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FIGURE 1

SEQID NO: 1

MF3370-VH:
QVQLVQSGAEVKKPGASVKVSCKASGYTFTSYGISWVRQAPGQGLEWMGWISAYNGNTNYAQKLQGRVTM
TTDTSTSTAYMELRSLRSDDTAVYYCAKDRHWHWWLDAFDYWGQGTLVTVSS

SEQID NO: 2
MF3370-VH-CDR1:
SYGIS

SEQ ID NO: 3
MF3370-VH-CDR2:
WISAYNGNTNYAQKLQG

SEQ ID NO: 4
MF3370-VH-CDRS3:
DRHWHWWLDAFDY

SEQ ID NO: 5

MF3755-VH:
QVQLVQSGSELKKPGASVKISCKASGYDFTNYAMNWVYRQAPGHGLEWMGWINANTGDPTYAQGFTGRFVFSLDTSV
STAYLQISSLKAEDSAVYYCTRERFLEWLHFDYWGQGTLVTVSS

SEQID NO: 6
MF3755-VH-CDR1:
NYAMN

SEQID NO: 7
MF3755-VH-CDR2:
WINANTGDPTYAQGFTG

SEQ ID NO: 8
MF3755-VH-CDR3:
ERFLEWLHFDY

SEQID NO: 9

MF4280-VH:
QVQLVQSGAEVKKPGASVKVSCKVSGYTLTELSMHWVRQAPGKGLEWMGGFDPEYGKTFFAQNFQGRVTMTEDTS
ADTAYMELSSLRSEDTAVYYCATEGYYETTTYYYNLFDSWGQGTLVTVSS

SEQID NO: 10
MF4280-VH-CDR1:
ELSMH
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(FIGURE 1 continued)

SEQID NO: 11
MF4280-VH-CDR2:
GFDPEYGKTFFAQNFQG

SEQ ID NO: 12
MF4280-VH-CDR3:
EGYYETTTYYYNLFDS

SEQ ID NO: 13

MF4289-VH:
QVQLVQSGSELKKPGASVKVSCKTSGYTFTDYAMTWVRQAPGQGLEWMGWITTNTGDPTYAPGFTGRFVFSLDTSVS
TAYLQISSLKAEDTAVYYCARVYHWIRGFEFWGQGTLVTVSS

SEQID NO: 14
MF4289-VH-CDR1:
DYAMT

SEQ ID NO: 15
MF4289-VH-CDR2:
WITTNTGDPTYAPGFTG

SEQ ID NO: 16
MF4289-VH-CDR3:
VYHWIRGFEF

Underlining indicates consecutive CDR1, CDR2 and CDR3 sequences according to KABAT. E.g. CDR1 for
sequence MF3370 is SYGIS, CDR2 is WISAYNGNTNYAQKLQG and CDR3 is DRHWHWWLDAFDY.
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FIGURE 2

SEQID NO: 17

MF5790-VH
QVQLQESGPGLVKPSETLSLTCTVSGGSFSSSSSYWGWIRQPPGKGLEWIGSEYYSGNTYYNPSLKSRVTISEDTSKNQFS
LKLSSVTAADTAVYYCARQTYSSSWDGVLYYFDYWGQGTLVTVSS

SEQ ID NO: 18
MF5790-VH-CDR1
SSSSYWG

SEQ ID NO: 19
MF5790-VH-CDR2
SFYYSGNTYYNPSLKS

SEQID NO: 20
MF5790-VH-CDR3
QTYSSSWDGVLYYFDY

SEQ ID NO: 21

MF5803-VH:
QVQLQESGPGLVKPSETLSLTCTVSNGSISTYYWSWIRQPPGKGLEWIGYVYYTGRTKYNPSLKSRVTISVDTSKNQFSLN
LSSVTAADTAVYYCARGGIVVVPAARDYYYYMDVWGKGTTVTVSS

SEQ ID NO: 22
MF5803-VH-CDR1:
TYYWS

SEQ ID NO: 23
MF5803-VH-CDR2:
YVYYTGRTKYNPSLKS

SEQ ID NO: 24
MF5803-VH-CDR3:
GGIVVVPAARDYYYYMDV

SEQ ID NO: 25

MF5805-VH:
EVQLVQSGAEVKKPGESLKIACKGSGFSFTSHWIGWVRQKPGRGLEWMGVIYPGDSDTRYSPSFQGQVTVSADKSINT
AYLQWNSLKASDTAIYYCARPNSGSPRYFEFWGRGTLVTVSS

SEQ ID NO: 26
MF5805-VH-CDR1:
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(FIGURE 2 continued)
SHWIG

SEQID NO: 27
MF5805-VH-CDR2:
VIYPGDSDTRYSPSFQG

SEQ ID NO: 28
MF5805-VH-CDR3:
PNSGSPRYFEF

SEQ ID NO: 29

MF5808-VH:
QVQLQESGPGLVKPSETLSLTCTVSGGSISSSSYYWGWIRQPPGKGLEWIGSEYYSGNTYYNPSLKSRVTISVDTSKNQFS
LKLSSVTAADTAVYYCARQEYYYGSGSPSYYFDYWGQGTLVTVSS

SEQID NO: 30
MF5808-VH-CDR1:
SSSYYWG

SEQ ID NO: 31
MF5808-VH-CDR2:
SFYYSGNTYYNPSLKS

SEQID NO: 32
MF5808-VH-CDR3:
QEYYYGSGSPSYYFDY

SEQ ID NO: 33

MF5809-VH:
EVQLVQSGAEVKKPGESLKISCKGSGDSFISHWIAWVROMPGKGLEWMGIVYPGDSDTRYSPSFQGQVTISADKSITTA
YLQWSSLKASDTAMYYCARHEWELLGPFDYWGQGTLVTVSS

SEQ ID NO: 34
MF5809-VH-CDR1:
SHWIA

SEQID NO: 35
MF5809-VH-CDR2:
IVYPGDSDTRYSPSFQG

SEQ ID NO: 36
MF5809-VH-CDR3:
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(FIGURE 2 continued)
HEWELLGPFDY

SEQID NO: 37

MF5814-VH:
EVQLVQSGAEVKKPGSSVKVSCKASGGTSTNDAISWVRQTPGQGLEWMGSIIPILDTTDHAQKFQGRVTITADKSTNT
AYMELNSLRSDDTAVYYCAREHIAARQDYFDYWGQGTLVTVSS

SEQ ID NO: 38
MF5814-VH-CDR1:
NDAIS

SEQ ID NO: 39
MF5814-VH-CDR2:
SIIPILDTTDHAQKFQG

SEQ ID NO: 40
MF5814-VH-CDR3:
EHIAARQDYFDY

SEQ ID NO: 41

MF5816-VH:
EVQLVQSGSKLKKPGASVKVSCKASGYTFTSYTMNWVRQAPGQGLEWMGWINTDTGDPTYAQGFTGRFVFSLDTSV
STAFLQINSLKAEDTAVYYCARGDCDSTSCYRYSYGYEDYWGQGTLVTVSS

SEQ ID NO: 42
MF5816-VH-CDR1:
SYTMN

SEQ ID NO: 43
MF5816-VH-CDR2:
WINTDTGDPTYAQGFTG

SEQ ID NO: 44
MF5816-VH-CDR3:
GDCDSTSCYRYSYGYEDY

SEQ ID NO: 45

MF5817-VH:
QVQLVQSGAEVKKPGSSVKVSCKVSGGTFRSYAISWVRQAPGQGLEWMGGIIPIFDTRNYAQILQGRVTITADLSTSTA
YMELNSLRSEDTAIYYCARGSDEGDWFDPWGQGTLVTVSS

SEQ ID NO: 46
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(FIGURE 2 continued)
MF5817-VH-CDR1:
SYAIS

SEQ ID NO: 47
MF5817-VH-CDR2:
GIIPIFDTRNYAQILQG

SEQ ID NO: 48
MF5817-VH-CDR3:
GSDEGDWFDP

SEQ ID NO: 49
MF5818-VH:

EVQLVQSGTEVRKPGSSVKVSCKASGGTFSNYAISWVRQAPGQGLEWMGSIIPILGTTDHAQKFQDRVTITADKSSNTT

6/14

YMELSSLRSDDTAVYYCAREYIAARLDYFDSWGQGTLVTVSS

SEQID NO: 50
MF5818-VH-CDR1:
NYAIS

SEQ ID NO: 51
MF5818-VH-CDR2:
SIIPILGTTDHAQKFQD

SEQID NO: 52
MF5818-VH-CDR3:
EYIAARLDYFDS

PCT/NL2021/050772

Underlining indicates consecutive CDR1, CDR2 and CDR3 sequences according to KABAT.



WO 2022/131918 PCT/NL2021/050772

7/14

FIGURE 3

SEQ ID NO: 53

VL:
DIQMTQSPSSLSASYGDRVTITCRASQSISSYLNWYQQKPGKAPKLLIYAASSLQSGVPSRFSGSGSGTDFTLTISSLQPED
FATYYCQQSYSTPPTFGQGTKVEIK

SEQ ID NO: 54
VL-CDR1:
QSISSY

SEQ ID NO: 55
VL-CDR2:
AAS

SEQ ID NO: 56
VL-CDR3:
QQSYSTPPT

SEQ ID NO: 57

CL:
RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYE
KHKVYACEVTHQGLSSPVTKSFNRGEC

Underlining indicates consecutive CDR1, CDR2 and CDR3 sequences of the common light chain according
to IMGT.
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FIGURE 4

SEQ ID NO: 58

CH1:
ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYI
CNVNHKPSNTKVDKRV

SEQ ID NO: 59
Hinge:
EPKSCDKTHTCPPCP

SEQ ID NO: 60

CH2:
APELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVL
HQDWLNGKEYKCKVSNKALPAPIEKTISKAK

SEQID NO: 61

CH3-DE:
GQPREPQVYTDPPSREEMTKNQVSLTCEVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQ
QGNVFSCSVMHEALHNHYTQKSLSLSPGK

SEQ ID NO: 62

CH3-KK:
GQPREPQVYTKPPSREEMTKNQVSLKCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQ,
QGNVFSCSVMHEALHNHYTQKSLSLSPGK
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FIGURE 5a

SEQID NO: 63

MF3755x5816:
QVQLVQSGSELKKPGASVKISCKASGYDFTNYAMNWVRQAPGHGLEWMGWINANTGDPTYAQGFTGRFVFSLDTSV
STAYLQISSLKAEDSAVYYCTRERFLEWLHFDYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPV
TVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTHTCPPCPAPELL
GGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDW
LNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTDPPSREEMTKNQVSLTCEVKGFYPSDIAVEWESNGQPENNYKT
TPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGKEVQLVQSGSKLKKPGASVKVSCKAS
GYTFTSYTMNWVRQAPGOGLEWMGWINTDTGDPTYAQGFTGRFVFSLDTSVSTAFLQINSLKAEDTAVYYCARGDC
DSTSCYRYSYGYEDYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFP
AVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMI
SRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPA
PIEKTISKAKGQPREPQVYTKPPSREEMTKNQVSLKCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLT
VDKSRWQQGNVFSCSYMHEALHNHYTQKSLSLSPGK



WO 2022/131918 PCT/NL2021/050772

10/14

FIGURE 5b

SEQ ID NO: 64

MF3755x5790:
QVQLVQSGSELKKPGASVKISCKASGYDFTNYAMNWVRQAPGHGLEWMGWINANTGDPTYAQGFTGRFVFSLDTSV
STAYLQISSLKAEDSAVYYCTRERFLEWLHFDYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPV
TVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTHTCPPCPAPELL
GGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDW
LNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTDPPSREEMTKNQVSLTCEVKGFYPSDIAVEWESNGQPENNYKT
TPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGKQVQLQESGPGLVKPSETLSLTCTVS
GGSFSSSSSYWGWIRQPPGKGLEWIGSFYYSGNTYYNPSLKSRVTISEDTSKNQFSLKLSSVTAADTAVYYCARQTYSSS
WDGVLYYFDYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQ
SSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTP
EVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKT
ISKAKGQPREPQVYTKPPSREEMTKNQVSLKCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKS
RWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK
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FIGURE 5c

SEQ ID NO: 65

MF3755x5818:
QVQLVQSGSELKKPGASVKISCKASGYDFTNYAMNWVRQAPGHGLEWMGWINANTGDPTYAQGFTGRFVFSLDTSV
STAYLQISSLKAEDSAVYYCTRERFLEWLHFDYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPV
TVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTHTCPPCPAPELL
GGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDW
LNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTDPPSREEMTKNQVSLTCEVKGFYPSDIAVEWESNGQPENNYKT
TPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGKEVQLVQSGTEVRKPGSSVKVSCKAS
GGTFSNYAISWVRQAPGQGLEWMGSIIPILGTTDHAQKFQDRVTITADKSSNTTYMELSSLRSDDTAVYYCAREYIAARL
DYFDSWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYS
LSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVV
VDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKG
QPREPQVYTKPPSREEMTKNQVSLKCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQ
GNVFSCSVMHEALHNHYTQKSLSLSPGK
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FIGURE 5d

SEQ ID NO: 66

MF4280x5790:
QVQLVQSGAEVKKPGASVKVSCKVSGYTLTELSMHWVRQAPGKGLEWMGGFDPEYGKTFFAQNFQGRVTMTEDTS
ADTAYMELSSLRSEDTAVYYCATEGYYETTTYYYNLFDSWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKD
YFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTHTCPPC
PAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVL
HQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTDPPSREEMTKNQVSLTCEVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGKQVQLQESGPGLVKPSETLSL
TCTVSGGSFSSSSSYWGWIRQPPGKGLEWIGSFYYSGNTYYNPSLKSRVTISEDTSKNQFSLKLSSVTAADTAVYYCARQT
YSSSWDGVLYYFDYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFP
AVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMI
SRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPA
PIEKTISKAKGQPREPQVYTKPPSREEMTKNQVSLKCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLT
VDKSRWQQGNVFSCSYMHEALHNHYTQKSLSLSPGK
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FIGURE 5e

SEQID NO: 67

MF4280x5816:
QVQLVQSGAEVKKPGASVKVSCKVSGYTLTELSMHWVRQAPGKGLEWMGGFDPEYGKTFFAQNFQGRVTMTEDTS
ADTAYMELSSLRSEDTAVYYCATEGYYETTTYYYNLFDSWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKD
YFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTHTCPPC
PAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVL
HQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTDPPSREEMTKNQVSLTCEVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGKEVQLVQSGSKLKKPGASVKY
SCKASGYTFTSYTMNWVRQAPGQGLEWMGWINTDTGDPTYAQGFTGRFVFSLDTSVSTAFLQINSLKAEDTAVYYCA
RGDCDSTSCYRYSYGYEDYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSG
VHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKPK
DTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSN
KALPAPIEKTISKAKGQPREPQVYTKPPSREEMTKNQVSLKCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFF
LYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK



WO 2022/131918 PCT/NL2021/050772

14/14

FIGURE 5f

SEQ ID NO: 68

MF4280x5818:
QVQLVQSGAEVKKPGASVKVSCKVSGYTLTELSMHWVRQAPGKGLEWMGGFDPEYGKTFFAQNFQGRVTMTEDTS
ADTAYMELSSLRSEDTAVYYCATEGYYETTTYYYNLFDSWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKD
YFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTHTCPPC
PAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVL
HQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTDPPSREEMTKNQVSLTCEVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGKEVQLVQSGTEVRKPGSSVK
VSCKASGGTFSNYAISWVRQAPGQGLEWMGSIIPILGTTDHAQKFQDRVTITADKSSNTTYMELSSLRSDDTAVYYCAR
EYIAARLDYFDSWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVL
QSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRT
PEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPIEK
TISKAKGQPREPQVYTKPPSREEMTKNQVSLKCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDK
SRWQQGNVFSCSYMHEALHNHYTQKSLSLSPGK

Heavy chain sequences from six exemplary bispecific antibodies composed of two different MF clones, a
hinge, CH1, CH2 and CH3-DE and CH3-KK domains



