Ser Phe Trp Ala 
35 40 45 

Thr Gly Trp Leu Gly Ala Gln Gln Tyr Leu Thr Tyr Asn Asn Leu Arg 
50 55 60 

Gln Glu Ala Asp Pro Cys Gly Ala Trp Ile Trp Glu Asn Gln Val Ser 
65 70 75 80 

Trp Tyr Trp Glu Lys Glu Thr Thr Asp Leu Lys Ser Lys Glu Gln Leu 
85 90 95 

Phe Leu Glu Ala Ile Arg Thr Leu Glu Asn Gln Ile Asn Gly Thr Phe 
100 105 110 

Thr Leu Gln Gly Leu Leu Gly Cys Glu Leu Ala Pro Asp Asn Ser Ser 
115 120 125 

Leu Pro Thr Ala Val Phe Ala Leu Asn Gly Glu Glu Phe Met Arg Phe 
130 135 140 

Asn Pro Arg Thr Gly Asn Trp Ser Gly Glu Trp Pro Glu Thr Asp Ile 
145 150 155 160 

Val Gly Asn Leu Trp Met Lys Gln Pro Glu Ala Ala Arg Lys Glu Ser 
165 170 175 

Glu Phe Leu Leu Thr Ser Cys Pro Glu Arg Leu Leu Gly His Leu Glu 
180 185 190 

Arg Gly Arg Gln Asn Leu Glu Trp Lys Glu Pro Pro Ser Met Arg Leu 
195 200 205 

Lys Ala Arg Pro Gly Asn Ser Gly Ser Ser Val Leu Thr Cys Ala Ala 
210 215 220 

Phe Ser Phe Tyr Pro Pro Glu Leu Lys Phe Arg Phe Leu Arg Asn Gly 
225 230 235 240 
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0061770028w000-SEQUENCELISTING-YJC 
Leu Ala Ser Gly Ser Gly Asn Cys Ser Thr Gly Pro Asn Gly Asp Gly 

245 250 255 

Ser Phe His Ala Trp Ser Leu Leu Glu Val Lys Arg Gly Asp Glu His 
260 265 270 

His Tyr Gln Cys Gln val Glu His Glu Gly Leu Ala Gln Pro Leu Thr 
275 280 285 

val Asp Leu Asp Ser Pro Ala Arg Ser Ser Val Pro val Val Gly Ile 
290 295 300 

Ile Leu Gly Leu Leu Leu Val val Val Ala Ile Ala Gly Gly val Leu 
305 310 315 320 

Leu Trp Asn Arg Met Arg Ser Gly Leu Pro Ala Pro Trp Leu Ser Leu 
325 330 335 

Ser Gly Asp Asp Ser Gly Asp Leu Leu Pro Gly Gly Asn Leu Pro Pro 
340 345 350 

Glu Ala Glu Pro Gln Gly Val Asn Ala Phe Pro Ala Thr Ser 
355 360 365 

<210> 	3 
<211> 	119 
<212> 	PRT 
<213> 	H. 	sapiens 

<400> 	3 

Met Ser Arg Ser Val Ala Leu Ala Val Leu Ala Leu Leu Ser Leu Ser 
1 	 5 10 15 

Gly Leu Glu Ala Ile Gln Arg Thr Pro Lys Ile Gln val Tyr Ser Arg 
20 25 30 

His Pro Ala Glu Asn Gly Lys Ser Asn Phe Leu Asn Cys Tyr val Ser 
35 40 45 

Gly Phe His Pro Ser Asp Ile Glu val Asp Leu Leu Lys Asn Gly Glu 
50 55 60 

Arg Ile Glu Lys Val Glu His Ser Asp Leu Ser Phe Ser Lys Asp Trp 
65 70 75 80 

Ser Phe Tyr Leu Leu Tyr Tyr Thr Glu Phe Thr Pro Thr Glu Lys Asp 
85 90 95 

Page 4 



D061770028W000-SEQUENCELISTING-Y3C 
Glu Tyr Ala Cys Arg Val Asn His Val Thr Leu Ser Gln Pro Lys Ile 

100 105 110 

Val 	Lys Trp Asp Arg Asp Met 
115 

<210> 	4 
<211> 	119 
<212> 	PRT 
<213> 	R. 	Rattus 

<400> 	4 

Met Ala Arg Ser Val Thr Val 	Ile Phe Leu val Leu Val Ser Leu Ala 
1 	 5 10 15 

val 	Val 	Leu Ala Ile Gln Lys Thr Pro Gln Ile Gln Val Tyr Ser Arg 
20 25 30 

His Pro Pro Glu Asn Gly Lys Pro Asn Phe Leu Asn Cys Tyr Val Ser 
35 	 40 45 

Gln Phe His Pro Pro Gln Ile Glu Ile Glu Leu Leu Lys Asn Gly Lys 
50 	 55 60 

Lys Ile Pro Asn Ile Glu Met Ser Asp Leu Ser Phe Ser Lys Asp Trp 
65 	 70 75 80 

Ser Phe Tyr Ile Leu Ala His Thr Glu Phe Thr Pro Thr Glu Thr Asp 
85 90 95 

Val Tyr Ala Cys Arg Val 	Lys His Val Thr Leu Lys Glu Pro Lys Thr 
100 105 110 

Val Thr Trp Asp Arg Asp Met 
115 

<210> 	5 
<211> 	1510 
<212> 	DNA 
<213> 	H. 	sapiens 

<400> 	5 
gttcttcagg tacgaggagg gcattgttgt cagtctggac cgagcccgca gagcccctcc 60 

tcggcgtcct ggtcccggcc gtgcccgcgg tgtcccggga ggaaggggcg ggccgggggt 120 

cgggaggagt cacgtgcccc ctcccgcccc aggtcgtcct ctcagcatgg gggtcccgcg 180 

gcctcagccc tgggcgctgg ggctcctgct ctttctcctt cctgggagcc tgggcgcaga 240 

aagccacctc tccctcctgt accaccttac cgcggtgtcc tcgcctgccc cggggactcc 300 
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9 abed 

OZt 	01.16e6be6D 66)ee6).))D 6D116e2))6 DDVDDD61.66 DaDDEDPPDP 61D776661) 

09E 	ue6161)666 1061))666e Db1D1DEDU1 666666111) 6eepp111)6 DDD166EUET 

00E 	ee6b).)1110 l)beebubbe e01e66e61.D .u5e)e)pe6 pErepebebob 11e1061D)1 

OtZ 	61.6befleee e0651D1666 )4)6E66;61 00)5p66066 a6o666E061 ))6eleuDel 

08T 	)6263)Del0 eD6PD6DD)6 661.)661066 po161b661D 41))61))1) e6666D0006 

OZT 	1D)6)1))16 260)6o)e1l DDPDDP161) D10DflflDD EDD6ePEETD 576661D06P 

09 	6661))11)0 1D11;)1D61 ))1)66661) 6D6661D)D6 polD)66D6) 004666661E 

suaLdes 

	

9 	<00t> 

	

'H 	<ETZ> 
VNO 	<ZTZ> 
t86 	<TTZ> 
9 	<OTZ> 

OTST EPPEEEPPEE 

00ST 	BETVPUEPER PePPEUPEPE EREP6DD066 51416P6DED PE1P1eelE6 D1DDEDD111 

OttT 	1617661P12 DUleelDD}D DDD111.61eD1 DD61.715616 1D316DDDA E661D1DDD1 

08ET 	D716116e1) )0061)1166 66ee6e))1) p6e61D1D1e )651)e)ee6 61)717)ebe 

OZET 	6).61Db1e)1 11ODDD6627 10e).0;eu6D bueuez)ba) p6)D1le))6 DD1EDDP51.D 

09ZT 	DEODEDD6ED 711p6161up e161e66ep6 111e61761e b5p00)66e6 656eD))7e7 

00ZT 	DD61771.DDI. 6666DDE7P6 De52661.6D1 1DD71D1:266 11DDDAPDD 64)66616-g,  

OtTT 	beblebbeeb v66;61161.) 1D6p66u66e 164D56D6p) 66)e)1)21) 611)1616E0 

080T 	.e)1001-e-e6 5616616)1p 61.6))1))1.6 PUDAPDDID 1.PE661.D6'26 61666e0477 

OZOT 	DD6e)6)66; )6666)6De3 6e)61611e) 62D01De1pe neD6E61e6 AblfteeeD 

096 	lErepee;Dep 46)16D1))6 TepplanlE 5672616E7P EDDDD66714 Te61.066eD) 

006 	56))2)661) 00)661)666 1eu6676400 1166J11Jee )6176e06D) 1DDDE1D11D 

Oil 	71)11D76)6 PA;DDellD bbpplanD 661DDDETD6 EDDDP5DDD6 6ueb1))6D6 

08L 	1eDD1DDDDD Dbe66up661 6e661)peee 66)60)6666 e6e661))e) ba660D61)) 

OZZ 	6DDEADDA 13D1711P1D 61pp11DDED 1.D6E6bEEDU EDDHAEree 7256E76ED6 

099 	e)66166)6p )15e)leaD0 01.)))66e6) Dp06).)e666 6166661.)7p )666e)6er3 

009 	1DDe6p111e e61e)116r6 6E6)66pp-c6 10D060116e EDADDEDDD 5.66777ED 

OPS 	EEDP617776 661DEP6151 76661716107 666ED61D1] PDP1DDD166 '2E2E666665 

08t 	1_11D6upp)). 41D6eu661) 141)4)6eu6 pbbee71e66 p61)).e6upe ppa6e6eep6 

OZt 	E66611e166 1DD10166e7 peeee66610 1666).1)6e6 6461)))6e6 6)66a6)6b6 

09E 	6D61.D)6ule upplo6e61) pe46p)be)b DD06661)56 1066))1616 661D11D761 
DEA-DNIISI13DN3n03S-000M8ZOOZZT900 



I abed 
8 <OTZ> 

L86 El1p1D1 e110401e61 1Deppele7; 

096 	PETZEPP116 eu7EDD1461 1413211166 1712E14661. 611661.eD66 ep16ppulp6 

006 	44-TeDele;1 )11Du11ln epllefteve leD161;14E DETe042e61 2P1e1161_11 

0178 	epe6611211 e56PDP611e eveleuebei. 14eEPP6666 baneeneza D61D1De1up 

08L 	pliapenli. 722116221E 761676pen 6e1eEep110 14D0EPPD1D epal;DzDaP 

OZL 	2p14D1D226 13le6ED4b6 11DveDEED1 ppeeDDlul; D1Dllee6e6 ED62666616 

099 	5e6e11DEPD 6e1)666p66 e171Dbe166 p7e7D4D511 56eD6e51D1. e161261146 

009 	leDD2D151.D 615P6114DE 1711221211 1D11D12612 DE663epppl 161PE1ue3e 

OVS 	1.4666e161e peupeDblea lapuounDe Te1enD63e leblve;PPZ 1111D614D6 

0817 	11D61D11eE ep7nee63g 661126611 e76pp63p6e e6111bbe65 lepleDE2D6 

OZt 	ee1042DP6e 6D1856616u P11.6e1p6pu DDDoppe716 11.4D26161.2 Dpe261616D 

09E 	)670D61e16 P.5126UPPPE 5202DDDDDE DlaPrOlDED 21DP1511:n pleaD141D; 

00E 	661Dp66EED 6eD141D1.61 1ppouDyzED 6e66162e22 ebllpebebe Efeboupopp 

OVZ 	63pe117e61 16a2611vDe 5»127p1eD 1.14666D36 lalulphqap 2617D111.2p 

08T 	e716upp661 2e6e6u76rep 73ep36De71 Ye111b6pD1 126PPeDD1D e1b76ep7lp 

OZT 	4D662661DD 6617111D1D 1p17e1D6D6 D1D616476e 11776616DD 1D6D17161E 

09 	626DD666D1 3e76ppe637 opeo;DDlle D666D66D6 76)16)65.86 65ene3up 

suaLdEs 

	

L 	<00t> 

	

'IA 	<ETZ> 
VNG 	<ZTZ> 
L86 	<TTZ> 

L 	<OTZ> 

1786 MP Dp66611.1p6 Te3Del7eD6 

096 	EDDElDelDE D1e1DE17E1 DD66ED6766. elDUZDEOPE 16e71E7626 De1D666DP6 

006 	DI.D6DD56DD DapplfteDD 6-a771pne6 61Dbe65166 6ED1DDDD6e D6D661D666 

OW? 	6D6Dep17276 1.511pp6;D6 1DPI.DE77PD 6e6;26)551 beeee715-eo er1DeD1671 

08L 	6DaDDEIDEDD 11771E66D? 516E7PEDDD 76E014Tebl 66bUDD66DD e7551.76DD6 

OZL 	61766b32e6 6DbpD3466 D1lpeeD617 6E66pD1DDD elnlpplp; 1DD6D62D61. 

099 	Dpn2D616D n1117661D DD6E76EDDD 2677766E26 137E06127D 1DDDDDD626 

009 	ber6615266 17peep66D6 D76666e6e6 61neD6e66 hoblppone 7EIDD761pD3 

OtS 	D1121D61DD 1i.DDE.D4D6p 56peDeEDD6 6D66-euDe66 ep6e76eD66 15636E.D1.62 

0817 	ple1D661DD D6626DDD66 1De6666166 661fleD666 tobpeD1DDE 6D133eeble 
DEA-9NTIsii3JN3003S-000m8ZOOLLT900 



D061770028W000-SEQUENCELISTING-Y3C 
<211> 	110 
<212> 	PRT 
<213> 	Artificial 	sequence 

<220> 
<223> 	Light chain variable region for Dx-2504 

<400> 	8 

Gln Ser Ala Leu Thr Gln Pro Ala Ser Val 	Ser Gly Ser Pro Gly Gln 
1 5 10 15 

Ser Ile Thr Ile Ser Cys Thr Gly Thr Gly Ser Asp val Gly Ser Tyr 
20 25 30 

Asn Leu Val 	Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu 
35 40 45 

Met Ile Tyr Gly Asp Ser Gln Arg Pro Ser Gly Val Ser Asn Arg Phe 
50 55 60 

Ser Gly Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu 
65 70 75 80 

Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Cys Ser Tyr Ala Gly Ser 
85 90 95 

Gly Ile Tyr Val Phe Gly Thr Gly Thr Lys Val Thr Val Leu 
100 105 110 

<210> 	9 
<211> 	116 
<212> 	PRT 
<213> 	Artificial 	sequence 

<220> 
<223> 	Heavy chain variable region for DX-2504 

<400> 	9 

Glu val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly 
1 5 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Glu Tyr 
20 25 30 

Ala Met Gly Trp val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp val 
35 40 45 

ser Ser Ile Gly Ser Ser Gly Gly Gln Thr Lys Tyr Ala Asp Ser Val 
50 55 60 
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D061770028W000-SEQUENCELISTING-YJC 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
65 	 70 75 80 

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Leu Ala Ile Gly Asp Ser Tyr Trp Gly Gln Gly Thr Met Val 
100 105 110 

Thr val Ser Ser 
115 

<210> 	10 
<211> 	110 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	Light chain variable region for 532A-X53-0O2 

<400> 	10 

Gln Ser Ala Leu Thr Gln Pro Ala Ser val Ser Gly Ser Pro Gly Gln 
1 	 5 10 15 

Ser Ile Thr Ile Ser Cys Thr Gly Thr Gly Ser Asp Val Gly Ser Tyr 
20 25 30 

Asn Leu val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu 
35 40 45 

met Ile Tyr Gly Asp Ser Gln Arg Pro Ser Gly Val Ser Asn Arg Phe 
50 	 55 60 

Ser Gly Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu 
65 	 70 75 80 

Gin Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Ala Gly Ser 
85 90 95 

Gly Ile Tyr val 	Phe Gly Thr Gly Thr Lys Val Thr val Leu 
100 105 110 

<210> 	11 
<211> 	110 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	Light chain variable region for 532A-X54-603 

<400> 	11 
Page 9 



D061770028W000-SEQUENCELISTING-YJC 

Gln Ser Ala Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln 
1 5 10 15 

Ser Ile Thr Ile Ser Cys Thr Gly Thr Gly Ser Asp Val Gly Ser Tyr 
20 25 30 

Asn Leu Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu 
35 40 45 

Met Ile Tyr Gly Asp Ser Gln Arg Pro Ser Gly Val Ser Asn Arg Phe 
50 55 60 

Ser Gly Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu 
65 70 75 80 

Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Ser Tyr Ala Gly Ser 
85 90 95 

Gly Ile Tyr Val Phe Gly Thr Gly Thr Lys Val Thr Val Leu 
100 105 110 

<210> 12 
<211> 10 
<212> PRT 
<213> Artificial 	sequence 

<220> 
<223> Light chain variable region CDR3 of 532A -X53 -0O2 

<400> 

Ser Ser 

12 

Tyr Ala Gly Ser Gly Ile Tyr val 
1 5 10 

<210> 13 
<211> 10 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> Light chain variable region CDR3 of 532A -X54-603 

<400> 13 

Ala Ser Tyr Ala Gly Ser Gly Ile Tyr Val 
1 5 10 

<210> 14 
<211> 14 
<212> PRT 
<213> Artificial 	sequence 

<220> 
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D061770028W000-SEQUENCELISTING-YJC 
<223> 	Light chain variable region CDR1 

<400> 	14 

Thr Gly Thr Gly Ser Asp Val Gly Ser Tyr Asn Leu val Ser 
1 	 5 10 

<210> 	15 
<211> 	7 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	Light chain variable region CDR2 

<400> 	15 

Gly Asp Ser Gln Arg Pro Ser 
1 	 5 

<210> 	16 
<211> 	216 
<212> 	PRT 
<213> 	Artificial 	sequence 

<220> 
<223> 	Full 	length light chain for DX-2504 

<400> 	16 

Gln Ser Ala Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln 
1 	 5 10 15 

Ser Ile Thr Ile Ser cys Thr Gly Thr Gly Ser Asp Val Gly Ser Tyr 
20 25 30 

Asn Leu Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu 
35 40 45 

Met Ile Tyr Gly Asp Ser Gln Arg Pro Ser Gly Val Ser Asn Arg Phe 
50 55 60 

Ser Gly Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu 
65 70 75 80 

Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Cys Ser Tyr Ala Gly Ser 
85 90 95 

Gly Ile Tyr Val Phe Gly Thr Gly Thr Lys Val Thr Val Leu Gly Gln 
100 105 110 

Pro Lys Ala Asn Pro Thr Val Thr Leu Phe Pro Pro Ser Ser Glu Glu 
115 120 125 
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D061770028W000-SEQUENCELISTING-YJC 

Leu Gln Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr 
130 135 140 

Pro Gly Ala Val Thr Val Ala Trp Lys Ala Asp Gly ser Pro val Lys 
145 150 155 160 

Ala Gly Val Glu Thr Thr Lys Pro Ser Lys Gln Ser Asn Asn Lys Tyr 
165 170 175 

Ala Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His 
180 185 190 

Arg Ser Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys 

Thr val 

195 

Ala Pro Thr Glu Cys 

200 

ser 

205 

210 215 

<210> 17 
<211> 446 
<212> PRT 
<213> Artificial 	sequence 

<220> 
<223> Full 	length heavy chain for DX-2504 

<400> 17 

Glu Val Gln Leu Leu Glu ser Gly Gly Gly Leu Val Gln Pro Gly Gly 
1 5 10 15 

Ser Leu Arg Leu Ser cys Ala Ala Ser Gly Phe Thr Phe Ser Glu Tyr 
20 25 30 

Ala met Gly Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp val 
35 40 45 

Ser ser Ile Gly ser Ser Gly Gly Gln Thr Lys Tyr Ala Asp Ser Val 
50 55 60 

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
65 70 75 80 

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Leu Ala Ile Gly Asp ser Tyr Trp Gly Gln Gly Thr Met val 
100 105 110 
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o061770028W000-SEQUENCELISTING-YJC 
Thr Val 	Ser Ser Ala Ser Thr Lys Gly Pro Ser val Phe Pro Leu Ala 

115 120 125 

Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu 
130 135 140 

val Lys Asp Tyr Phe Pro Glu Pro val Thr Val Ser Trp Asn Ser Gly 
145 150 155 160 

Ala Leu Thr ser Gly val His Thr Phe Pro Ala val Leu Gln Ser ser 
165 170 175 

Gly Leu Tyr Ser Leu Ser Ser Val Val Thr val Pro Ser Ser Ser Leu 
180 185 190 

Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn Thr 
195 200 205 

Lys Val Asp Lys Arg Val Glu Pro Lys Ser Cys Asp Lys. Thr His Thr 
210 215 220 

Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe 
225 230 235 240 

Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro 
245 250 255 

Glu Val Thr Cys val Val Val Asp Val Ser His Glu Asp Pro Glu Val 
260 265 270 

Lys Phe Asn Trp Tyr val Asp Gly val Glu val His Asn Ala Lys Thr 
275 280 285 

Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val val ser Val 
290 295 300 

Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys 
305 310 315 320 

Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser 
325 330 335 

Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro 
340 345 350 

Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val 
355 360 365 

Page 13 



o061770028W000-SEQUENCELISTING-YJc 

Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly 
370 375 380 

Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp 
385 390 395 400 

Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp 
405 410 415 

Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His 
420 425 430 

Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys 
435 440 445 

<210> 	18 
<211> 	216 
<212> 	PRT 
<213> 	Artificial 	sequence 

<220> 
<223> 	Full 	length light chain for 0x-2507 

<400> 	18 

Gln Ser Ala Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln 
1 	 5 10 15 

Ser Ile Thr Ile Ser Cys Thr Gly Thr Gly Ser Asp Val Gly Ser Tyr 
20 25 30 

Asn Leu Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu 
35 40 45 

Met Ile Tyr Gly Asp Ser Gln Arg Pro Ser Gly Val Ser Asn Arg Phe 
50 55 60 

Ser Gly Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu 
65 70 75 80 

Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Ser Tyr Ala Gly Ser 
85 90 95 

Gly Ile Tyr Val 	Phe Gly Thr Gly Thr Lys Val Thr Val Leu Gly Gln 
100 105 110 

Pro Lys Ala Asn Pro Thr Val Thr Leu Phe Pro Pro Ser Ser Glu Glu 
115 120 125 
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D061770028W000-SEQUENCELISTING-YJC 
Leu Gln Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr 

130 135 140 

Pro Gly Ala Val Thr Val Ala Trp Lys Ala Asp Gly Ser Pro Val Lys 
145 	 150 155 160 

Ala Gly Val Glu Thr Thr Lys Pro ser Lys Gln Ser Asn Asn Lys Tyr 
165 170 175 

Ala Ala ser Ser Tyr Lein Ser Leu Thr Pro Glu Gln Trp Lys Ser His 
180 185 190 

Arg Ser Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys 
195 200 205 

Thr Val Ala Pro Thr Glu Cys Ser 
210 	 215 

<210> 	19 
<211> 	445 
<212> 	PRT 
<213> 	Artificial 	sequence 

<220> 
<223> 	Full length heavy chain for DX-2507 

<400> 	19 

Glu val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gin Pro Gly Gly 
1 	 5 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Glu Tyr 
20 25 30 

Ala Met Gly Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp val 
35 40 45 

ser ser Ile Gly Ser Ser Gly Gly Gln Thr Lys Tyr Ala Asp Ser Val 
50 	 55 60 

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
65 	 70 75 80 

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala val Tyr Tyr cys 
85 90 95 

Ala Arg Leu Ala Ile Gly Asp ser Tyr Trp Gly Gln Gly Thr Met Val 
100 105 110 

Thr val Ser ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala 
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D061770028w000-SEQUENCELISTING-Y7c 
115 	 120 	 125 

Pro ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu 
130 135 140 

Val Lys Asp Tyr Phe Pro Glu Pro val Thr Val Ser Trp Asn Ser Gly 
145 150 155 160 

Ala Leu Thr Ser Gly val His Thr Phe Pro Ala Val Leu Gin Ser Ser 
165 170 175 

Gly Leu Tyr ser Leu Ser ser Val Val Thr Val Pro Ser Ser Ser Leu 
180 185 190 

Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn Thr 
195 200 205 

Lys Val Asp Lys Arg val Glu Pro Lys Ser Cys Asp Lys Thr His Thr 
210 215 220 

Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser val Phe 
225 230 235 240 

Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro 
245 250 255 

Glu Val Thr Cys val Val Val Asp Val Ser His Glu Asp Pro Glu val 
260 265 270 

Lys Phe Asn Trp Tyr val Asp Gly val Glu Val His Asn Ala Lys Thr 
275 280 285 

Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg val Val Ser val 
290 295 300 

Leu Thr Val Leu His G n Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys 
305 310 315 320 

Lys val ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser 
325 330 335 

Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro 
340 345 350 

ser Arg Glu Glu Met Thr - Lys Asn Gln Val ser Leu Thr Cys Leu val 
355 360 365 
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D061770028W000-SEQUENGELISTING-YX 
Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly 

370 	 375 380 

Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp 
385 	 390 395 400 

Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr val Asp Lys Ser Arg Trp 
405 410 415 

Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His 
420 	 425 430 

Asn HiS Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly 
435 	 440 445 

<210> 	20 
<211> 	48 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	C-terminal fragment of Dx-2504 heavy chain 

<400> 	20 

Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser 
1 	 5 10 15 

Arg Trp Gln Gln Gly Asn Val 	Phe Ser Cys Ser val Met His Glu Ala 
20 	 25 30 

Leu HiS Asn His Tyr. Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys 
35 	 40 45 

<210> 	21 
<211> 	47 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	the C-terminal fragment of DX -2507 heavy chain 

<400> 	21 

Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser 
1 	 5 10 15 

Arg Trp Gln Gln Gly Asn val Phe Ser Cys Ser Val Met His Glu Ala 
20 	 25 30 

Leu His ASI1 His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly 
35 	 40 45 

Page 17 



D061770028W000-SEWENCELIsTING-YJc 

<210> 22 
<211> 5 
<212> PRT 
<213> Artificial 	sequence 

<220> 
<223> Heavy chain variable region cDR1 

<400> 22 

Glu Tyr Ala Met Gly 
1 5 

<210> 23 
<211> 17 
<212> PRT 
<213> Artificial 	sequence 

<220> 
<223> Heavy chain variable region cDR2 

<400> 23 

Ser Ile Gly Ser Ser Gly Gly Gln Thr Lys Tyr Ala Asp Ser Val Lys 
1 5 10 15 

Gly 

<210> 24 
<211> 7 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> Heavy chain variable region CDR3 

<400> 24 

Leu Ala Ile Gly Asp Ser Tyr 
1 5 

<210> 25 
<211> 10 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> Light chain variable region CDR3 of DX-2504 

<400> 25 

Cys Ser Tyr Ala Gly Ser Gly Ile Tyr Val 
1 5 10 

<210> 26 
<211> 329 
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0061770028W000-SmuENCELIsTING-vX 
<212> PRT 
<213> Artificial 	sequence 

<220> 
<223> Heavy chain constant region of DX -2507 

<400> 26 

Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys 
1 5 10 15 

Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr 
20 25 30 

Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser 
35 40 45 

Gly val His Thr Phe Pro Ala val Leu Gln Ser Ser Gly Leu Tyr Ser 
50 55 60 

Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gln Thr 
65 70 75 80 

Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys val Asp. Lys 
85 90 95 

Arg Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys 
100 105 110 

Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro 
115 120 125 

Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu val Thr Cys 
130 135 140 

val val Val Asp val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp 
145 150 155 160 

Tyr val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu 
165 170 175 

Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu 
180 185 190 

His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys val Ser Asn 
195 200 205 

Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly 
210 215 220 
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D061770028W000-sEQuENCELIsTING-YJc 

Gln Pro Arg Glu Pro Gln val Tyr Thr Leu Pro Pro Ser Arg Glu Glu 
225 230 235 240 

Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr 
245 250 255 

Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn 
260 265 270 

Asn Tyr Lys Thr Thr Pro Pro val Leu Asp Ser Asp Gly Ser Phe Phe 
275 280 285 

Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn 
290 295 300 

val Phe Ser Cys Ser Val met His Glu Ala Leu His ASI1 His Tyr Thr 
305 310 315 320 

Gln Lys Ser Leu Ser Leu Ser Pro Gly 
325 
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