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Sequence listing

<110> Agency for Science, Technology and Research [(ASTAR)
<120> Method of Processing a Biological and/or Chemical Sample

<160> 3
<170> M8 Word for Windows

<Z10» 1

<211> 23

<212> DNA

<213> artificial seguence

<220>

<220>

<221> misc binding
<221> misc difference
222> 1

<223> primer

<223> blotinylated

<400> 1

CTCATTTCCT GGTATGACARA CGA ' 23
<210> 2

<211> 23

<212> DNA

<213> artificial seguence

<220>

<221> misec_binding

<223> primer

<400> 1

GTCTACATGE CARCTGTGAG GAG 23

<210> 3

<211> 18

<212> DNA

<213> artificial sequence

<220>

<221> misc binding
<223> primez

<400> 1

CATGGCAACT GTGAGGAG ' ‘ _ 18



