78 PEPTI DE SEQUENCES AND COVPOSI TI ONS ABSTRACT Provided is a pol ypeptide
conposition conprising one or nore pol ypeptides, which pol ypeptides are

i mmunogenic in a vertebrate such that they cause the vertebrate to produce
i nmmune system cel |s capabl e of recognjging at |east one epitope froman
arthropod saliva protein fraction, wherein the arthropod saliva protein
fraction has a mass of 40kDA or |ess, and wherein the pol ypeptides are

sel ected i ndependently from the pol ypeptide sequences of SEQ ID 1-44 or
sub-sequences fromthese sequences, the subsequences having 7 am no acids

or nore; or fron1poIy@ﬁp&hggggﬁgﬂgqég§Aﬁ@ggg%%gé%rﬂgﬂggogy or nore with one

or nore of the above sequenc contain n-one or nore of the
fol |l owi ng dat abases: GenBank, Protein Data Bank (PDB), Sw ssProt, Protein
I nformati on Resource (PIR), Protein Research Foundation (PRF), or CDS
transl ABIRBASH t hese. (Figure 8)

Provided is a polypeptide composition comprising one or more polypeptides, which
polypeptides are immunogenic in a vertebrate such that they cause the vertebrate to produce
immune system cells capable of recognising at least one epitope from an arthropod saliva
protein fraction, wherein the arthropod saliva protein fraction has a mass of 40kDA or less,

and wherein the polypeptides are selected independently from:

the polypeptide sequences of SEQ ID 1-44 or sub-sequences from these sequences, the sub-

sequences having 7 amino acids or more; or

from polypeptide sequences having 85% homology or more with one or more of the above
sequences and contained in one or more of the following databases: GenBank, Protein Data
Bank (PDB), SwissProt, Protein Information Resource (PIR), Protein Research Foundation

(PRF), or CDS translations of these.

(Figure 8)



