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Figure 1
SEQID NO: | type Gene Description

1 DNA | EHV-1 DNA polymerase (Pol) gene (AY464052) from EHV-1
V592 strain

2 Protein | EHV-1 DNA polymerase (pol) protein (AAS45914.1) encoded
by AY464052 from EHV-1 V592 strain

3 DNA | EHV-1 DNA polymerase (Pol) (AY665713) from EHV-1 Ab4
strain

4 Protein | EHV-1 DNA polymerase (pol) protein (AAT67287.1) encoded
by AY665713 from EHV-1 Ab4 strain

5 DNA | EHV-1 DNA polymerase (Pol) (NC 001491) from EHV-1

6 Protein | EHV-1 DNA polymerase (pol) protein (YP_053075.1) encoded
by NC 001491

7 DNA | EHV-1 glycoprotein (gC) gene (AY464052) from EHV-1 V592
strain

8 Protein | EHV-1 glycoprotein (gC) protein (AAS45900.1) encoded by
AY464052 from EHV-1 V592 strain

9 DNA | EHV-1 glycoprotein (gC) gene (AY665713) from EHV-1 Ab4
strain

10 Protein | EHV-1 glycoprotein (gC) protein (AAT67273.1) encoded by
AY665713) from EHV-1 Ab4 strain

11 DNA | EHV-1 glycoprotein (gC) gene (NC _001491) from EHV-1

12 Protein | EHV-1 glycoprotein (gC) protein (YP_053061.1) encoded by
NC 001491

13 Protein | EHV-1 RacL. DNA polymerase partial sequence

14 Protein | EHV-1 RacL. DNA polymerase partial sequence comprising N
at 752 of full length EHV-1 DNA polymerase

15 Protein | EHV-1 RacL. DNA polymerase partial sequence with amino
acid deletion at 752 of full length EHV-1 DNA polymerase

16 Primer Primer PN1

17 Primer Primer PN2

18 Primer Primer P1

19 Primer Primer P2

20 Primer Primer P3

21 Primer Primer P4

22 Primer Primer P5

23 Primer Primer P6

24 Primer Primer P7
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Figure 1 (continued)

25

Primer

Primer P8
26 Primer Primer P9
27 Primer Primer P10
28 Primer Primer gC-1
29 Primer Primer gC-2
30 Primer Primer AgC-1
31 Primer Primer AgC-2
32 Primer Primer Poly1
33 Primer Primer Poly2
34 DNA EHV-1 glycoprotein (gC) gene from EHV-1 RacL11 strain
35 Protin EHV-1 glycoprotein (gC) protein from EHV-1 RacL.11 strain
36 DNA | EHV-1 DNA polymerase (Pol) from EHV-1 NY03 strain
37 Protein | EHV-1 DNA polymerase (pol) protein from EHV-1 NYO03

strain
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Figure 2 (1/3)

Cloning scheme

ORF31
b L11_aPol EYFP
: L11_D752N
W
N752
FI1G. 2B
p1p4poly

rL11-APol

pipdpoly

{

rL11-Pol N752 selection in RK13
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Figure 2 (2/3)

Fig. 2C
VF g gh gm/l Kk, aﬁ gl s b gz © S0,
4 Sacll Nhel Bam
gC-1 AgC-1 AgC-2 gC-2
~ . — —
_§ ORF14 H 15 é_t 'éé_l ORF17 é_l ORF18 é
600bp
ORF14 4§ L11_D752N agC EYFP
ORF14 & L11_D752N agC
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Figure 2 (3/3)

FD 30Q0ADAARETSELANDIQIHALFD3ITDETFPD rRacLll-poly NYSE
FD 30QADAARETSELALAMD 303HLFDITDETPTD pRacLll-delta &4752

FDEQADAASETSELANMDIQIHAFDITDETPTD Raclll
GYDGTPLDAAGIEGATISENGGGEPGVGER LY GY RacLll
GVDGTPDALAGIGATIENGGGEP GVORAVYGY rRacLll-poly NYSE
GVYDGEGTPDAAGAGATIENGGGEP?P GVYVERLVGY pRacLll-delta ARTSE
QGCAEVLDPVIGCGFHYVDEPVVVYFDFASLYPSII RacLll
QGaEVLDPYIGFHYIDPYYVFDFASLYPS3ITI rRacLll-poly NYSE
QAGAEVLDPVIGFHVD PV VVYFDFASLYPS3II pRacLll-delta AAT5E

Fig. 2D

¥ 5 TVFE rRaclLll-poly NYLZ2
¥ 3 TFE pRacLll-delta AL752

YSTFE FacLll
YEDOQKLFFVHAHIRESLLGILLEDUWL AMEE RacLll

QPaAaHNLCFTTLALDEVDLAGLQOQP 3V
QLAHNLCFTTLALDEVDLAGLQPSV
QaAaHNLCFTTLALDEVDLAGLQPS3TV

YVGDOELFFVHAHIRESLLGILLEDUWL AMEE rRacLll-poly N752
YVGDOELFFVHAHIRESLLGILLEDWL 4LMEE pRacLll-delta AAT5E

AVEARIPTITPEEAVLLDEQQIAIEYICHNS S rRacLll-poly N7T5:2
AVEARIPTSTPEEAVLLDEQQIAIEYICHNS pRaclLll-delta ARY52

AVRARIPTSTPEEAVLLDEQQIATEYICHNS S RacLll

RacLll

Y YGFTGEGVANGLLPCL

rtFacLll-poly N752

Y YTGFTGEGVANGLLEPEPCL

pRacLll-delta ARLTSE

TYGFTGEGVANGLLPCL

SEQ ID NO:13
SEQ ID NO:14
SEQ ID NO:15

rRacL11-poly N752:
pRacL11-delta AA752:

RacL11:
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Figure 3

FIG.3A

RK13-Pol

FI1G.3B

RK13
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Figure 4

FIG.4A

L11- APol EYFP
in RK13-Pol

L11- APol
EYFP in RK13
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Figure 5

Anti-gM B8 anti-gC 1G4
FIG.S5A F1G.5B

RacL11

L11_D752NAgC

L11_D752NAgC rev
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Figure 6
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Figure 7
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Figure 8
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Figure 9 (1/2)
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Figure 9 (2/2)
FIG. 9B
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Figure 11 (1/2)
FIG. 11A
CF test
Group Horse Day -1 Day 7 Day 13 Day 27 Day 41 Day 49 Day 56
A 68378 <5 20 20 10 40 20 40
A 68473 <5 5 10 10 40 20 20
A 68504 <5 10 20 10 20 10 40
A 68685 <5 10 10 10 20 20 10
A 68703 <5 20 40 20 80 40 160
A 68716 <5 80 80 40 160 40 20
A 68837 <5 20 40 40 40 40 20
A 68871 <5 40 40 20 20 20 40
A Mean <5.0 25.6 32.5 20.0 52.5 26.3 43.8
B 68460 <5 <5 5 20 40 20 80
B 68551 <5 <5 <5 20 80 40 20
B 68564 <5 <5 20 20 160 80 160
B 68581 <5 <5 <5 40 160 40 80
B 68594 <5 80 40 40 40 20 20
B 68638 <5 <5 <5 20 80 40 40
B 68642 <5 <5 10 20 80 40 80
B 68655 <5 <5 <5 5 30 40 40
B Mean <5.0 <14.4 <11.9 23.1 90.0 40.0 65.0
C 68430 <5 <5 <5 <5 <5 <5 160
C 68443 <5 <5 <5 <5 <5 <5 80
C 68577 <5 <5 <5 <5 <5 <5 40
C 68625 <5 <5 <5 <5 <5 <5 80
C 68672 <5 <5 <5 <5 <5 <5 80
C 68698 <5 <5 <5 <5 <5 <5 160
C 68841 <5 <5 <5 <5 <5 <5 160
C 68988 <5 <5 <5 <5 <5 <5 160
C Mean <5.0 <5.0 <5.0 <5.0 <5.0 <5.0 115.0
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Figure 11 (2/2)
FIG.11B
VN test

Group Horse Day -1 Day 7 Day 13 Day 27 Day 41 Day 49 Day 56
A 68378 <5 <5 5 5 20 40 40
A 68473 <5 <5 5 5 20 40 20
A 68504 <5 <5 10 5 20 40 20
A 68685 <5 <5 5 5 20 40 20
A 68703 <5 <5 10 5 20 20 20
A 68716 <5 <5 <5 <5 10 20 20
A 68837 <5 <5 <5 <5 20 40 20
A 68871 <5 <5 10 10 20 40 80
A Mean <5.0 <5.0 <6.9 <5.6 18.8 35.0 30.0
B 68460 <5 <5 <5 <5 5 10 80
B 68551 <5 <5 <5 5 10 20 20
B 68564 <5 <5 <5 <5 10 20 80
B 68581 <5 <5 <5 <5 10 20 40
B 68594 <5 <5 20 20 40 40 40
B 68638 <5 <5 <5 <5 10 10 10
B 68642 <5 <5 <5 5 5 20 80
B 68655 <5 <5 <5 <5 10 10 20
B Mean <5.0 <5.0 <6.9 <6.9 12.5 18.8 46.3
C 68430 <5 <5 <5 <5 <5 <5 <5
C 68443 <5 <5 <5 <5 <5 <5 <5
C 68577 <5 <5 <5 <5 <5 <5 <5
C 68625 <5 <5 <5 <5 <5 <5 <5
C 68672 <5 <5 <5 <5 <5 <5 <5
C 68698 <5 <5 <5 <5 <5 <5 5
C 68841 <5 <5 <5 <5 <5 <5 <5
C 68988 <5 <5 <5 <5 <5 <5 <5
C Mean <5.0 <5.0 <5.0 <5.0 <5.0 <5.0 ~5.0

16/49



0000000
0000000

6666666
(sAep) uoneing




0000000000
0000000000

9999999999
(sAep) uoneing




WO 2013/142371 PCT/US2013/032491

Figure 14
FIG. 14A  EHV-1 DNA Polymerase polynucleotide sequence alignment
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Figure 14 (continued)
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Figure 14 (continued)
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Figure 14 (continued)
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Figure 14 (continued)
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Figure 14 (continued)
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Figure 14 (continued)

FIG. 14B EHV-1 DNA Polymerase full length protein sequence alignment
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Figure 14 (continued)
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Figure 14 (continued)
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Figure 14 (continued)

FIG. 14C EHV-1 DNA Polymerase protein sequence alignment (full-length and partial)
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Figure 14 (continued)
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Figure 15

FIG. 15A EHV-1 glycoprotein C polynucleotide sequence alignment

AY464052 (gC)
AY665713 (gC)
gC of RaclLll

NC 001491 (gC)

AY464052 (gC)
AY665713 (gC)
gC of RaclLll

NC 001491 (gC)

AY464052 (gC)
AY665713 (gC)
gC of RaclLll

NC 001491 (gC)

200

AY464052 (gC)
AY665713 (gC)
gC of RaclLll
NC 001491 (gC)

AY464052 (gC)
AY665713 (gC)
gC of RaclLll

NC 001491 (gC)

AY464052 (gC)
AY665713 (gC)
gC of RaclLll

NC 001491 (gC)

AY464052 (gC)
AY665713 (gC)
gC of RaclLll

NC 001491 (gC)

AY464052 (gC)
AY665713 (gC)
gC of RaclLll

NC 001491 (gC)

(1)
(1)
(1)
(1)

(51)
(51)
(51)
(51)

(101)
(101)
(101)
(101)

(151)
(151)
(151)
(151)

(201)
(201)
(201)
(201)

(251)
(251)
(251)
(251)

(301)
(301)
(301)
(301)

(351)
(351)
(351)
(351)

PR aratind B SEERE \\ VNI R e

ATEIGHETGCUTRATCETUGTGAGRTTY ‘\:r TGUGE TS EGTRY

SINATTOY

RIP RS
s ~\ & 3 AR AR SR
AT R 'i.m.\\.t LR

RN

o talelny

R B
SRRGS
R R

¢ R R e
TEETGEREICHCE TR TOTARTE TR

TR RATETY Skt

X TR PR RS
BHe s PP TR AN

100

\\\.\\ o
X

TR
LR GRS
A R S B R

bR crat
sk A AR

SR

G A P

Sty
BRBHREA i

\\‘u RS
G R g

SR
il

R R TR
TRGETUTRERGETAL A

SN NN R
TREOERAROEAT

ontoeord

NN
CEESRE R H RO L R S Dt

R N e iy e B A T A T P o e O A e W R e N e e
R A T T AR T N TGO O O TSR AU T A TRUTRAGE TOCRAGEE

150

Teh e on FHH CACRCONACTORORORA :\ T IRARTOTARSTROCaDR

ST ARG TR RAUTOREN RS R R R s et

/

R R R e R S R R R A S R e S R e s
AERETREE A A R A T A R AR T R AT O T RS T RGN
R L A ,«\ \,‘-.;.‘-x SR PN TR R e B s D G A b B T S A AR AN
AERGTROGIRS AR T A R RO PO AR T TR B TR GUN
B R I N S N B G S N U R e .\.sq\\ ST A R

A A R R A R T AR CRR O TR AR PO RRCTRCOEEA

151

Ronhes Fantand et

SRR
Ledtatata A

SRR AR
\«, ‘M\A\u AN ,:,‘“

SN AR e
HARTEE \\«\\‘3;‘,\:\‘1 TOTRE
™
Koo
%

CNeRN SRR PRI CHEHRL VAR
\J\u&:&@ SAREY ,:1,\:\\ DL TR TAUAGE c\ 3

33
R ~\
Ehid

SR N
R Mw\\,. T AR

\
B i
\."'3\( RIRATEOY
MR

e R e Soona ARRTO
Lt L SRS sl RN b

201

D i B DR S
RERCTCOUNTGERX

B pntre o

SN R
AT GUR A NGARG

B e e

a.*!\. RS RRRh B AR i Soaliniolad] \.\“\\,-\,“

A R R R e R e A A T AR R R AT jout
JERETEOORTE 3%3 R D A R A R R T TR

R SRR N R e O R P R N e e
AR DEECRTE AR T A N G AR GARET U TR AT WINGE

251

¥ et ‘\ i\"\
Sadietd

L e
Lol ilatatods
A

AN

27
9%
s

3
v

o
£
<3

N
3k

7
L
£s

iRt R b N on i e R s
ERRERGE ATEANT & G RREROET

.//
ot

TEL A ETNNNN DR b NI TN o AN
TRUTAS AV ERCE e AN CANERTUGE T AGRUEY 3‘?@*‘«-\\&-

301 350

THACTTAR

G mea
TR T IR RCEARGEE S

R A R
CRGUUGATERRG

VX
\\. BESR

AR R

N -\\ AN N AR

pfanlimctnns

Aehakis SHCHR I A e e N e R et b
S g e S T i e g g
100 R GG G R L S L R e e R D e

351 400

N N O e R R T R oy ‘\ B I N I SRR NN Y
ity At GG GEUENTGRAGASAACTACA PEARCCAT ANCGEEATEN

ERE

HINETALS B

R R N R s R e AR R P A R S RS R A R

ST AU GG U AUGRA G A ASRU T R A TR UC AT AR EEGUATRR

“\--n\n\v\s\.‘\:\. AN R Foddes \ VRS e R N e
et SRt ak, SRR R AR ‘\::‘\;:., ..4.\\‘~\\\~\?\ s A \\é\\.\ R R W U R e ;*‘.5. Y,

34/49



WO 2013/142371

AY464052 (gC)
AY665713 (gC)
gC of RaclLll

NC 001491 (gC)

AY464052 (gC)
AY665713 (gC)
gC of RaclLll

NC 001491 (gC)

AY464052 (gC)
AY665713 (gC)
gC of RaclLll

NC 001491 (gC)

AY464052 (gC)
AY665713 (gC)
gC of RaclLll

NC 001491 (gC)

AY464052 (gC)
AY665713 (gC)
gC of RaclLll

NC 001491 (gC)

AY464052 (gC)
AY665713 (gC)
gC of RaclLll

NC 001491 (gC)

AY464052 (gC)
AY665713 (gC)
gC of RaclLll

NC 001491 (gC)

AY464052 (gC)
AY665713 (gC)
gC of RaclLll

NC 001491 (gC)

AY464052 (gC)
AY665713 (gC)
gC of RaclLll

NC 001491 (gC)

(401)
(401)
(401)
(401)

(451)
(451)
(451)
(451)

(501)
(501)
(501)
(501)

(551)
(551)
(551)
(551)

(601)
(601)
(601)
(601)

(651)
(651)
(651)
(651)

(701)
(701)
(701)
(701)

(751)
(751)
(751)
(751)

(801)
(801)
(801)
(801)

PCT/US2013/032491

Figure 15 (Continued)
450

S e P O e 3

RN AR
SN R S ik b SR S S U LR SO RN L

R
SULLTET

AR
R R
ARTETER

Pt aei tungha b kactraantaet s nabdn e el s o i achantont i 8
AR CAGAITCTGU TR TR TTOTOARCEECR

SEIIRL Y N
L“n««www&&‘u\%wA»\

HEs N
ACTOlEaETaTYed

R e e g R b G
AR PRGN

R i e R ]
AGGRATOX

Y s X
AREE0E

451 500

g AN RPN O TR R R N R e SR
AGEERETRGUCASETREEAGE IR TCCUAGRIAGERUT AN ARRGURUEAGEY
R

A O A N A N N ARSI T AT A R R B

B B T A T S R s W S G CHH TR N S i o CDE S R  EERRN
Foivees v e e W R R
A A A N R D A e A A T R A T R e

TR AT N N SR N NN e ‘\.\ PR )
PATEEERAGRUIARNI T RECRA N

.

AAENTR
ks

ST e i g e ¥ TN
TR :1\ ‘zm X & AT B ML S et

- AN R N Rt
\.\'\,.\,. R .A\\‘.&\\, ‘\ e \\\:e.

CRLTEAG

% ; : R
O O IO A SRR

et g o pel el

G S
SE R S R B Lt 1R R

TR

"\“ B SN

RUGERUEGHOATY
B R R S R
SRS ERTTY ?-\c

~.,,...\

ITE TR T PR O R 1 AN D ats Fatnt SRR, w Y
B L G GRS S I S o e S X i SR MG e SR S e S
b \\‘u\ . AN T LT N AN D ats Fatnt PTRATRY w Y
B L G GRS S I S o e S X i SR MG e SR S e S

601 650

R R
SUORER

o

S
e S B e N 3y :

R R G
B RS RIS RS,

SRR B W SRR D WO SRR TNy

I R S T
¢ e
RN TR

PR LTy

e g Y ;\ T S R e R S e )5\ S T RS SR
N

Ll ARG R U AR W R s G WA

S
SR

R P G R R \ s \.\ e IO E R R e pereres .s.\ R RN

X 3
AR CET TS ACAGTAIT AGUGT T AN CEEETE

A A R R
AARS SN *\

T T A B A N R e N O A S e
LA SN SN 3 X

i R
AR L ARG AL S UL

651 700

SR i ! R R
S A A TR TGRSO DR T ORI A GUE T ERNREEEERER

SR B ¥ S o gt got g B

N A A R N A D GRS DO N ORI R GUC VA RN EEASE R

o

e Nesevgi N A e NN PN S S R e

A A G N G R D P e T P RO EAGUE T AR EEAS

AN gt 3 RPN R R T T e i o A
ARCBCRCOETTROTGEREETE GRATUTGARGHEEERRR

701 750

e e g SR B e
ACTRONGERUECAIRTGUETHETNGEUS x:‘*?\ SETTN RASEEERIDE S U (i te R b B i & e

W
AUTACAGREUUNETGUET

gz an dro Wy 3
.\*\\‘\ RIS

A g g g i S e s st et
S

SRR T -\\ -<\ .«\ AT \\ SR EREN e
ORI T PR A URGIITEEETE
\-\\‘\\\\‘\i\‘\ NN N N Y -\-«‘n\\‘\\ ‘\

DOCAURGRGITONS

e 3 S
ki TN

CENEES ot ! Toay
A :\'\,.*\,. PRI R I

r‘«.
P

o
,5/
b
v
4
e
Y
?
4

ol PR L s Tondy \

R TR ) e NS i R S R O

B R T R L VO B S e ,\\\\.
R Bk

RIS R e B p R S “\\3\; AN

A A R R
ARGETEUGHETRITRUA SRR

BT o 0 R B
BRSO RS \\\v:\‘ N \é

N
R I S e R N R R
SAASUTEOEETENTATRAARRT

B N R R R A
ARGUIECEETEETRCRARRA

denEdnidhori i ina it
GUOTRERGE IEAOT T AR RAGTAL
R SN m\-\\‘\\\\‘\i\‘\ RN NN

R BR B B R R TROAARK '\ TEAY

Rkt et G A Ao
N G g Rty DT RCAARETACHE

Ny

5
o
X

53
&

B
~\§.~. \\\ \_\ A

N

o]
AR

.*»\q WX ARES ‘\‘v\{?\’) & .\5“”“?“ LRI R Rph s 3\ AR i

NS

'\“\\ R B R Stk 3

N '.\\\a\'\' ki <ea.\!.-.\\\\\.‘\ Re
R

B R G e e S FE G R T R RS

S

08 TR
HHEET T

_\ s

N ater St et o e e

i Qe By
Xk

RROTOTR

Sk

N ater St et o e e

O TR T O RCCO N ARTO O
¢ ¥
IR ANTL SRATCTENN

35/49



WO 2013/142371

AY464052 (gC) (851)
AY665713 (gC) (851)
gC of RacLll (851)
NC_ 001491 (gC) (851)

AY464052 (gC) (901)
AY665713 (gC) (901)
gC of RacLll (901)
NC_ 001491 (gC) (901)

AY464052 (gC) (951)
AY665713 (gC) (951)
gC of RacLll (951)
NC_ 001491 (gC) (951)

AY464052 (gC) (1001)
AY665713 (gC) (1001)
gC of RacLll (1001)
NC 001491 (gC) (1001)

AY464052 (gC) (1051)
AY665713 (gC) (1051)
gC of RacLll (1051)
NC_001491 (gC) (1051)

AY464052 (gC) (1101)
AY665713 (gC) (1101)
gC of RacLll (1101)
NC_ 001491 (gC) (1101)

AY464052 (gC) (1151)
AY665713 (gC) (1151)
gC of RacLll (1151)
NC_ 001491 (gC) (1151)

AY464052 (gC) (1201)
AY665713 (gC) (1201)
gC of RacLll (1201)
NC_ 001491 (gC) (1201)

AY464052 (gC) (1251)
AY665713 (gC) (1251)
gC of RacLll (1251)
NC_ 001491 (gC) (1251)

PCT/US2013/032491

Figure 15 (Continued)
851 900

R Y elab o
SHIRGEARTRCE

SRR
PUSRIER G R Lk

3 SN ot SR SRR A e
T TE TR TCCCEETINE P ST

g AN \.\\ o}
EMATE PO T AT CCUGRETING

S et e e e
& SRR AR B SR R
£ e R i s TR (I a\“.\\wx SN B AR B \.\r\.«\\\ SRS AN
IS PO T A OO GE I I CEUUEENEAGEAN TSR A MR
B o b p e s § 3 S B L R O A AR
AR a.*} o0 \a\.\\ \::\;: d Lt S L S A B R R i e

RN R e T R e ey S ohe S R A R
TETAGUS TREACTRGT SRR S TR ISR ,31 DRI <\«\\*\t\
R A S R R
B L R R BR i\.\'\:\\,.;‘\ R \‘\\'\‘.\. AX

SR R
TERTERG

R SRR
MRIRTAGUUSR

951 1000

3 o 3yl W s Bt AR o 3 R

M 3 3 % s i s AN s » o
ARG R o S O o O e S e D R S S S
SR A PPN TR R, AR R
BGEPE iy SOUOARNTUETEY ‘x,.&..-i A bt

R

g : ; i g
[ DT O R S O R R A R e e R O

g R e e TN e R A s 5
AU DRI TSI DN TN GUCIlRRECEITETCCE T UTIRATARG

1050

.
\\\\\"\\
XN R S R S
STRCUGAGURICHGEETG

S G N S N R
R AN RO SRS I RO

=, "\' NN S AN N Y \-\v‘\\\’\ SRR R S At ¥ v"\\\'\ J i ity 8 »
PO ] ‘\;:i:. A A A N T AR TR

T T A O OO T A AT
B R R S D RS R N B .{«Q“(‘l\\}&‘&.\\ Ll A

B o] o CAN
<v\~\\§.\v\»~\s~ Y ‘\“ BRp R AR TRt

B s P ol bty
ARG TVRCE

AGEEARACGEEE TR TRCGEHITARN 1‘“‘ A EARESRCGGEHETR

1100

AT AT ARG ET TG ARNGR
Ti?&?fTCGT@@?LA&?*‘\”QRC“‘”“““Q”ﬁ”mmﬁmeSQTC&&“&S‘
TQ?C?A?QGT&@?C.CT*““ﬁaRﬁ“‘”“““Q”ﬁ”mmﬁmeSQTC&&“kS‘
TLEEINIGETCE ARG TR GURE TAGREEERTEL SUARGR

1101

SRR e S UL e e
O GRAC AR GERAGTETRCCUT AGINAG GEENTTGETY ARSI
SRR SN O ARG TCO T TR
O GRAC AR GERAGTETRCCUT AGINAG S SHT R R R S S
SN TR .\ S R N S P fan T, B R N Y
IR SO S D B R I e T D S GO I O SR e e B B S

B e e
XA \." ,.\r’\ ‘\.' \\*\\,. A

R B SRR Y AT

SR R R R Ra\\&\@x

e tand
CONAG

1151 120

’/'/o

@w-«umwwwﬁ.wcggthﬁﬁw AR CO ARG ES AT TACO T AT
A R R R S R R R R SRR AR RN SRS R R S
Iateltuhalaatatlautaiig AR GEEAGRAGEENG AT G T
i A R i : AT S B e R
b ::*\,. B ‘\\\\'\,\\,.xv‘.‘.‘ 3 :.\\\\x‘x‘\ B R R L N A e R AR BT B S

g S A A RN R e SR R

SROETOR AGRGARTHEGERG ey SR RO R B i

1201 1250

B o e IRt e 3 el
A RGRGEEE AT UG RGO TGRS

','

R R R
PRI T TOGERERURGTEETATR

AN ST e N Sy R nrad

AR R R e 0 a.*}\.A\:f\:\'k,.\,. R SRS

RV SRR N SRR 5 R I G e Yot

AR SHETRGEEOERSGRERTSET AR R R AT

A AN R A GRS R GG T A DT T VUGN ARG TEETATS

—
AUGREG

SN .-‘- S
&

Ny VNN

SRR St
o

TUEOCEATTENTGAGER ..3‘

TR
Rakekaar

TRTEAS
SRR S S eah e Cheet L e e e e e
AR GUE T O GRT T ETPGRAGE A NG UGS Y SARERTEATER
T s oaraes ot SR RN R R P e e e e .\\ *rw IR NN N R e N e
AR GUE T O GRT T ETPGRAGE A NG UGS A3 SARERTEATER

36/49



WO 2013/142371 PCT/US2013/032491

Figure 15 (Continued)

AY464052 (gC) (1301) ¢ SEIEG G EUAT TR GUTEERTIGTTC Y
AY665713 (gC) (1301) ¢ R SR AT BTG :
gC of RacLll (1301)
NC_ 001491 (gC) (1301)

AY464052 (gC) (1351)
AY665713 (gC) (1351)
gC of RacLll (1351)
NC_001491 (gC) (1351)

AY464052 (gC) (1401)
AY665713 (gC) (1401)
gC of RacLll (1401)
NC 001491 (gC) (1401)

Sequence identity percentage:

AY464052 (gC) (SEQ ID NO :7) : AY665713 (gC) (SEQ ID NO:9): 99.9%
AY464052 (gC) (SEQ ID NO :7) : NC_001491 (gC) (SEQ ID NO:11): 99.9%
AY665713 (gC) (SEQ ID NO:9) : NC_001491 (gC) (SEQ ID NO:11): 100%
gC of RacL11 (SEQ ID NO:34) : AY464052 (gC) (SEQ ID NO :7): 99.6%
¢C of RacL11 (SEQ ID NO:34) : AY665713 (gC) (SEQ ID NO:9): 99.7%

¢C of RacL11 (SEQ ID NO:34) : NC 001491 (gC) (SEQ ID NO:11): 99.7%
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Figure 15 (continued)

C protein sequence alignment

FIG. 15B EHV-1 glycoprotein
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Figure 15 (continued)

Sequence identity percentage:

AAS45900.1 (SEQ ID NO:8) : AAT67273.1 (SEQ ID NO:10): 100%
AAS45900.1 (SEQ ID NO:8) : YP_053061.1 (SEQ ID NO:12): 100%
AAT67273.1 (SEQ ID NO:10): YP_053061.1 (SEQ ID NO:12): 100%

gC protein of RacL.11 (SEQ ID NO:35) : AAS45900.1 (SEQ ID NO:8): 98.9%
gC protein of RacL11 (SEQ ID NO:35) : AAT67273.1 (SEQ ID NO:10): 98.9%
gC protein of RacL11 (SEQ ID NO:35) : YP_053061.1 (SEQ ID NO:12): 98.9%
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Figure 16

PCT/US2013/032491

EHV-1 DNA polymerase (Pol) gene (AY464052) from EHV-1 V392 strain (SEQ ID NO:1)

61
121
181
241
301
361
421
481
541
601
661
721
781
841
901
961

1021
1081
1141
1201
1261
1321
1381
1441
1501
1561
1621
1681
1741
1801
1861
1921
1981
2041
2101
2161
2221
2281
2341
2401
2461
2521
2581
2641
2701
2761
2821
2881
2941
3001
3061
3121
3181
3241
3301
3361
3421
3481
3541
3601
3661

tcagctttga
ttcttecctee
ggttttegty
tgttctcaca
ggagaaatag
ggcgaggteg
ggggttttgg
ggtctgcgea
catggcgage
tgagcggcte
acggttgtac
ccccacceat
gtcgtacaac
tttgcggace
cttettettyg
cgctctaaag
ctcgtacgte
gacggagtaa
ctcgegegte
tatcgtggta
gaatccgtaa
tgcctecteg
gtcgegeage
ttggtcacce
ttcatcgage
gctagcgaag
ctttgctecce
agtagcgcca
gtcgaaggcy
ctgactgtca
cagcaagcac
acgggcgagt
gcccaccagce
tcecegegtaa
gtctceccacyg
atacatgtct
cgtggcgatyg
cttgatgtta
gttgtageceg
cagctcgtac
tgcaaacgag
gtggttctga
gttagttgee
gcacatgagce
agtacagtta
acgctcteceyg
gtccaacaac
aaagttgtcg
agctggetta
gtcecgecagac
gcecgttgeca
gcgcacgagt
gtaaaaataa
tcccagecagt
atcgtgtgag
ggggttgaat
gcaacctccg
tgggcgetee
gaggcatctt
gggcettagg
gccaataaac
cat

tggggagctg
gotgtaaagg
ggggtcttgt
tcatttccga
tagtctgtgt
gaaaccagca
gcggtaccge
actatcacat
ttaaagtaga
agctcagcag
gcectctacca
tctgcgggag
aaaagatcta
aggtcgaccce
gtgatcagca
aggtccgcetyg
aggcccacaa
ggcttgtogt
gcccaacgag
acggtagccyg
accgagttge
ggggtgctygg
aagatgccaa
acctcgaacyg
gccagggtyg
tcaaacacaa
tggtagccca
gatcctgcgg
tggctttgge
aaccggcgte
gtgtacacgc
ttggccaccy
ctagagtcct
taggaggota
accgcgtcga
agagatatca
tcccacacct
tacaccgacyg
gtggcgaact
tcgetgtcaa
tattcctcag
gtagcaagcg
actgggaacyg
ttatagtcgg
atctccacgt
tgggtgccgg
agcecgegtyy
cagatgaacc
gatccaaagt
acgtgctttc
tttcccaggg
tctgcctegyg
tggcgcacac
gttaccacag
gcgeteteeg
ccatcgecce
gaggcaaagt
aaggtgccca
ggagctataa
cgctetgtet
ggattaaaaa

cttctagagt
gcgtcagett
ggggggtttce
atagagcctt
ttagcggtac
gtttgcgttt
gcattgagtt
acggaattct
cogtgaggty
tcataacgaa
gcactcgecee
gcacgtctgt
ccagatgtcg
ccttecatgag
gcagtcgetyg
aaatctgacg
acttgataaa
ttcggaaacc
agtgaacgta
ctatcctcag
atatcacctt
tggggattcyg
gcaggcttte
tcgagtagtt
tgaaacagag
ccacggggtce
cggccecteee
cgteceggggt
tatccatagce
tgttgtetyy
gaatttgctg
ccgatagtte
ggatacaata
tttctttata
gtttgtaget
ggccattgat
taaacagccce
ttaccttgtt
cgggagagta
actccaaaac
agatatcgca
agtacagcag
ccatttegtt
gccaggcagce
cgcttgaggt
gtcgcaggcy
tcacgtccac
ctcececaggeyg
agtacagcgt
cgcecccacca
ccgegetcaa
tggttattce
catagacgtyg
acccgcttgy
aagtctctac
gaaaatcctg
tcagcacgtce
cgtgtacacc
acttaaagct
ccgeggtetyg
acccgctect

acaaaaaact
ttcaaagccyg
cggaataaac
aaaggtcacg
gtcattcteg
aggttggggy
tactacaccc
ctettttacyg
cggcaggege
ctcgegcacyg
aaacttgtca
cacctttget
cgcgtacaag
catcttccce
aaaggtcttc
cgacatagca
cacggagtcyg
tatagcccet
atctcgggte
acacggcaac
aatcgcagac
cgcectecacce
gcgaatatgg
gacggatogt
gttatgggee
cacatgaaag
gacgccgage
accgtccaca
caactccgaa
caaaatgaaa
accgtcaaaa
cagatggggy
ctctecctatt
gggaaggtct
gggtagettt
tttcacctty
ccetttgttyg
aactatgtac
ctgcttgaga
cgtecggtetyg
tgacccgagyg
acaggagatc
acccgttcca
ctcgtetggt
gacgtgtcge
gtaccaccca
gcteccecteg
gctgctggag
cgtgtggcac
tcececcegeeyg
agccgagetyg
acaagcgcta
aaccgcgact
gcgggatagce
tatgtcgtac
gcecgttceccaa
gtactctgag
gcgtegetgg
acccacctct
cccgettece
gcgaacggag
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gtatgcagta
gcgegetcaa
cgctttaaaa
cttatggtac
gaaacatagg
cgtgecggtet
gcttegegtt
ctgggcagtt
ttgttggtat
tccaagttgg
aagccgctcyg
gccgecgtyg
tttatgaaag
ccgtttatga
tcacactcca
tcececccaget
gtgtctcegt
ggaaaattgt
ttgaggagca
aggccgtttyg
tgctgettat
gcetttegea
gcgtggacaa
tgaagcccgyg
tggataatgce
ccggatacgg
ttceccgecte
ccgtegggtt
gtctctgacyg
tttetetege
attacccgeg
aggtacttaa
acgcccctee
atcttatget
agctttteccyg
ctcttecttet
aacttgccgt
gcccagtcaa
aaggtcagga
ggctcgecge
gaaaacagca
tggatgacca
gctttacact
atcggctcca
tcaacggggc
aaactggtaa
aattttgtaa
gcagatactc
acggtctcca
ctgcecgecge
tgcgcgecagt
tccaccteeg
cgctttecac
tcagcaaacc
acgtgaaatc
acccgaatcce
ccatcgcagt
teggcggagg
gtgcagtacyg
ggcctgaaaa
ttggcctgtt

ttcgacgact
gcagtgcectyg
gattttetgt
ccaacaggtyg
tcgggtette
tggttaccac
ccgeggecte
cttcattcct
acgattcggyg
gggcagtgat
gtagcgggcy
ccacatccte
agcagttatt
cacctatgta
gtttgatagg
ccgatacccce
agataaccct
ccteccageag
tgtcgegtee
ccacccecgt
ctagtaaaac
tggccageca
aaaataactt
ccagatccac
ttgggtataa
ggtctagaac
cgttttcaga
cgtctgtact
cggegtetge
gggcgagttt
ttagggtgat
aaaacagctt
ggtcaggcce
cgccgaggac
tcgecacaga
gaaaatggtt
acccgtccag
aattaacgat
aggcaaccag
gctggacgea
gggtgtgttce
ggtcctettyg
ctatatcaaa
ggttatcagg
gaagttgaac
aattttcatt
tctecgggty
tatagtagag
ctttgaagca
tetgtttgee
ccaccattge
cctttgecat
actcgctcat
tggatggate
tctcaaatct
tgcgaggcca
acactttggg
cttcttcatc
agtgttgggy
atggcctett
cgcgegecge
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Figure 16 (Continued)

EHV-1 DNA polymerase (pol) protein (AAS45914.1) encoded by AY464052 from EHV-1
V592 strain (1220aa) (SEQ ID NO:2)
MAAREQANSVRRSGFFNPFIGKRPFFRPGSGQTAETERPRPPQH
SYCTEVGSFKFIAPRCLDEEAPADQRRGVHVGTLERPPKVYCDGSEYDVLNFASGGCW
PRRIRVWNGQDFRGDGFNPRFERFHVYDIVETSESASHDDPSRFAELSRPSGSVVTLL
GMSECGKRVAVHVYGVRHYFYMAKAEVDSACGITTEAELVRAMVDCAHSSALSAALGN
GNGGKQSGGSGGGWWGGKHVSADCFKVETVCHTTLYYFGSKPALYYRVSASSSRLGGE
ICDNFHPEITKFEGSVDVTTRLLLDNENFTSFGWYRLRPGTHGERVQLRPVERHVTSS
DVEINCTPDNLEPIPDEAAWPDYKLMCFDIECKAGTGNEMAFPVATNQEDLVIQISCL
LYSLATQNHEHTLLFSLGSCDISEEYSFACVQRGEPRPTVLEFDSEYELLVAFLTFLK
QYSPEFATGYNIVNFDWAYIVNKVTSVYNIKLDGYGKFNKGGLFKVWDIATNHFQKKS
KVKINGLISLDMYSVATEKLKLPSYKLDAVVGDVLGEHKIDLPYKEIPSYYAGGPDRR
GVIGEYCIQDSRLVGKLFFKYLPHLELSAVAKLARITLTRVIFDGQQIRVYTCLLKLA
RERNFILPDNRRRFDSQADAASETSELAMDSQSHAFDSTDEPDGVDGTPDAAGSGATS
ENGGGKPGVGRAVGYQGAKVLDPVSGFHVDPVVVFDFASLYPSIIQAHNLCFTTLALD
EVDLAGLQPSVNYSTFEVGDQKLFFVHAHIRESLLGILLRDWLAMRKAVRARIPTSTP
EEAVLLDKQQSAIKVICNSVYGFTGVANGLLPCLRIAATVTTIGRDMLLKTRDYVHSR
WATRELLEDNFPGAIGFRNHKPYSVRVIYGDTDSVFIKFVGLTYEGVSELGDAMSRQI
SADLFRAPIKLECEKTFQRLLLITKKKYIGVINGGKMLMKGVDLVRKNNCSFINLYAR
HLVDLLLYDEDVATAAAKVTDVPPAEWVGRPLPSGFDKFGRVLVEAYNRITAPNLDVR
EFVMTAELSRSPESYTNKRLPHLTVYFKLAMRNEELPSVKERIPYVIVAQTEAAEREA
GVVNSMRGTAQNPVVTKTARPQPKRKLLVSDLAEDPTYVSENDVPLNTDYYFSHLLGT
ISVTFKALFGNDVRTTENLLKRFIPETPHKTPTKTQALLERAGFEKLTPFTPEEESRR
ILHTVFCTLEAAPHQS

EHV-l DNA polymerase (Pol) (AY665713) from EHV-1 Ab4 strain (SEQ ID NO:3)

tcagctttga tggggagctg cttctagagt acaaaaaact gtatgcagta ttcgacgact

61 ttcttcectece ggtgtaaagg gcgtcagctt ttcaaagccg gcgcgctcaa gcagtgcecctg
121 ggttttcgtg ggggtcttgt ggggggtttc cggaataaac cgctttaaaa gattttctgt
181 tgttctcaca tcatttccga atagagcctt aaaggtcacg cttatggtac ccaacaggtg
241 ggagaaatag tagtctgtgt ttagcggtac gtcattctcg gaaacatagg tcgggtcttc
301 ggcgaggtcg gaaaccagca gtttgcgttt aggttggggg cgtgcggtct tggttaccac
361 ggggttttgg gcggtaccgc gcattgagtt tactacaccc gcttcgecgtt ccgcggcectce
421 ggtctgcgca actatcacat acggaattct ctcttttacg ctgggcagtt cttcattcct
481 catggcgagc ttaaagtaga cggtgaggtg cggcaggcgc ttgttggtat acgattcggg
541 tgagcggctc agctcagcag tcataacgaa ctcgcgcacg tccaagttgg gggcagtgat
601 acggttgtac gcctctacca gcactcgccc aaacttgtca aagccgctcg gtagcgggcg
661 ccccacccat tctgcgggag gcacgtctgt cacctctgct gccgccecgtgg ccacatcctce
721 gtcgtacaac aaaagatcta ccagatgtcg cgcgtacaag tttatgaaag agcagttatt
781 tttgcggacc aggtcgaccc ccttcatgag catcttcccc ccgtttatga cacctatgta
841 cttcttcttg gtgatcagca gcagtcgctg aaaggtcttc tcacactcca gtttgatggg
901 cgctctaaag aggtccgctg aaatctgacg cgacatagca tcccccagcect ccgatacccc
961 <ctcgtacgtc aggcccacaa acttgataaa cacggagtcg gtgtctccgt agataaccct
1021 gacggagtaa ggcttgtggt ttcggaaacc tatagcccct ggaaaattgt cctccagcag
1081 ctcgcgcgtc gcccaacgag agtgaacgta atctcgggtc ttgaggagca tgtcgcgtcc
1141 tatcgtggta acggtagccg ctatcctcag acacggcaac aggccgtttg ccacccccgt
1201 gaatccgtaa accgagttgc atatcacctt aatcgcagac tgctgcttat ctagtaaaac
1261 tgcctcectceg ggggtgctgg tggggattcg cgccctcacc gcectttcgca tggccagceca
1321 gtcgcgcagc aagatgccaa gcaggctttc gcgaatatgg gcgtggacaa aaaataactt
1381 ttggtcaccc acctcgaacg tcgagtagtc gacggatggt tgaagcccgg ccagatccac
1441 ttcatcgagc gccagggtgg tgaaacagag gttatgggcc tggataatgc ttgggtataa
1501 gctagcgaag tcaaacacaa ccacggggtc cacatgaaag ccggatacgg ggtctagaac
1561 ctttgctccc tggtagccca cggccctcecce gacgccggge ttcccgectce cgttttcaga
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1621
1681
1741
1801
1861
1921
1981
2041
2101
2161
2221
2281
2341
2401
2461
2521
2581
2641
2701
2761
2821
2881
2941
3001
3061
3121
3181
3241
3301
3361
3421
3481
3541
3601
3661

agtagcgcca
gtcgaaggcg
ctgactgtca
cagcaagcac
acgggcgagt
gcccaccagce
tccecgegtaa
gtctcccacg
atacatgtct
cgtggcgatg
cttgatgtta
gttgtagccg
cagctcgtac
tgcaaacgag
gtggttctga
gttagttgcc
gcacatgagc
agtacagtta
acgctctccg
gtccaacaac
aaagttgtcg
agctggctta
gtccgcagac
gccgttgecca
gcgcacgagt
gtaaaaataa
tcccagcagt
atcgtgtgag
ggggttgaat
gcaacctccg
tgggcgctcc
gaggcatctt
gggccttggg
gccaataaac
cat

gatcctgcgg
tggctttggc
aaccggcgtc
gtgtacacgc
ttggccaccg
ctagagtcct
taggagggta
accgcgtcga
agagatatca
tcccacacct
tacaccgacg
gtggcgaact
tcgctgtcaa
tattcctcag
gtagcaagcg
actgggaacg
ttatagtcgg
atctccacgt
tgggtgccgg
agccgcgtgg
cagatgaacc
gatccaaagt
acgtgctttc
tttcccaggyg
tctgcctcgg
tggcgcacac
gttaccacag
gcgctcteecg
ccatcgcccc
gaggcaaagt
aaggtgccca
ggagctataa
cgctctgtcet
ggattaaaaa

Figure 16 (Continued)

cgtcecggggt
tatccatagc

tgttgtctgg
gaatttgctg
ccgatagttc
ggatacaata
tttctttata
gtttgtagct
ggccattgat
taaacagccc
ttaccttgtt
cgggagagdta
actccaaaac
agatatcgca
agtacagcag
ccatttcgtt
gccaggcagc
cgcttgaggt
gtcgcaggceg
tcacgtccac
ctcccaggcg
agtacagcgt
cgccccacca
ccgcgctcaa
tggttattcc
catagacgtg
acccgcttgg
aagtctctac
gaaaatcctg
tcagcacgtc
cgtgtacacc
acttaaagct
ccgcggtctg
acccgctcct

accgtccaca
caactccgaa
caaaatgaaa
accgtcaaaa
cagatggggg
ctctcctatt
gggaaggtct
gggtagcttt
tttcaccttg
ccctttgttg
aactatgtac
ctgcttgaga
cgtcggtctg
tgacccgagg
acaggagatc
acccgttcca
ctcgtctggt
gacgtgtcgce
gtaccacccg
gctcceccteg
gctgctggag
cgtgtggcac
tccecececgecg
agccgagctg
acaagcgcta
aaccgcgact
gcgggatage
tatgtcgtac
gccgttccaa
gtactctgag
gcgtcgctgg
acccacctct
cccgcttcecce

gcgaacggag

PCT/US2013/032491

ccgtcgggtt
gtctctgacg
tttctctcge
attacccgcg
aggtacttaa
acgcccctcc
atcttatgct
agcttttccg
ctcttcttct
aacttgccgt
gcccagtcaa
aaggtcagga
ggctcgccgce
gaaaacagca
tggatgacca
gctttacact
atcggctcca
tcaacggggc
aaactggtaa
aattttgtaa
gcagatactc
acggtctcca
ctgccgceccgce
tgcgcgcagt
tccacctccg
cgctttccac
tcagcaaacc
acgtgaaatc
acccgaatcc
ccatcgcagt
tcggecggggg
gtgcagtacg
ggcctgaaaa
ttggcctgtt

cgtctgtact
cggcgtctge
gggcgagttt
ttagggtgat
aaaacagctt
ggtcaggccc
cgccgaggac
tcgccacaga
gaaaatggtt
acccgtccag
aattaacgat
aggcaaccag
gctggacgca
gggtgtgttc
ggtcctcttg
ctatatcaaa
ggttatcggg
gaagttgaac
aattttcatt
tctcecgggtyg
tatagtagag
ctttgaagca
tctgtttgcc
ccaccattgce
cctttgccat
actcgctcat
tggatgggtc
tctcaaatct
tgcgaggcca
acactttggg
cttcttcatc
agtgttgggg
atggcctctt

cgcgcgecgce

EHV-1 DNA polymerase (pol) protein (AAT67287.1) encoded by AY665713 from EHV-1
Ab4 strain (1220aa) (SEQ ID NO:4)
MAAREQANSVRRSGFFNPFIGKRPFFRPGSGQTAETERPRPPQH
SYCTEVGSFKFIAPRCLDEEAPADQRRGVHVGTLERPPKVYCDGSEYDVLNFASGGCH
PRRIRVWNGQDFRGDGFNPRFERFHVYDIVETSESASHDDPSRFAELSRPSGSVVTLL
GMSECGKRVAVHVYGVRHYFYMAKAEVDSACGITTEAELVRAMVDCAHSSALSAALGN
GNGGKQSGGSGGGWNGGKHVSADCFKVETVCHTTLY YFGSKPALYYRVSASSSRLGGE
ICDNFHPEITKFEGSVDVTTRLLLDNENFTSFGWYRLRPGTHGERVQLRPVERHVTSS
DVEINCTPDNLEPIPDEAAWPDYKLMCFDIECKAGTGNEMAFPVATNQEDLVIQISCL
LYSLATQNHEHTLLFSLGSCDISEEYSFACVQRGEPRPTVLEFDSEYELLVAFLTFLK
QYSPEFATGYNIVNFDWAYIVNKVTSVYNIKLDGYGKFNKGGLFKVWDIATNHFQKKS
KVKINGLISLDMYSVATEKLKLPSYKLDAVVGDVLGEHKIDLPYKEIPSYYAGGPDRR
GVIGEYCIQDSRLVGKLFFKYLPHLELSAVAKLARITLTRVIFDGQQIRVYTCLLKLA
RERNFILPDNRRRFDSQADAASETSELAMDSQSHAFDSTDEPDGVDGTPDAAGSGATS
ENGGGKPGVGRAVGYQGAKVLDPVSGFHVDPVVVFDFASLYPSIIQAHNLCFTTLALD
EVDLAGLQPSVDYSTFEVGDQKLFFVHAHIRESLLGILLRDWLAMRKAVRARIPTSTP
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Figure 16 (Continued)

PC

EEAVLLDKQOSATIKVICNSVYGFTGVANGLLPCLRIAATVTTIGRDMLLKTRDYVHSR
WATRELLEDNFPGAIGFRNHKPYSVRVIYGDTDSVFIKFVGLTYEGVSELGDAMSRQI
SADLFRAPIKLECEKTFQRLLLITKKKYIGVINGGKMLMKGVDLVRKNNCSFINLYAR
HLVDLLLYDEDVATAAAEVTDVPPAEWVGRPLPSGFDKFGRVLVEAYNRITAPNLDVR
EFVMTAELSRSPESYTNKRLPHLTVYFKLAMRNEELPSVKERIPYVIVAQTEAAEREA
GVVNSMRGTAQNPVVTKTARPQPKRKLLVSDLAEDPTYVSENDVPLNTDYYFSHLLGT
ISVTFKALFGNDVRTTENLLKRFIPETPHKTPTKTQALLERAGFEKLTPFTPEEESRR
ILHTVFCTLEAAPHQS

EHV 1 DNA polymerase (Pol) (NC_001491) from EHV-1 (SEQ ID NO:5)

61
121
181
241
301
361
421
481
541
601
661
721
781
841
901
961
1021
1081
1141
1201
1261
1321
1381
1441
1501
1561
1621
1681
1741
1801
1861
1921
1981
2041
2101
2161
2221
2281
2341
2401
2461
2521

tcagctttga
ttcttcectcece
ggttttcgtg
tgttctcaca
ggagaaatag
ggcgaggtcg
ggggttttgg
ggtctgcgca
catggcgagc
tgagcggctc
acggttgtac
ccccacccat
gtcgtacaac
tttgcggacc
cttcttcttg
cgctctaaag
ctcgtacgtc
gacggagtaa
ctcgcgegtce
tatcgtggta
gaatccgtaa
tgcctceccteg
gtcgcgcagce
ttggtcaccc
ttcatcgagc
gctagcgaag
ctttgctccc
agtagcgcca
gtcgaaggcg
ctgactgtca
cagcaagcac
acgggcgagt
gcccaccagce
tccecgegtaa
gtctcccacg
atacatgtct
cgtggcgatg
cttgatgtta
gttgtagccg
cagctcgtac
tgcaaacgag
gtggttctga
gttagttgcc

tggggagctg
ggtgtaaagg

ggggtcttgt
tcatttccga

tagtctgtgt
gaaaccagca
gcggtaccgce
actatcacat
ttaaagtaga
agctcagcag
gcctctacca
tctgcgggag
aaaagatcta
aggtcgaccc
gtgatcagca
aggtccgctg
aggcccacaa
ggcttgtggt
gcccaacgag
acggtagccg
accgagttgc
ggggtgctgg
aagatgccaa
acctcgaacg
gccagggtgg
tcaaacacaa
tggtagccca
gatcctgcgg
tggctttggc
aaccggcgtc
gtgtacacgc
ttggccaccg
ctagagtcct
taggagggta
accgcgtcga
agagatatca
tcccacacct
tacaccgacg
gtggcgaact
tcgctgtcaa
tattcctcag
gtagcaagcg
actgggaacg

cttctagagt
gcgtcagcett
ggggggtttc
atagagcctt
ttagcggtac
gtttgcgttt
gcattgagtt
acggaattct
cggtgaggtyg
tcataacgaa
gcactcgccce
gcacgtctgt
ccagatgtcg
ccttcatgag
gcagtcgctg
aaatctgacg
acttgataaa
ttcggaaacc
agtgaacgta
ctatcctcag
atatcacctt
tggggattcg
gcaggctttc
tcgagtagtc
tgaaacagag
ccacggggtc
cggccctccc
cgtcecggggt
tatccatagc
tgttgtctgg
gaatttgctg
ccgatagttc
ggatacaata
tttctttata
gtttgtagct
ggccattgat
taaacagccc
ttaccttgtt
cgggagagta
actccaaaac
agatatcgca
agtacagcag
ccatttcgtt

acaaaaaact
ttcaaagccg
cggaataaac
aaaggtcacg
gtcattctcg
aggttggggg
tactacaccc
ctcttttacg
cggcaggcgce
ctcgcgcacg
aaacttgtca
cacctctgct
cgcgtacaag
catcttcccc
aaaggtcttc
cgacatagca
cacggagtcg
tatagcccct
atctcgggtc
acacggcaac
aatcgcagac
cgccctcacc
gcgaatatgg
gacggatggt
gttatgggcc
cacatgaaag
gacgccgggce
accgtccaca
caactccgaa
caaaatgaaa
accgtcaaaa
cagatggggg
ctctcctatt
gggaaggtct
gggtagcttt
tttcaccttg
ccctttgttg
aactatgtac
ctgcttgaga
cgtcggtctg
tgacccgagg
acaggagatc
acccgttcca
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gtatgcagta
gcgcgctcaa
cgctttaaaa
cttatggtac
gaaacatagg
cgtgcggtct
gcttcgecgtt
ctgggcagtt
ttgttggtat
tccaagttgg
aagccgctcg
gccgecgtgg
tttatgaaag
ccgtttatga
tcacactcca
tccecceccaget
gtgtctccgt
ggaaaattgt
ttgaggagca
aggccgtttg
tgctgcttat
gcctttcecgca
gcgtggacaa
tgaagcccgg
tggataatgc
ccggatacgg
ttccecgectce
ccgtcgggtt
gtctctgacg
tttctctcge
attacccgcg
aggtacttaa
acgcccctcc
atcttatgct
agcttttccg
ctcttcttct
aacttgccgt
gcccagtcaa
aaggtcagga
ggctcgccgce
gaaaacagca
tggatgacca
gctttacact
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ttcgacgact
gcagtgcctyg
gattttctgt
ccaacaggtg
tcgggtcttce
tggttaccac
ccgcggcectce
cttcattcct
acgattcggg
gggcagtgat
gtagcgggceg
ccacatcctc
agcagttatt
cacctatgta
gtttgatggg
ccgatacccc
agataaccct
cctccagcag
tgtcgcgtcce
ccacccccgt
ctagtaaaac
tggccagcca
aaaataactt
ccagatccac
ttgggtataa
ggtctagaac
cgttttcaga
cgtctgtact
cggcgtctge
gggcgagttt
ttagggtgat
aaaacagctt
ggtcaggccc
cgccgaggac
tcgccacaga
gaaaatggtt
acccgtccag
aattaacgat
aggcaaccag
gctggacgca
gggtgtgttc
ggtcctcttg
ctatatcaaa
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2581
2641
2701
2761
2821
2881
2941
3001
3061
3121
3181
3241
3301
3361
3421
3481
3541
3601

gcacatgagc
agtacagtta
acgctctccg
gtccaacaac
aaagttgtcg
agctggctta
gtccgcagac
gccgttgecca
gcgcacgagt
gtaaaaataa
tcccagcagt
atcgtgtgag
ggggttgaat
gcaacctccg
tgggcgctcc
gaggcatctt

gggccttggg
gccaataaac

ttatagtcgg
atctccacgt
tgggtgccgg
agccgcgtgg
cagatgaacc
gatccaaagt
acgtgctttc
tttcccaggyg
tctgcctcgg
tggcgcacac
gttaccacag
gcgctcteecg
ccatcgcccc
gaggcaaagt
aaggtgccca
ggagctataa
cgctctgtcet
ggattaaaaa

Figure 16 (Continued)

gccaggcagc
cgcttgaggt
gtcgcaggceg
tcacgtccac
ctcccaggcg
agtacagcgt
cgccccacca
ccgcgctcaa
tggttattcc
catagacgtg
acccgcttgg
aagtctctac
gaaaatcctg
tcagcacgtc
cgtgtacacc
acttaaagct
ccgcggtctg
acccgctcct

ctcgtctggt
gacgtgtcgce
gtaccacccg
gctcceccteg
gctgctggag
cgtgtggcac
tccecececgecg
agccgagctg
acaagcgcta
aaccgcgact
gcgggatage
tatgtcgtac
gccgttccaa
gtactctgag
gcgtcgctgg
acccacctct
cccgcttcecce

gcgaacggag
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atcggctcca
tcaacggggc
aaactggtaa
aattttgtaa
gcagatactc
acggtctcca
ctgccgceccgce
tgcgcgcagt
tccacctccg
cgctttccac
tcagcaaacc
acgtgaaatc
acccgaatcc
ccatcgcagt
tcggecggggg
gtgcagtacg
ggcctgaaaa
ttggcctgtt

ggttatcggg
gaagttgaac
aattttcatt
tctcecgggtyg
tatagtagag
ctttgaagca
tctgtttgcc
ccaccattgce
cctttgccat
actcgctcat
tggatgggtc
tctcaaatct
tgcgaggcca
acactttggg
cttcttcatc
agtgttgggg
atggcctctt
cgcgcgccge

3661 cat

EHV-1 DNA polymerase (YP_053075.1) encoded by NC 001491 (1220aa) (SEQ ID NO:6)
MAAREQANSVRRSGFFNPFIGKRPFFRPGSGQTAETERPRPPQH
SYCTEVGSFKFIAPRCLDEEAPADQRRGVHVGTLERPPKVYCDGSEYDVLNFASGGCW
PRRIRVWNGQDFRGDGFNPRFERFHVYDIVETSESASHDDPSRFAELSRPSGSVVTLL
GMSECGKRVAVHVYGVRHYFYMAKAEVDSACGITTEAELVRAMVDCAHSSALSAALGN
GNGGKQSGGSGGGWWGGKHVSADCFKVETVCHTTLYYFGSKPALYYRVSASSSRLGGE
ICDNFHPEITKFEGSVDVTTRLLLDNENFTSFGHWYRLRPGTHGERVQLRPVERHVTSS
DVEINCTPDNLEPIPDEAAWPDYKLMCFDIECKAGTGNEMAFPVATNQEDLVIQISCL
LYSLATQNHEHTLLFSLGSCDISEEYSFACVQRGEPRPTVLEFDSEYELLVAFLTFLK
QYSPEFATGYNIVNFDWAYIVNKVTSVYNIKLDGYGKFNKGGLFKVWDIATNHFQKKS
KVKINGLISLDMYSVATEKLKLPSYKLDAVVGDVLGEHKIDLPYKEIPSYYAGGPDRR
GVIGEYCIQDSRLVGKLFFKYLPHLELSAVAKLARITLTRVIFDGQQIRVYTCLLKLA
RERNFILPDNRRRFDSQADAASETSELAMDSQSHAFDSTDEPDGVDGTPDAAGSGATS
ENGGGKPGVGRAVGYQGAKVLDPVSGFHVDPVVVFDFASLYPSIIQAHNLCFTTLALD
EVDLAGLQPSVDYSTFEVGDQKLFFVHAHIRESLLGILLRDWLAMRKAVRARIPTSTP
EEAVLLDKQQSAIKVICNSVYGFTGVANGLLPCLRIAATVTTIGRDMLLKTRDYVHSR
WATRELLEDNFPGAIGFRNHKPYSVRVIYGDTDSVFIKFVGLTYEGVSELGDAMSRQI
SADLFRAPIKLECEKTFQRLLLITKKKYIGVINGGKMLMKGVDLVRKNNCSFINLYAR
HLVDLLLYDEDVATAAAEVTDVPPAEWVGRPLPSGFDKFGRVLVEAYNRITAPNLDVR
EFVMTAELSRSPESYTNKRLPHLTVYFKLAMRNEELPSVKERIPYVIVAQTEAAEREA
GVVNSMRGTAQNPVVTKTARPQPKRKLLVSDLAEDPTYVSENDVPLNTDYYFSHLLGT
ISVTFKALFGNDVRTTENLLKRFIPETPHKTPTKTQALLERAGFEKLTPFTPEEESRR
ILHTVFCTLEAAPHQS

EHV-1 glycoprotein (gC) gene (AY464052) from EHV-1 V592 strain (SEQ ID NO:7)

Atgtggttgcctaatctcgtgagatttgtggecggtcgegtatctaatctgtgeccggggecgatattaactta
tgcctctggagctagtgctagctccagccagagtacgecccgctacaccaactcacacaactccgaatctaa
ctaccgcacacggcgcgggctctgacaacacaactaacgcaaacggtacagaatctacacactcccatgaa
accacaatcacctgcaccaagagtctcatatctgtgccctactacaaatctgtcgatatgaactgtacaac
gtcggtaggcgtaaattatagcgagtaccgectcgagatttacttgaaccagecgcacceccattttecgggta
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Figure 16 (Continued)

cgccccecceccggcgacgaagaaaactacatcaaccataacgccaccaaggatcagactectgectgttattcectcea
acggcagagaggaaaaaatctcgaaggggtggccagctgggagttatcccagacaggctaccaaagcgcca
gctgtttaaccttccececcteccacacggaaggtggtacaaagtttccactgaccatcaaatctgtagattgge
ggacggccggcatttacgtgtggtceccttgtatgccaaaaatggcacgectecgttaacagtaccagecgttacc
gtctcaacctacaacgcaccgttgctggaccttteecgttcaceccgagectgaagggggaaaactacagggce
cacgtgcgtcgtcgcaagctactttccacacagctccgtcaagctgecggtggtacaaaaatgeccecgecgagyg
tggactttacaaagtacgttacgaacgcctcaagcgtgtgggtagacgggctaatcacgcgaatctctacg
gtgtctatccecggttgatccggaggaggaatacacacccagtcecttegetgtagcatagactggtacaggga
cgaagtatcatttgctcgcatagccaaagctggaacaccctctgtgtttgttgecccaaccgtgteegttt
cggtagaagacggagacgccgtctgtacggctaaatgcgtaccgagcaccggggtgttegtategtggtca
gtgaacgaccacctaccaggggttccgtcgcaagacatgacaaccggagtctgececctageccactcecgggatt
ggttaacatgcaaagccgccggcecccectctcagaagagaatggggagagggagtatagectgcataatagagg
ggtaccccgacggcecctgectatgttttecggacacagtggtatatgacgectececcgattgttgaggacagg
ccggttttgacgagcatcatcgcagttacttgecggggeccgeggcactggecgectggtegttectecatcacage
cgtttgtttttactgctccaagccctcacaggcgccgtacaagaagtctgacttttag

EHV-1 glycoprotein (gC) protein (AAS45900.1) encoded by AY464052 from EHV-1 V592
strain (468aa) (SEQ ID NO:8)
MWLPNLVRFVAVAYLICAGAILTYASGASASSSQSTPATPTHTT
PNLTTAHGAGSDNTTNANGTESTHSHETTITCTKSLISVPYYKSVDMNCTTSVGVNYS
EYRLEIYLNQRTPFSGTPPGDEENYINHNATKDQTLLLFSTAERKKSRRGGQLGVIPD
RLPKRQLFNLPLHTEGGTKFPLTIKSVDWRTAGIYVWSLYAKNGTLVNSTSVTVSTYN
APLLDLSVHPSLKGENYRATCVVASYFPHSSVKLRWYKNAREVDFTKYVTNASSVWVD
GLITRISTVSIPVDPEEEYTPSLRCSIDWYRDEVSFARIAKAGTPSVFVAPTVSVSVE
DGDAVCTAKCVPSTGVEVSWSVNDHLPGVPSQDMTTGVCPSHSGLVNMOSRRPLSEEN
GEREYSCIIEGYPDGLPMFSDTVVYDASPIVEDRPVLTSIIAVICGAAALALVVLITA
VCFYCSKPSQAPYKKSDF

EHV-1 glycoprotein (gC) gene (AY665713) from EHV-1 Ab4 strain (SEQ ID NO:9)

Atgtggttgcctaatctcgtgagatttgtggcggtcgegtatctaatctgtgecggggce
gatattaacttatgcctctggagctagtgctagctccagccagagtacgcccgctacac
caactcacacaactccgaatctaactaccgcacacggcgcgggctctgacaacacaact
aacgcaaacggtacagaatctacacactcccatgaaaccacaatcacctgcaccaagag
tctcatatctgtgccecctactacaaatctgtcgatatgaactgtacaacgtcggtaggcyg
taaattatagcgagtaccgcctcgagatttacttgaaccagecgcaccccattttecgggt
acgccceccecceccggcgacgaagaaaactacatcaaccataacgceccaccaaggatcagactet
gctgttattctcaacggcagagaggaaaaaatctcgaaggggtggccagctgggagtta
tcccagacaggctaccaaagcgccagctgtttaaccttececcteccacacggaaggtggt
acaaagtttccactgaccatcaaatctgtagattggcggacggccggcatttacgtgtyg
gtccttgtatgccaaaaatggcacgctcgttaacagtaccagcgttaccgtctcaacct
acaacgcaccgttgctggacctttcececgttcacccgagectgaagggggaaaactacagg
gccacgtgcgtcgtcgcaagctactttccacacagctcecgtcaagectgecggtggtacaa
aaatgcccgcgaggtggactttacaaagtacgttacgaacgcctcaagecgtgtgggtag
acgggctaatcacgcgaatctctacggtgtctatcccggttgatccggaggaggaatac
acacccagtcttcgctgtagcatagactggtacagggacgaagtatcatttgctcgeat
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Figure 16 (Continued)

agccaaagctggaacaccctctgtgtttgttgeccccaaccgtgtecgtttecggtagaaqg
acggagacgccgtctgtacggctaaatgcgtaccgagcaccggggtgttecgtatecgtgg
tcagtgaacgaccacctaccaggggttccgtcgcaagacatgacaaccggagtctgecc
tagccactcgggattggttaacatgcaaagccgceccggcecccctectcagaagagaatgggg
agagggagtatagctgcataatagaggggtaccccgacggcectgectatgttttcecggac
acagtggtatatgacgcctcceccgattgttgaggacaggeccggttttgacgagcatcat
cgcagttacttgcggggccgcggcactggcgctggtecgttcectcatcacagecgtetgtt
tttactgctccaagccecctcacaggcgeccgtacaagaagtctgacttttag

EHV-1 glycoprotein (gC) protein (AAT67273.1) encoded by AY665713) from EHV-1 Ab4
strain (468aa) (SEQ ID NO:10)
MWLPNLVRFVAVAYLICAGAILTYASGASASSSQSTPATPTHTT
PNLTTAHGAGSDNTTNANGTESTHSHETTITCTKSLISVPYYKSVDMNCTTSVGVNYS
EYRLEIYLNQRTPFSGTPPGDEENYINHNATKDQTLLLFSTAERKKSRRGGQLGVIPD
RLPKRQLFNLPLHTEGGTKFPLTIKSVDWRTAGIYVWSLYAKNGTLVNSTSVTVSTYN
APLLDLSVHPSLKGENYRATCVVASYFPHSSVKLRWYKNAREVDFTKYVTNASSVWVD
GLITRISTVSIPVDPEEEYTPSLRCSIDWYRDEVSFARIAKAGTPSVFVAPTVSVSVE
DGDAVCTAKCVPSTGVEVSWSVNDHLPGVPSQDMTTGVCPSHSGLVNMOSRRPLSEEN
GEREYSCIIEGYPDGLPMFSDTVVYDASPIVEDRPVLTSIIAVICGAAALALVVLITA
VCFYCSKPSQAPYKKSDF

EHV-1 glycoprotein (gC) gene (NC_001491) from EHV-1 (SEQ ID NO:11)

atgtggttgcctaatctcgtgagatttgtggcggtcgecgtatctaatctgtgeccggggecgatattaactta
tgcctctggagctagtgctagctccagccagagtacgecccgctacaccaactcacacaactccgaatctaa
ctaccgcacacggcgcgggctctgacaacacaactaacgcaaacggtacagaatctacacactcccatgaa
accacaatcacctgcaccaagagtctcatatctgtgccctactacaaatctgtcgatatgaactgtacaac
gtcggtaggcgtaaattatagcgagtaccgectcgagatttacttgaaccagecgcacceccattttecgggta
cgccccecceccggcgacgaagaaaactacatcaaccataacgccaccaaggatcagactectgectgttattcectcea
acggcagagaggaaaaaatctcgaaggggtggccagctgggagttatcccagacaggctaccaaagcgcca
gctgtttaaccttccececcteccacacggaaggtggtacaaagtttccactgaccatcaaatctgtagattgge
ggacggccggcatttacgtgtggtceccttgtatgccaaaaatggcacgectecgttaacagtaccagecgttacc
gtctcaacctacaacgcaccgttgctggaccttteecgttcaceccgagectgaagggggaaaactacagggce
cacgtgcgtcgtcgcaagctactttccacacagctccgtcaagctgecggtggtacaaaaatgeccecgecgagyg
tggactttacaaagtacgttacgaacgcctcaagcgtgtgggtagacgggctaatcacgcgaatctctacg
gtgtctatccecggttgatccggaggaggaatacacacccagtcecttegetgtagcatagactggtacaggga
cgaagtatcatttgctcgcatagccaaagctggaacaccctctgtgtttgttgecccaaccgtgteegttt
cggtagaagacggagacgccgtctgtacggctaaatgcgtaccgagcaccggggtgttegtategtggtca
gtgaacgaccacctaccaggggttccgtcgcaagacatgacaaccggagtctgececctageccactcecgggatt
ggttaacatgcaaagccgccggcecccectctcagaagagaatggggagagggagtatagectgcataatagagg
ggtaccccgacggcecctgectatgttttecggacacagtggtatatgacgectececcgattgttgaggacagg
ccggttttgacgagcatcatcgcagttacttgecggggeccgeggcactggecgectggtegttectecatcacage
cgtctgtttttactgctccaagccctcacaggcgccgtacaagaagtctgacttttag
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Figure 16 (Continued)

EHV-1 glycoprotein (gC) protein (YP_053061.1) encoded by NC 001491 (468aa) (SEQ ID
NO:12)

MWLPNLVRFVAVAYLICAGAILTYASGASASSSQSTPATPTHTT
PNLTTAHGAGSDNTTNANGTESTHSHETTITCTKSLISVPYYKSVDMNCTTSVGVNYS
EYRLEIYLNQRTPFSGTPPGDEENYINHNATKDQTLLLFSTAERKKSRRGGQLGVIPD
RLPKRQLFNLPLHTEGGTKFPLTIKSVDWRTAGIYVWSLYAKNGTLVNSTSVIVSTYN
APLLDLSVHPSLKGENYRATCVVASYFPHSSVKLRWYKNAREVDFTKYVTNASSVHVD
GLITRISTVSIPVDPEEEYTPSLRCSIDWYRDEVSFARIAKAGTPSVEVAPTVSVSVE
DGDAVCTAKCVPSTGVFVSWSVNDHLPGVPSQDMTTGVCPSHSGLVNMQSRRPLSEEN
GEREYSCIIEGYPDGLPMFSDTVVYDASPIVEDRPVLTSIIAVICGAAALALVVLITA
VCFYCSKPSQAPYKKSDF

EHV-1 RacL. DNA polymerase partial sequence (SEQ ID NO:13)

FDSQADAASETSELAMDSQSHAFDSTDEPDGVDGTPDAAGSGATSENGGGKPGVGRAVGYQGAKVLDPVSG
FHVDPVVVFDFASLYPSIIQAHNLCFTTLALDEVDLAGLQPSVSYSTFEVGDQKLFFVHAHIRESLLGILL
RDWLAMRKAVRARIPTSTPEEAVLLDKQOSATIKVICNSVYGFTGVANGLLPCL

EHV-1 RacL. DNA polymerase partial sequence comprising N at 752 of full length EHV-1
DNA polymerase (SEQ ID NO:14)
FDSQADAASETSELAMDSQSHAFDSTDEPDGVDGTPDAAGSGATSENGGGK PGVGRAVGYQGAKVLDPVSG
FHVDPVVVFDFASLYPSIIQAHNLCFTTLALDEVDLAGLQPSVNYSTFEVGDQKLFFVHAHIRESLLGILL
RDWLAMRKAVRARIPTSTPEEAVLLDKQQSAIKVICNSVYGFTGVANGLLPCL

EHV-1 RacL. DNA polymerase partial sequence with amino acid deletion at 752 of full
length EHV-1 DNA polymerase (SEQ ID NO:15)
FDSQADAASETSELAMDSQSHAFDSTDEPDGVDGTPDAAGSGATSENGGGK PGVGRAVGYQGAKVLDPVSG
FHVDPVVVFDFASLYPSIIQAHNLCFTTLALDEVDLAGLQPSVYSTFEVGDQKLFFVHAHIRESLLGILLR
DWLAMRKAVRARIPTSTPEEAVLLDKQQSAIKVICNSVYGFTGVANGLLPCL

EHV-1 glycoprotein (gC) gene from EHV-1 RacL11 strain (SEQ ID NO:34)

Atgtggttgcctaatctcgtgagatttgtggcggtcgecgtatctaatctgtgeccggggecgatattaactta
tgcctctggagctagtgctagctccagccagagtacgecccgctacaccaactcacacaactccgaatctaa
ctaccgcacacggcgcgggctctgacaacacaactaacgcaaacggtacagaatctacacactcccatgaa
accacaatcacctgcaccaagagtctcatatctgtgccctactacaaatctgtcgatatgaactgtacaac
gtcggtaggcgtaaattatagcgagtaccgectcgagatttacttgaaccagecgcacceccattttecgggta
cgccccecceccggcgacgaagaaaactacatcaaccataacgccaccaaggatcagactectgectgttattcectcea
acggcaaagaggaaaaaatctcgaaggggtggccagctgggagttatcccagacaggctaccaaagcgcaa
gctgtttaaccttccececcteccacacggaaggtggtacaaagtttccactgaccatcaaatctgtagattgge
ggacggccggcatttacgtgtggtceccttgtatgccaaaaatggcacgectecgttaacagtaccagecgttacc
gtctcaacctacaacgcaccgttgctggaccttteecgttcaceccgagectgaagggggaaaactacagggce
cacgtgcgtcgtcgcaagctactttccacacagctccgtcaagctgecggtggtacaaaaatgeccecgecgagyg
tggactttacaaagtacgttacgaacgcctcaagcgtgtgggcagacgggctaatcacgcgaatctctacg
gtgtctatccecggttggteccggaggaggaatacacacccagtcecttegetgtagcatagactggtacaggga
cgaagtatcatttgctcgcatagccaaagctggaacaccctctgtgtttgttgecccaaccgtgteegttt
cggtagaagacggagacgccgtctgtacggctaaatgcgtaccgagcaccggggtgttegtategtggtca
gtgaacgaccacctaccaggggttccgtcgcaagacatgacaaccggagtctgececctageccactcecgggatt
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Figure 16 (Continued)

ggttaacatgcaaagccgccggcecccectctcagaagagaatggggagagggagtatagectgcataatagagg
ggtaccccgacggcecctgectatgttttecggacacagtggtatatgacgectececcgattgttgaggacagg
ccggttttgacgagcatcatcgcagttacttgecggggeccgeggcactggecgectggtegttectecatcacage
cgtctgtttttactgctccaagccctcacaggcgccgtacaagaagtctgacttttag

EHV-1 glycoprotein (gC) protein from EHV-1 RacL11 strain (SEQ ID NO:35)
MWLPNLVRFVAVAYLICAGAILTYASGASASSSQSTPATPTHTTPNLTTAHGAGSDNTTNANGTESTHSHE
TTITCTKSLISVPYYKSVDMNCTTSVGVNYSEYRLEIYLNQRTPFSGTPPGDEENY INHNATKDQTLLLFS
TAKRKKSRRGGQLGVIPDRLPKRKLFNLPLHTEGGTKFPLTIKSVDWRTAGIYVWSLYAKNGTLVNSTSVT
VSTYNAPLLDLSVHPSLKGENYRATCVVASYFPHSSVKLRWYKNAREVDFTKYVTNASSVWADGLITRIST
VSIPVGPEEEYTPSLRCSIDWYRDEVSFARIAKAGTPSVFVAPTVSVSVEDGDAVCTAKCVPSTGVEVSWS
VNDHLPGVPSQDMTTGVCPSHSGLVNMOSRRPLSEENGEREYSCIIEGYPDGLPMFSDTVVYDASPIVEDR
PVLTSIIAVTCGAAALALVVLITAVCFYCSKPSQAPYKKSDFE*

EHV-1 DNA polymerase (Pol) from EHV-1 NY03 strain (SEQ ID NO:36)
atggcggegcegegaacaggcecaacteegtticgecaggagegggttttttaatccgtttattggcaagaggcecatttttcaggecgg
gaagegggcagaccgeggagacagagegeccaaggececcecccaacactegtactgcacagaggtgggtagcetttaagtttat
agctccaagatgectcgatgaagaageccccgecgaccagegacgeggtgtacacgtgggcaccttggagegeccacccaa
agtgtactgcgatggctcagagtacgacgtgctgaactttgecteccggaggttgctggectegeaggattcgggtttggaacgge
caggattttcggggcgatggattcaaccccagatttgagagatttcacgtgtacgacatagtagagacttcggagagegectcac
acgatgacccatccaggtttgctgagcetatcccgeccaagegggtetgtggtaacactgetgggaatgagegagtgtggaaage
gagtcgeggttcacgtctatggtgtgcgecattatttttacatggcaaaggeggaggtggatagegettgtggaataaccaccga
ggcagaactcgtgegegceaatggtggactgegegeacageteggcetttgagegeggecctgggaaatggcaacggeggcaa
acagagceggceggeageggegggggatggtggoocggaaageacgtgtetgeggactgettcaaagtggagacegtgtgec
acacgacgctgtactactttggatctaagccagctctctactatagagtatctgectccageagecegectgggagggttcatctge
gacaactttcacccggagattacaaaattcgaggggagegtggacgtgaccacgeggcetgttgttggacaatgaaaattttacca
gtttcgggtogtaccgectgegacceggeacccacggagagegtgttcaacttcgececgttgagegacacgtcacctcaage
gacgtggagattaactgtactcccgataacctggagecgataccagacgaggetgectggeccgactataagetcatgtgetttg
atatagagtgtaaagctggaacgggtaacgaaatggegttcccagtggcaactaaccaagaggacctggtcatccagatctect
gtetgetgtactegettgetactcagaaccacgaacacaccetgetgttttcectegggtcatgegatatctctgaggaatactegtt
tgcatgegtccagegeggegageccagaccgacggttttggagtttgacagegagtacgagetgetggttgecttcetgaccttt
ctcaagcagtactctcccgagttcgecaccggcetacaacatcgttaattttgactgggcgtacatagttaacaaggtaacgteggt
gtataacatcaagctggacgggtacggcaagttcaacaaaggggggctgtttaaggtgtgggacatcgecacgaaccattttca
gaagaagagcaaggtgaaaatcaatggectgatatctctagacatgtattctgtggegacggaaaagctaaagctacccagceta
caaactcgacgcggtcgtgggagacgtectcggegageataagatagaccttcectataaagaaataccctectattacgeggg
agggcctgaccggaggggcgtaataggagagtattgtatccaggactctaggetggtgggcaagctgttttttaagtacctcece
catctggaactatcggeggtggccaaactcgeccgtatcaccctaacgegggtaatttttgacggtcagcaaattcgegtgtaca
cgtgcttgctgaaactcgeccgegagagaaatttcattttgecagacaacagacgecggtttgacagtcaggeagacgecegegt
cagagacttcggagttgoctatggatagccaaagecacgecttcgacagtacagacgaacccgacggtgtggacggtaccce
ggacgecgeaggatctggegctacttctgaaaacggaggegggaageccggegtegggaggeccgtgggctaccagggag
caaaggttctagaccccegtatcecggcetttcatgtggacceegtggttgtgtttgacttcgetagettatacccaageattatccagge
ccataacctctgtttcaccaccctggegetcgatgaagtggatctggecgggcttcaaccatcegtcaactactcgacgttcgagg
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tgggtgaccaaaagttattttttgtccacgeccatattcgegaaagectgettggceatettgetgegegactggetggecatgegaa
aggceggtgagggcegcgaatccccaccageacccecgaggaggceagttttactagataagecageagtctgegattaaggtgata
tgcaactcggtttacggattcacgggggtggcaaacggcectgttgecgtgtetgaggatageggctaccgttaccacgatagga
cgcegacatgetcctcaagacccgagattacgttcactetegttgggegacgegegagetgetggaggacaattttccaggggct
ataggtttccgaaaccacaagcecttactccgtcagggttatctacggagacaccgactccgtgtttatcaagtttgtgggcctgacg
tacgagggggtatcggagetgggggatoctatgtcgegtecagatttcageggacctctttagagegeccatcaaactggagtgt
gagaagacctttcagcgactgetgctgatcaccaagaagaagtacataggtgtcataaacggggggaagatgctcatgaaggg
ggtcgacctggtccgeaaaaataactgetcettticataaacttgtacgegegacatctggtagatcettttgttgtacgacgaggatgtg
gecacggeggceagceagaggtgacagacgtgectccegeagaatgggtgggocgeccgetaccgageggctttgacaagttt
gggcgagtgctggtagaggcgtacaaccgtatcactgececcaacttggacgtgegegagttegttatgactgetgagetgage
cgctcaccegaattgtataccaacaagegectgecgceacctcaccgtctactttaagetcgecatgaggaatgaagaactgecca
gcgtaaaagagagaattcegtatgtgatagttgcgecagaccgaggecgeggaacgegaagegggtgtagtaaactcaatgeg
cggtaccgeccaaaacccegtggtaaccaagaccgeacgeccccaacctaaacgcaaactgetggtttccgacctegecgaa
gacccgacctatgtttccgagaatgacgtaccgcetaaacacagactactatttctcccacctgttgggtaccataagegtgaccttt
aaggctctattcggaaatgatgtgagaacaacagaaaatcttttaaageggtttattccggaaacccccecacaagacceccacga
aaacccaggcactgcttgagegegecggctttgaaaagetgacgecctttacaccggaggaagaaagtcgtegaatactgeat
acagttttttgtactctagaagcagctccccatcaaagcetga

EHV-1 DNA polymerase (pol) protein from EHV-1 NY03 strain (SEQ ID NO:37)
maareqansvrrsgftnpfigkrpffrpgsgqtacterprppghsyctevgstkfiaprcldeeapadqrrgvhvgtlerppk
vycdgseydvinfasggewprrirvwngqdfrgdgfnprferthvydivetsesashddpsrfaelsrpsgsvvtligmsec
gkrvavhvygvrhyfymakaevdsacgitteaclvramvdcahssalsaalgngnggkqsggsgggwwggkhvsade
tkvetvchttlyyfgskpalyyrvsasssrlggficdnthpeitkfegsvdvttrllldnenftsfgwyrlrpgthgervqlrpver
hvtssdveinctpdnlepipdeaawpdyklmcfdieckagtgnemafpvatnqedlviqiscllyslatqnhehtllfslgsc
diseeysfacvqrgeprptvlefdseyellvafltflkqyspefatgynivnfdwayivnkvtsvynikldgygkfnkgglfkv
wdiatnhfgkkskvkinglisldmysvateklklpsykldavvgdvigehkidlpykeipsyyaggpdrrgvigeyciqds
rlvgklftkylphlelsavaklaritltrvifdgqqirvytcllklarernfilpdnrrrfdsqadaasetselamdsqshafdstdep
dgvdgtpdaagsgatsengggkpgvgravgyqgakvldpvsgthvdpvvvfdfaslypsiiqahnlcfttlaldevdlagl
qpsvnystfevgdqklffvhahiresllgillrdwlamrkavrariptstpeeavlldkqgsaikvicnsvygftgvangllpclr
1aatvttigrdmllktrdyvhsrwatrellednfpgaigfrnhkpysvrviygdtdsvfikfvgltyegvselgdamsrqisadl
frapiklecektfqrlllitkkkyigvinggkmlmkgvdlvrknncsfinlyarhlvdlllydedvataaaevtdvppacwvg
rplpsgfdkfgrvliveaynritapnldvrefvmtaelsrspelytnkrlphltvyfklamrneelpsvkeripyvivaqteaaer
cagvvnsmrgtaqnpvvtktarpqpkrkllvsdlaedptyvsendvplntdyyfshllgtisvtfkalfgndvrttenllkrfip
etphktptktqalleragfekltpftpeeesrrilhtvfctleaaphqgs
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