]

SPRUSON & FERGUSON

13 April 2016 INTELLECTUAL PROPERTY
The Registry of Patents Spruson & Ferguson {(Asia) Pre Ltd

Intellectual Property Office of Singapore Reg. No. 200100515C

152 Beach Road
#3T-05/06 Gateway East
Our Reference : 5525G392/LMO/pac Singapore 189721

Your Reference : 11201504602V i
Phone: +65 6333 7200

Fax:465 6333 7242

Dear Sirs, mall.asia@spruson.com
WWWLSPIUSOI.COM

Singapore Patent Application No. 11201504602V

Invention : Lipocalin Fusion Partners

Applicant : Fred Hutchinson Cancer Research Center
We refer to the above-mentioned application.

The applicant would like to submit the Sequence Listings as part of the specification. Accordingly,
we have filed amendment to the specification to indicate the sequence listing.

We trust that all is in order and we look forward to receiving your nofification in due course.

Yours faithfully,

SPRUSON & FERGUSON (ASIA) PTE LTD

Servicing Austealia, Barglacesh, Brunel, Cambsodia, China, Hong Kong, India, ndonesia, Laos, kacay, Malaysia, Mongolia, Nepal,
New Zealand, Pakistan, Papus New Guinea, Philippines, Singapore, South Pacific islands, Sei Lanka, Taiwan, Thailand, Vietram

Afiflated with Spruson & Ferguson Pry Umited, Spruson & Fesguson Lavwyers (husiralia), Spruscn £ Ferguson Sdin Bhd (slawsia)
and Spruson & Ferguson (Asia) Pre Lid (Shanghal Office)

(1442228 _1):PAC



,, 44189-701 602_SL.TXT
SEQUENCE LISTING ‘

<110> FRED HUTCHINSON CANCER RESEARCH CENTER
<120> LIPOCALIN FUSION PARTNERS 2

<130> 44189-701.602

<140> PCT/US13/74215
<141>2013/12/10

<150> 61/794,685
<151> 2013-03-15

<150> 61/735,516
<151>2012-12-10

<160> 158

<170> Patentin version 3.5

<210>1

<<211>721

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polynucleotide”

<400> 1
'gactgagtcg ccegetcgag accatggaga cagacacact cetgetatgg gtactgetge 60

tctgggttce aggticcact ggtgactaca aggacgagcea tcaccatcat caccatggty 120
gaagccagga ctecacctca gacctgatce cagecccace fctgagoaag giecctetge 180
agcagaactt ccaggacaac caattccagg ggaagtggta tgtggtagge ctggcaggga 240
atgcaattct caéagaagac aaagacccgc aaaagaigta tgccaccate tatgagetga 300
aagaagacaa gagctacaat gicacciceg tectgtttag gaaaaagaag tgtgactact 360
ggatcaggac ttttgticca ggttgecage chgcgégtt cacgetggge aacattaaga 420
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44189-701 602_SL.TXT
gaggtagcga aaacctigtat tttcagggag gegataccty cggeageggc tataatgtgg 720

atcagcgteg taccaatage ggctgcaaag cgggceaatgg cgategteat titigegget 780
gegategtac cggegtggty gaatgcaaag geggcaaatg gaccgaagtg caggattgeg 840
gcagcagcag ctgcaaagge accagcaatg geggegegac ctgctaatge taaggatcce 900

99a ‘ 903

<210> 3~

<211> 861

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polynucleotide”

<2205
<221> CDS
<222> (1)..(861)

<400> 3

alg gag aca gac aca ctc ctg cta tgg gta ctg ctg cte tgg gtt cca 48
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro

1 5 10 15

‘gg‘t tce act ggt gac tac aag gac gag cat cac cat cat cac cat ggt 96
Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30

gga agc cag gac tee acc tea gac ctg atc cca gee cea cot ctg age 144
Gly Ser GIn Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

aag gtc cct clg cag cag aac ttc cag gac aac caa tic cag ggg aag 192
Lys Val Pro Leu GIn Gin Asn Phe GIn Asp Asn Gin Phe Gin Gly Lys
50 55 60

tgg tat gty gta ggc ctg gca ggg aat gea att ctc aga gaa gac aaa 240
Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80
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44189-701 602_SL.TXT

gac ocg caa aag atg tat gcc acc atc tat gag ctg aaa gaa gac aag 288
Asp Pro Gin Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95

agc tac aat gtc acc tec gte ctg ttt agg aaa aag aag tgt gac tac 336
Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

tgg atc agg act ttt gtt cca ggt lge cag coc gge gag ttc acg ctg 384
Trp lle Arg Thr Phe Val Pro Gly Cys GIn Pro Gly Glu Phe Thr Leu
115 120 125

ggc aac att aag agt tac cct gga tta acg agt tac ctc gtc cga gtg 432
Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 - 135 140

gtg agc acc aac tac aac cag cat get atg gtg tfe tic aag aaa gt~ 480
Val Ser Thr Asn Tyr Asn Gln His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160

tct caa aac agg gag tac ttc aag atc acc ctc tac ggg aga acc aag 528
Ser Gln Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

gag ctg act tcg gaa cta aag gag aac ttc atc cgc ttc tcc aaa fet 576
Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190

ctg ggce cte cct gaa aac cac ate gte tte cct gte coa ate gac cag 624
Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gin
195 200 205 ‘

tgt atc gac ggc gga ggt age gaa aac cig tat ttt cag gga ggc gat 672
Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gin Gly Gly Asp
210 215 220

acc tge gge age ggc tat aat gtg gat cag cgt cgt acc aat agc ggc 720
Thr Cys Gly Ser Gly Tyr Asn Val Asp GIn Arg Arg Thr Asn Ser Gly
225 230 - 235 240

tgc aaa gcg’ggc aat ggc gat cgt cat ttt tgc gge tge gat cgt acc 768
Cys Lys Ala Gly Asn Gly Asp Arg His Phe Cys Gly Cys Asp Arg Thr
245 250 255

ggc gtg gtg gaa tgc aaa ggce ggce aaa tgg acc gaa gtg cag gat tge 816
- Page 4
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44189-701 602_SL.TXT

cgggcagceac caccetggge ccgeagtaat getaaggate cegga 885

<210>5

<211> 843

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polynucleotide”

<220>
<221> CDS
<222> (1)..(843)

<400> 5

atg gag aca gac aca cfc ctg cta tgg gta ctg cig cte tgg gtt cca 48
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro

1 5 10 15

ggt tcc act ggt gac tac aag gac gag cat cac cat cat cac cat ggt 96
Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30

gga agc cag gac tce acc tca gac ctg atc cca gec cea cot ctg age 144
Gly Ser GIn Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

aag gtc cot ctg cag cag aac tic cag gac aac caa ttc cag ggg aag 192
Lys Val Pro Leu GIn Gln Asn Phe Gin Asp Asn Gin Phe Gln Gly Lys
50 55 60

tgg tat gtg gta gge ctg gea ggg aat gea att ctc aga gaa gac aaa 240
Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80

gac ccg caa aag atg tat gcc acc atc tat gag ctg aaa gaa gac aag 288
Asp Pro Gin Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95

age tac aat gtc acc tcc gtc ctg ttt agg aaa aag aag fgt gac tac 336
Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
' Page 6



44189-701 602 _SL.TXT
100 105 110

tgg atc agg act it gtt cca ggt tgc cag cee ggce gag tte acg cty 384
Trp lle Arg Thr Phe Val Pro Gly Cys GIn Pro Gly Glu Phe Thr Leu
115 120 125

ggc aac att aag agt tac cct gga tta acg agt tac ctc gtc cga gtg 432
Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

glg agc acc aac tac aac cag cat get atg gig tic tic aag aaa gt~ 480
Val Ser Thr Asn Tyr Asn GIn His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160

tct’ caa aac agg gag tac ttc aag atc acc ctc tac ggg aga acc aag 528
Ser GIn Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

gag ctg act tcg gaa cta aag gag aac ttc atc cgc tte tec aaa tet 576
Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190

ctg gge cte cct gaa aac cac ate gt tte cct gte cca atc gac cag, 624
Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gin
- 195 . 200 205

tgt atc gac ggc gga ggt age gaa aac ctg tat ftt cag ggaggc gat 672
Cys lie Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gln Gly Gly Asp
210 215 220 '

cag aat tgc gat att ggc aat att acc age cag tge cag atg cag cat 720
Gln Asn Cys Asp lle Gly Asn lle Thr Ser Gin Cys Gin Met Gln His
225 - 230 235 240

aaa aat fgc gaa gat gcg aat gge tgc gat acc att att gaa gaatgc 768
Lys Asn Cys Glu Asp Ala Asn Gly Cys Asp Thr lle lle Glu Glu Cys
245 250 265

aaa acc age atg gtg gaa cgt tge cag aat cag gaa ttt gaa agc geg 816
Lys Thr Ser Met Val Glu Arg Cys GIn Asn GIn Glu Phe Glu Ser Ala
260 265 270

gcg gge age acce acc ctg gge ccg cag 843
Ala Gly Ser Thr Thr Leu Gly Pro Gin
275 280

Page 7
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44189-701 602_SL.TXT
<220>
<221> source
<223> Inote="Description of Artificial Sequence: Synthetic
polynucleotide”

<220>
<221> CDS
<222> (1)..(735)

<400> 7

atg gag aca gac aca ctc ctg cta tgg gta ctg ctg ctc tgg gtt cca 48
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro

1 5 10 15

ggt tee act ggt gac tac aag gac gag cat cac cat cat cac cat ggt 96
Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30

gga agc cag gac tcc ace fca gac ctg atc ccagec ccacctetgage 144
Gly Ser Gln Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

aag gtc cct cty cag cag aac ttc cag gac aac caa tic cag ggg aag 192
Lys Val Pro Leu GIn GIn Asn Phe Gin Asp Asn GIn Phe GIn Gly Lys
50 55 60

tgg tat gtg gta ggc cty gca ggg aat gea att cic aga gaa gac aaa 240
Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80

gac ccg caa aag atg tat gcc acc atc tat gag ctg aaa gaa gac aag 288
Asp Pro Gin Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95

agce tac aat gtc acc tce gte ctg ttt agg aaa aag aag tgt gac tac 336
Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

tgg atc agg act tit gtt cca ggt tgc cag cce gge gag ttc acg ctg 384
Trp lle Arg Thr Phe Val Pro Gly Cys GIn Pro Gly Glu Phe Thr Leu
115 120 125

ggc aac att aag agt tac cct gga tta acg agt tac ctc gtc cga gtg 432
Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

Page 9
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gtg agc acc aac tac aac cag cat get atg gtg ttc tic aag aaa gttt 480
Val Ser Thr Asn Tyr Asn GIn His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160

tct caa aac agg gag tac ttc aag atc acc ctc tac ggg aga acc aag 528
Ser GIn Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

gag ctg act tcg gaa cta aag gag aac ttc atc cge ttc tcc aaa tet 576
Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190

ctg gge ctc cct gaa aac cac atc gtc ttc cot gtc cca atc gac cag 624
Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gln
195 200 205

tgt atc gac ggc gga ggt age gaa aac ctg tat ttt cag gga ggc ggec - 672
Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe GIn Gly Gly Gly
210 215 220

cat geg tge tat cgt aat tgc tgg cgt gaa gge aat gat gaa gaa acc 720
His Ala Cys Tyr Arg Asn Cys Trp Arg Glu Gly Asn Asp Glu Glu Thr
225 230 235 240

tgc aaa gaa cgt tgc | 735
Cys Lys Glu Arg Cys
245

<210> 8

<211> 816

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artlfl(;lal Sequence Synthetic
polynucleotide”

<400> 8
gactgagtcg ccegetegag accatggaga cagacacact cetgetatgg gtactgctge 60

tctgggttce aggttccact ggtgactaca aggacgagea tcaccatcat caccatggty 120

gaagccagga ctecacctea gacctgatce cageeccacc tetgageaag gtecctetge 180
Page 10



44189-701 602_SL.TXT
agc‘agaactt ccaggacaac caattccagg ggaagtggta tgtggtagge ctggcaggga 240
atgcaattot cagagaagac aaagacccge aaaagatgta tgrccaccatc tatgagctga 300
aagaagacaa gagctacaat gtcaccteeg tectgtttag gaaaaagaag fgtgactact 360
ggatcaggac titigttcca ggttgecage ceggegagtt cacgetggge aacattaaga 420
gttaccetgg attaacgagt tacctegtee gagtggtgag caccaactac aaccagcatg 480
ctatgotgtt cttcaagaaa gtttctcaaa acagggagta cticaagatc accetetacg 540
ggagaaccaa ggagcetgact teggaactaa aggagaactt catccgetic tccaaatcte 600
tgggcectece tgaaaaccac ategtettce ctgteccaat cgaccagtyt ategacggeg 660
gaggtagcga aaacctgtat tticagggag gegaatgecg ttatetgttt ggeggetgea 720
aaaccaccag cgattgctge aaacatetgg getgcaaatt tegtgataaa tattgegegt 780
gggattttac ctttagctaa tgctaaggat cccgga - 816
<210>9
<211>774
<212> DNA'
~ <213> Artificial Sequence
<220>
<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polynucleotide”

<220>
<221>CDS
<222> (1).(774)

<400> 9 o

atg gag aca gac aca ctc ctg cta tgg gta ctg ctg ctc tgy gtt cca 48
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro

1 5 10 15

ggt tcc act ggt gac tac aag gac gag cat cac cat cat cac cat ggt 96
GlySer Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
Page 11
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20 25 30

gga agc cag gac tcc acc tca gac ctg atc cca gec cca cct ctg age 144
Gly Ser GIn Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

aag gtc cct ctg cag cag aac ttc cag gac aac caa ttc cag ggg aag 192
Lys Val Pro Leu GIn GIn Asn Phe Gin Asp Asn GIn Phe Gin Gly Lys
50 55 60

tgg tat gtg gta ggc ctg gea ggg aat gea att ctc aga gaa gac aaa 240
Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80

gac ccg caa aag atg tat gec acc atc tat gag ctg aaa gaa gac aag 288
Asp Pro Gln Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95

agc tac aat gtc acc tce gte ctg ttt agg aaa aag aag tgt gac tac 336
Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

tgg atc agg act ttt gtt cca ggt tge cag cce gge gag fte acg ctg 384
Trp lle Arg Thr Phe Val Pro Gly Cys GIn Pro Gly Glu Phe Thr Leu
115 120 125

ggc aac att aag agt tac cct gga tta acg agt tac ctc gtc cga gtg 432
Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

gtg agc acc aac tac aac cag cat got atg gtg ttic tic aag aaa gttt 480
Val Ser Thr Asn Tyr Asn Gln His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160

tct caa aac agg gag tac ttc aag atc acc cte tac ggg aga acc aag 528
Ser GIn Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

gag ctg act tcg gaa cta aag gag aac tic atc cge ttc tcc aaa tet - 576
Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190

ctg gge cfte cet gaa aac cac ate gfc tte cct gtc cca atc gac cag 624
Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp GlIn
195 200 205
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tgt atc gac gge gga ggt age gaa aac ctg tat ttt cag gga ggc gaa 672
Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gin Gly Gly Glu
210 215 220

tgc cgt tat ctg it gge gge tgc aaa acc acc age gattgc tgcaaa 720

Cys Arg Tyr Leu Phe Gly Gly Cys Lys Thr Thr Ser Asp Cys Cys Lys

225 230 235 240

cat ctg gge tge aaa tit cgt gat aaa tat tge geg tgg gat ttt ace 768

His Leu Gly Cys Lys Phe Arg Asp Lys Tyr Cys Ala Trp Asp Phe Thr
245 250 255

ttt age 774
Phe Ser

<210>10

<211> 819

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> [note="Description of Artificial Sequence: Synthetic
polynucleotide"

<400> 10
gactgagtcg cccgetcgag accatggaga cagacacact cetgetatgg gtactgetge 60

tctgggttee aggticcact ggtgactaca aggacgagea tcaccatcat caccatggtg 120
gaagccagga ctecacctca gacctgatcee cagecccace fetgageaag gieocictge 180
agcagaactt ccaggaéaac céattcca.gg ggaagtggta tgiggtaggce ctggecaggga 240
atgcaatict cagagaagac aaagacccge aaaagatgta tgccaccaic tatgagetga 300
aagaagacaa gagctacaat gtcacctceg tectgttiag gaaaaagaag tgtgactact 360
ggatcaggac ftttgttcca ggttgccage ceggegagtt cacgetggge aacattaaga 420
gttéccctgg attaacgagt tacctegtce gagtggtgag caccaactac aaccageaty 480
ctatggtgtt cticaagaaa gttictcaaa acagggagta cticaagatc accctctacg 540

Page 13



44189-701 602_SL.TXT
ggagaaccaa ggagetgact tcggaactaa aggagaactt catcegcttc tccaaatctc 600

tgggecteee tgaaaaccac ategtettce ctgteccaat cgaccagtgt atcgacggeg 660
gaggtagcga aaacctgtat tttcagggag gegaaattag ctgcgaaccyg ggcaaaacct 720
ttaaagataa atgcaatacc tgecgttgeg gegeggatgg caaaagegeg gegtgcacee 780

tgaaagcgty cccgaatcag taatgctaag gateccgga 819

<210> 11

<<21>777

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polynucleotide"

<220>
<221> CDS
<222> (1).(777)

<400> 11

atg gag aca gac aca ctc ctg cta tgg gta ctg ctg ctc tgg gtt cca 48
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro

1 5 10 15

ggt tce act ggt gac tac aag gac gag cat cac cat cat cac cat ggt 96 .
Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30

gga agc cag gac tcc acc tca gac ctg atc cca gec cea cct ctg age 144
Gly Ser GIn Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

aag gfc cct ctg cag cag aac ttc cag gac aac caa ttc cag ggg aag 192
Lys Val Pro Leu GIn Gln Asn Phe GIn Asp Asn Gin Phe Gin Gly Lys
50 55 60

tgg tat gtg gta ggc ctg gea ggg aat gea att ctc aga gaa gac aaa 240
Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80
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gac ccg caa aag atg tat gcc acc atc tat gag ctg aaa gaa gac aag 288
Asp Pro Gin Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95

agc tac aat gtc acc tcc glc cig ttt agg aaa aag aag tgt gac tac 336
Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

tgg atc agy act ttt gtt cca ggt tge cag ccc ggce gag tte acg ctg 384
Trp lle Arg Thr Phe Val Pro Gly Cys Gin Pro Gly Glu Phe Thr Leu
115 120 125

ggc aac att aag agt tac cct gga tta acg agt tac ctc gtc cga gty 432
Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

gtg agc acc aac tac aac cag cat gct atg gtg tic tic aag aaa gttt 480
Val Ser Thr Asn Tyr Asn Gln His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160

tct caa aac agyg gag tac tic aag atc acc cic tac ggg aga acc aag 528
Ser GIn Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

gag clg act tcg gaa cta aag gag aac tic atc cgc tic tcc aaa fot 576
Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190 '

ctg gge ctc cct gaa aac cac atc gtc tte cot gic cca atc gac cag 624
Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp GIn
195 200 205

tgt atc gac ggc gga ggt age gaa aac ctg tat ttt cag gga ggc gaa 672
Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gln Gly Gly Glu
210 215 220

att agc tgc gaa ccg gge aaa acc tit aaa gat aaa tgc aat acc tge 720
lle Ser Cys Glu Pro Gly Lys Thr Phe Lys Asp Lys Cys Asn Thr Cys
225 230 235 240

cgt tge gge geg gat gge aaa age geg geg tge ace ctg aaa geg tge 768
Arg Cys Gly Ala Asp Gly Lys Ser Ala Ala Cys Thr Leu Lys Ala Cys
245 250 255

ccg aat cag 777
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<212> DNA
<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
~ polynucleotide”

<220>
<221> CDS
<222> (1)..(780)

<400> 13

atg gag aca gac aca clc clg cta tgg gta ctg ctg cte tgg gtt cca 48
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro

1 5 10 15

ggt tec act ggt gac tac aag gac gag cat cac cat cat cac cat ggt 96
Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30

gga agc cag gac tcc acc tca gac ctg atc cca gee cca cct ctg age 144
Gly Ser GIn Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

aag gtc cct ctg cag cag aac tic cag gac aac caa tic cag ggg aag 192
Lys Val Pro Leu Gln Gin Asn Phe GIn Asp Asn Gin Phe Gln Gly Lys
5 | 55 60

tgg tat gtg gta ggc ctg gca ggg aat gca att ctc aga gaa gac aaa 240
Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80

gac ccg caa aag atg fat gcc acc atc tat gag clg aaa gaa gac aag 288
Asp Pro GlIn Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95

agc tac aat gtc acc tcc gtc ctg tit agg aaa aag aag tgt gac tac 336
Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

tgg atc agg act it gtt cca ggt tge cag cce gge gag ttc acg ctg 384
Trp lle Arg Thr Phe Val Pro-Gly Cys Gin Pro Gly Glu Phe Thr Leu
115 120 125
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ggc aac att aag agt tac cct gga tta acg agt tac ctc gtc cga gtg 432
Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

gtg age acc aac tac aac cag cat gt atg gtg tic tic aag aaa gttt 480
Val Ser Thr Asn Tyr Asn Gin His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160

tct caa aac agg gag tac tic aag atc acc cte tac ggg aga acc aag 528
Ser GIn Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

gag ctg act tcg gaa cta aag gag aac ttc atc cgc ttc tcc aaa tct 576
Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190

ctg ggc cte cot gaa aac cac atc gic tte cct gtc cca atc gac cag ™ 624
Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gin
195 200 205

tgt atc gac ggc gga ggt age gaa aac ctg tat ttt cag gga ggc gtg 672
Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gin Gly Gly Val
210 216 220

tgc cgt gat tgg ttt aaa gaa acc geg tgc cgt cat gcg aaaagectg 720
Cys Arg Asp Trp Phe Lys Glu Thr Ala Cys Arg His Ala Lys Ser Leu
225 230 235 240

ggc aat tgc cgt acc age cag aaa tat cgt gcg aat tgc geg aaa acc 768
Gly Asn Cys Arg Thr Ser GIn Lys Tyr Arg Ala Asn Cys Ala Lys Thr
245 250 255

tgc gaa cig tge 780
Cys Glu Leu Cys
260

<210> 14

<211> 849

<212> DNA

<213> Artificial Sequence

<220>
<221> source
<223> Inote="Description of Artificial Sequence: Synthetic
polynucleotide”
Page 18



61 ofed
SQ0 <122>
<07¢>

| .aphosjonufjod
aeyiuAg :8ousnbag ey jo uonduoseq,=ejou/ <€zZ>
80IN0S <} 77>
<0¢e>

aouénbeg [N <€ 17>

VYNQ <ZlLe>

208 <Lie>

gl <0l¢>

6v8 | ebboo0jeb

ovg  bBeejobiee; Bionmy eoeebobyb ob)BobBooe jej0b66)6e ebob)Boob

08/,  heneebeo obebieiebo 16610em eoﬁiﬁeooﬁﬁ 18061006)) ©)o66)2R0)

0z, eiebobeobe objeerooe) jeabeb)hob 6966695111 1e1B100eER BHOBERIGORD
099  Bobboeboje 16i6e00R60 12R00016)0 20110101 DrOORRERED) 000}00666)
009  9)01eER29} 030600189 Joeebebbe eemeebﬁm 10eb106eb6 eesoeebebid
0rg  Boeojoooe ojebeeo)o 216’9666909 eee0)0)nb eeebeea)o 161660
0gy  Breobeooee oejoeeooed Bebybbibeb 20)60100e) j6ebBoRe R BB)000R)6
0zy  ebeepeoee o666j06oes 160606600 0620666 BooNB) sebbesjebh
09¢  loejoen)f) beebeeeeeb Bepbioo) 629100e9)6 jeROR)0bER PRORORRGERE
00¢  ebjobebie) ojeooeooh) eibjebeeee s6o0oebeee oebeebebed jopeesbie
Oyz  ebbbesbbyo obbe)bhi6) e)bbibeebb H6eooyees oeeoehibesd jjoeebeobe
08l  96101000)6 Beeobehio) 008502069 00)eb100RE BD}00R00)0 BBBRIObEERD

0zl  BibBjesoes jeojessen) eobefioebbe eoejoehitb joeaonbbe 001166610

09  objobioeib 661106100 10R0ROEGRD BBRAbIRIOR 6960}06000 6oybebyoed
¥l <00t>

IX171S 209 L0L-68L1Y



44189-701 602_SL.TXT
<2225 (1)..(807)

<400> 15

atg gag aca gac aca cfc ctg cta tgg gta ctg ctg ctc tgg gtt cca 48
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro

1 5 10 15

ggt tce act ggt gac tac aag gac gag cat cac cat cat cac cat ggt 96
Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30

gga age cag gac tce acc tca gac ctg atc cea gee cea cct ctg age 144
Gly Ser GIn Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45 :

aag gtc cct ctg cag cag aac tic cag gac aac caa ttc cag ggg aag 192
Lys Val Pro Leu GIn GIn Asn Phe GIn Asp Asn Gin Phe Gln Gly Lys
50 55 60

tgg tat gtg gta ggc ctg gca ggg aat gea att cic aga gaa gac aaa 240
Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80

gac ccg caa aag atg tat gcc acc atc tat gag ctg aaa gaa gac aag 288
Asp Pro Gin Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95

agc tac aat gtc acc tec gtc ctg ttt agg aaa aag aag tgt gac tac 336
Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

tgg atc agg act ttt gtt cca ggt tge cag écc gge gag ttc acg ctg 384
Trp lle Arg Thr Phe Val-Pro Gly Cys Gin Pro Gly Glu Phe Thr Leu
115 120 125

ggc aac att aag agt tac cct gga tta acg agt taccte gic cga gtg 432
Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

gtg agc acc aac tac aac cag cat gct atg gtg ttc tic aag aaa gttt 480
Val Ser Thr Asn Tyr Asn GIn His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160

tct caa aac agg gag tac ttc aag atc acc ctc tac ggg aga acc aag 528
Ser GIn Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175
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gag ctg act tcg gaa cta aag gag aac tic atc cgce ttc tce aaa tet 576
Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190

ctg ggc cte cot gaa aac cac ate gt tte cct gte cca atc gac cag 624
Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gin
195 200 205

tgt atc gac gge gga ggt age gaa aac cig tat ttt cag gga gge gtg 672
Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gin Gly Gly Val
210 215 220

agc att acc aaa tgc agc agc gat atg aat ggc tat tge ctg cat gge 720
Ser lle Thr Lys Cys Ser Ser Asp Met Asn Gly Tyr Cys Leu His Gly
225 230 235 240

cag tge att tat ctg gtg gat atg agc cag aat tat tgc cgt tge géa 768
Gln Cys lle Tyr Leu Val Asp Met Ser GIn Asn Tyr Cys Arg Cys Glu

245 250 255
gtg ggc tat acc gge gtg cgt tge gaa cat ttt tit ctg 807
Val Gly Tyr Thr Gly Val Arg Cys Glu His Phe Phe Leu
260 265
<210> 16
<211> 801
<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polynucleotide"

<400> 16
gactgagteg ccegetegag accatggaga cagacacact cetgetatgg gtactgetge 60

tctgggtice aggticcact ggtgactaca aggacgagea tcaccatcat caccatggtg 120
gaagccagga ctecacclca gabotgatcc cagccccacc tetgageaag gtecetetge 180
agcagaactt ccaggacaac caattccagg ggaagtggta tgtggtagge ctggcaggga 240

atgcaattct cagagaagac aaagaccege aaaagalgta tgccaccalc tatgagetga 300
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35 0 45

aag gtc cct clg cag cag aac ttc cag gac aac caa tic cag ggg aag 192
Lys Val Pro Leu GIn GIn Asn Phe Gln Asp Asn Gin Phe Gin Gly Lys
50 55 60

tgg tat gly gta gge ctg gca ggg aat gea att ctc aga gaa gac aaa 240
Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80

gac ccg caa aag atg tat gec acc afc tat gag ctg aaa gaa gac aag 288
Asp Pro GIn Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95

~ agce tac aat gtc acc toc gte cig ttt agy aaa aag aagfgtgactac 336
Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

tgg atc agg act tit gtt cca ggt tge cag cce gge gag tie acg ctg 384
Trp lle Arg Thr Phe Val Pro Gly Cys GIn Pro Gly Glu Phe Thr Leu
115 120 125

ggc aac att aag agt tac cct gga tta acg agt tac clc gic cga gtg 432
Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

gtg agc acc aac tac aac cag cat get atg gty ttc tic aag aaa gttt 480
Val Ser Thr Asn Tyr Asn Gin His Ala Met Val Phe Phe Lys Lys Val
145 150 - 155 160

tct caa aac agg gag tac ttc aag atc acc cftc tac ggg aga acc aag 528
Ser Gln Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

gag clg act tcg gaa cta aag gag aac tic atc cge ttc tcc aaa tct 576
Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190

ctg gge cte cct gaa aac cac ate ge ttc cct gtc ccaatc gaccag 624
Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gin
195 200 205

tgt atc gac ggc gga ggt age gaa aac ctg tat ttt cag gga ggc gge 672
Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe GIn Gly Gly Gly
210 215 220
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aacatgcgcg tagcgg(,gaa tgctittatg atgaaaaacg taatctgcag tgeattigcg 840

attattgcga atattaatgc taaggatcee gga 873

<210> 19

<211> 831

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artmmal Sequence: Synthetic
polynucleotide"

<220>
<221>CDS
<222> (1)..(831)

<400> 19

atg gag aca gac aca ctc ctg cta tgg gta ctg ctg ctc tgg gtt cca 48
Met Glu Thr Asp ThrilLeu Leu Leu Trp Val Leu Leu Leu Trp Val Pro

1 5 10 15

ggt tee act ggt gac tac aag gac gag cat cac cat cat cac cat ggt 96
Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30

gga agc cag gac tcc acc tca gac ctg atc cca gec cea cct cig age 144
Gly Ser GIn Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

aag gtc cct ctg cag cag aac tic cag gac aac caa tic cag ggg aag 192
Lys Val Pro Leu GIn GIn Asn Phe GIn Asp Asn Gin Phe-GIn Gly Lys
50 55 60

tgg tal gtg gta gge ctg gca ggg aat gea att ctc aga gaa gac aaa 240
Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80

gac ccg caa aag atg tat gcc acc atc tat gag ctg aaa gaa gac aag 288
Asp Pro GIn Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95

agc tac aat gtc acc tce gie cig tit agg aaa aag aag tgt gactac 336
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Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

tgg atc agg act ttt gtt cca ggt tgc cag cce ggce gag tte acg ctg 384
Trp lle Arg Thr Phe Val Pro Gly Cys Gln Pro Gly Glu Phe Thr Leu
115 120 125

ggc aac att aag agt tac cct gga tta acg agt tac ctc gtc cga gtg 432
Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

gtg age acc aac tac aac cag cat got atg gtg tic tic aag aaa gttt 480
Val Ser Thr Asn Tyr Asn Gin His Ala Met Val Phe Phe Lys Lys Val
145 150 1565 160

tct caa aac agg gag tac ttc aag atc acc ctc tac ggg aga accéag 528
Ser GIn Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

gag ctg act tcg gaa cta aag gag aac tfc atc cgc tic tcc aaatct 576
Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190

ctg gge ctc cct gaa aac cac ate gfc tic cct gtc cca ate gac cag 624
Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp GIn
195 200 205

tgt atc gac ggc gga ggt age gaa aac ctyg tat ttt cag gga ggc cag 672
Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gn Gly Gly Gin
210 215 220

gat aaa tgc aaa aaa gty tat gaa aat tat ccg gtg age aaa tge cag 720
Asp Lys Cys Lys Lys Val Tyr Glu Asn Tyr Pro Val Ser Lys Cys Gin
225 230 235 240

ctg gcg aat cag tgc aat tat gat tgc aaa ctg gat aaa cat gog cgt 768
Leu Ala Asn GIn Cys Asn Tyr Asp Cys Lys Leu Asp Lys His Ala Arg
245 250 255

agc gge gaa tgc ttt tat gat gaa aaa cgt aat ctg cag tgc att tgc 816
Ser Gly Glu Cys Phe Tyr Asp Glu Lys Arg Asn Leu GIn Cys lle Cys
260 265 270

gat tat tgc gaa tat 831
Asp Tyr Cys Glu Tyr
275
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<210> 20

<211> 777

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polynucleotide”

<220>
<221>CDS
<222> (1).(7T77)

<400> 20

atg gag aca gac aca cfc ctg cta tgg gta ctg ctg ctc tgg gtt cca 48
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro

1 5 10 15

ggt tec act ggt gac tac aag gac gag cat cac cat cat cac cat ggt 96
Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30

gga agc cag gac tce acc tca gac ctg ate cca gee cea cet ctg age 144
Gly Ser GIn Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

aag gtc cct clg cag cag aac tic cag gac aac caa ttc cag ggg aag 192
Lys Val Pro Leu GIn Gln Asn Phe GIn Asp Asn GIn Phe Gin Gly Lys
50 55 60

tgg tat gtg gta ggc ctg gca ggg aat gea att ctc aga gaa gac aaa 240
Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80

gac ccg caa aag atg tat gee acc atc tat gag ctg aaa gaa gac aag 288
Asp Pro Gin Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95

agc tac aat gtc acc tcc gtc ctg tit agg aaa aag aag tgt gactac 336
Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110
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tgg atc agg act it gtt cca ggt tge cag cec gge gag tte acg ctg 384
Trp lle Arg Thr Phe Val Pro Gly Cys GIn Pro Gly Glu Phe Thr Leu
115 120 125

ggc aac att aag agt tac cct gga tta acg agt tac ctc gtccga gty 432
Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

gtg age acc aac tac aac cag cat got atg gtg ttc tic aag aaa gttt 480
Val Ser Thr Asn Tyr Asn Gln His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160

tct caa aac agg gag tac ttc aag atc acc cic tac ggg aga acc aag 528
Ser Gln Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

gag ctg act teg gaa cta aag gag aac ttc atc cgc ttc tec aaa tot 576
Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190

ctg ggce cte cct gaa aac cac atc gt tte cet gte cca ate gac cag 624
Leu Gly Leu Pro Glu Asn His lie Val Phe Pro Val Pro lie Asp Gln
195 200 205

tgt atc gac ggc gga ggt age gaa aac ctg tat ttt cag gga ggc atg 672
Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gln Gly Gly Met
210 215 220

tgc atg ccg tge tit aéc acc gat cat cag atg gcg cgt aaa tgc gat 720
Cys Met Pro Cys Phe Thr Thr Asp His GIn Met Ala Arg Lys Cys Asp
225 230 235 240

gat tgc tge gge gge aaa ggce cgt gge aaa tgc tat gge ceg cag tge 768
Asp Cys Cys Gly Gly Lys Gly Arg Gly Lys Cys Tyr Gly Pro GIn Cys
245 250 255

ctg tge cgt s
Leu Cys Arg

<210> 21

<211> 734

<212> DNA

<213> Artificial Sequence
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Gly Ser GIn Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

aag gtc cct ctg cag cag aac ttc cag gac aac caa ttc cag ggg aag 192
Lys Val Pro Leu GIn Gin Asn Phe GIn Asp Asn Gin Phe Gln Gly Lys
50 55 60

tgg tat gtg gta ggc ctg gca ggg aat gea att ctc aga gaa gac aaa 240
Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80

gac ccg caa aag atg tat gcc acc atc tat gag ctg aaa gaa gac aag 288 .
Asp Pro Gin Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95

agc tac aat gtc acc tcc gt ctg ttt agg aaa aag aag tgt gactac 336
Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

tgg atc agg act ttt gtt cca ggt tge cag cce gge gag tte acg cig 384
Trp lle Arg Thr Phe Val Pro Gly Cys GIn Pro Gly Glu Phe Thr Leu
115 120 125

ggc aac att aag agt tac cct gga tta acg agt tac ctc gtc cga gtg 432
Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135, 140

gtg agc acc aac tac aac cag cat gct atg gtg tic ttic aag aaa gttt 480
Val Ser Thr Asn Tyr Asn GIn His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160

fct caa aac agg gag tac ttc aag atc acc cte tac ggg aga acc aag 528
Ser Gin Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

gag ctg act tcg gaa cta aag gag aac ttc atc cgc fic tcc aaa tet 576
Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 / 185 190

ctg ggc cte cot gaa aac cac atc gte tte cot gtc cca atc gac cag 624
Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp GIn
195 200 205

tgt atc gac ggc gga ggt age gaa aac ctg tat ttt cag age gat tgc 672
Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gln Ser Asp Cys
210 215 220
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gaggtagcga aaacctgtat tttcagggag gcagegecat cagetgegge gagacetget 720
tcaagttcaa gtgctacacc cecagatgea getgcageta cecegtgtge aagtaageta 780

aggatceegg accgee 796

<210> 26

<211> 750

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> [note="Description of Artificial Sequence: Synthetic
polynucleotide”

<220>
<221> CDS
<222> (1)..(750)

<400> 26

atg gag aca gac aca ctc ctg cta tgg gta ctg ctg cte tgg gtt cca 48
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro

1 5 10 15

ggt tee act ggt gac tac aag gac gag cat cac cat cat cac cat ggt 96
Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30

gga agc cag gac tce acc tca gac ctg atc cca goc cca cct ctg age 144~
Gly Ser GIn Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

aag gtc cct ctg cag cag aac ttc cag gac aac caa ttc cag ggg aag 192
Lys Val Pro Leu GIn Gln Asn Phe GIn Asp Asn Gin Phe GIn Gly Lys
50 95 60

tgg tat gtg gta ggc ctg gca ggg aat gea att ctc aga gaa gac aaa 240
Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80

gac ccg caa aég atg tat gcc acc atc tat gag ctg aaa gaa gac aag 288
Asp Pro GIn Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
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85 90 95

age tac aat gfc acc tcc gtc ctg ttt agg aaa aag aag tgt gac tac 336
Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

tgg atc agg act ttt gtt cca ggt tge cag cce gge gag tte acg clg 384
Trp lte Arg Thr Phe Val Pro Gly Cys GIn Pro Gly Glu Phe Thr Leu
115 120 125

ggc aac att aag agt tac cct gga tta acg agt tac ctc gtc cga gtg 432
Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

glg agc acc aac tac aac cag cat gct atg gig tic tic aag aaa gttt 480
Val Ser Thr Asn Tyr Asn Gln His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160

tct caa aac agg gag tac tic aag atc acc ctc tac ggg aga acc aag 528
Ser GIn Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

gag ctg act tcg gaa cta aag gag aac ttc atc cgce tic tec aaa tet 576
Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190

ctg gge cte cct gaa aac cac ate gtc tic cct gtc cca ate gac cag 624
Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gin
195 - 200 205

tgt atc gac ggc gga ggt age gaa aac clg tat ttt cag gga gge age 672
Cys lle Asp Gly Gly Gly Ser Glu Ash Leu Tyr Phe Gin Gly Gly Ser
210 215 220

gcee ate agce tge gge gag acc tge tte aag tic aag tge tac acc cee 720
Ala lle Ser Cys Gly Glu Thr Cys Phe Lys Phe Lys Cys Tyr Thr Pro

225 230 235 240
aga tge agc tge age tac cee gig tge aag 750
Arg Cys Ser Cys Ser Tyr Pro Val Cys Lys
245 250
<210> 27
<211> 745
<212> DNA
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<220>
<221> CDS
<222> (1)..(702)

<400> 28 ,

atg gag aca gac aca ctc ctg cta fgg gta ctg ctg ctc tgg gtt cca 48
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro

1 5 10 15

ggt tee act ggt gac tac aag gac gag cat cac cat cat cac cat ggt 96
Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30

gga agc cag gac tce acc tca gac ctg atc cca gee cca cet ctg age 144
Gly Ser GIn Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

aag gte cct ctg cag cag aac ttc cag gac aac caa ttc cag ggg aag 192
Lys Val Pro Leu GIn Gin Asn Phe GIn Asp Asn Gin Phe GIn Gly Lys
50 55 60

tgg tat gtg gta ggc ctg gca ggg aat gea att ctc aga gaa gac aaa 240
Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80

gac ccg caa aag atg tat gee acc atc tat gag ctg aaa gaa gac aag 288
Asp Pro GIn Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95

agc tac aat gic acc fcc gtc ctg ttt agg aaa aag aag tgt gactac 336
Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

tgg atc agg act ttt gtt cca g’gt tgc cag ccc gge gag tte acg cty 384
Trp lle Arg Thr Phe Val Pro Gly Cys GIn Pro Gly Glu Phe Thr Leu
115 120 125 :

ggc aac att aag agt tac cct gga tta acg agt tac ctc gtc cga gtg 432
Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

gtg agc acc aac tac aac cag cat get atg gig tic tic aag aaa gtt 480
Val Ser Thr Asn Tyr Asn GIn His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160

tct caa aac agg gag tac tic aag"atc acc ctc tac ggg aga acc aag 528
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Ser GIn Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

gag ctg act tcg gaa cta aag gag aac tic atc cge ttc tccaaatct 576
Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190

ctg ggc ctc cet gaa aac cac atc gic ttc cet gtc cca atc gaccag ™ 624
Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gln
195 200 205

tgt atc gac ggc gga ggt age gaa aac cig tat tit cag gga gge gig 672
Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gin Gly Gly Val

210 215 220
tge tge gge tac aag ctg tge cac cee tge 702
Cys Cys Gly Tyr Lys Leu Cys His Pro Cys
225 230
<210> 29
<211> 751
<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polynucleotide"

<400> 29
gactgagtcg ccegetegag accatggaga cagacacact cctgetatgg gtactgetge 60

tctggatice aggttccact ggtgactaca aggacgagca tcaccatcat caccatggty 120
gaagccagga ctccacctca gacctgatce cagecccacc tetgageaag gtecctetge 180
agcagaactt ccaggabaac caattccagg ggaagtggta tgtggtaggce ctggcaggga 240
atgcaatict cagagaagac aaagacccgc aaaagatgta tgccaccatc tatgagetga 300
aagaagacaa gagctacaat gtcacctecg tcctgtt}tag gaaaaagaag tgtgactact 360
gga‘tcaggac tttigttcéa ggttgccage ccggegagtt cacgetggge aacattaaga 420 |

gttaccctgg _attéacgagt tacctcgtee gagtggtgag caccaactac aaccageaty 480
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ctatggtgtt cticaagaaa glttctcaaa acagggagta cticaagatc accctctacg 540
ggagaaccaa ggagetgact tcggaactaa aggagaactt catcegctic tccaaatete 600
tgggcbtccc tgaaaaccac atcgtctice ctgtcccaat cgaccagtgt atcgabggcg 660
gaggtagcga aaacctgtat tttcagggag geaacggegt gtgetgegge tacaagetgt 720

gcoacécctg ctaagctaag gatcecggac ¢ 751

<210> 30

<211>708

<212> DNA

<213> Artificial Sequence

<220>

<221> source )

<223> Inote="Description of Artificial Sequence: Synthetic
polynucleotide”

<220>
<221> CDS
<222> (1)..(708)

40030 |

atg gag aca gac aca ctc ctg cta tgg gta ctg ctg ctc tgg gtt cca 48
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro

1 5 10 15

ggt tee act ggt gac tac aag gac gag cat cac cat cat cac cat ggt 96
Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30

gga agc cag gac tcc acc tca gac ctg ate cca gee cca cct ctg age 144
Gly Ser GIn Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

aag gtc cct ctg cag cag aac tic cag gac aac caa tic cag ggg aag 192
Lys Val Pro Leu GIn Gin Asn Phe Gin Asp Ash Gin Phe Gin Gly Lys
50 55 60

tgg tat gtg gta ggc ctg gca ggg aat gea att ctc aga gaa gac aaa 240
Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
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65 70 75 80

gac ccg caa aag atg tat gcc acc atc tat gag ctg aaa gaa gac aag 288
Asp Pro Gin Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95

agc tac aat gtc acc tcc gtc ctg tit agg aaa aag aag tgt gac tac 336
Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

tgg atc agg act tit gtt cca ggt tge cag cce gge gag tte acg ctg 384
Trp lte Arg Thr Phe Val Pro Gly Cys Gin Pro Gly Glu Phe Thr Leu
115 120 125

ggc aac att aag agt tac cct gga tta acg agt tac ctc gtc cga gty 432
Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 - 140

gtg agc acc aac tac aac cag cat get atg gig ttc ttc aag aaa gttt 480
Val Ser Thr Asn Tyr Asn Gln His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160

fct caa aac agg gag tac ttc aag atc acc cic tac ggg aga acc aag 528
Ser GIn Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

gag ctg act tcg gaa cta aag gag aac ttc atc cge tic tcc aaa tet 576
Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190

ctg ggce cte cct gaa aac cac atc gtc tte cct gte cea atc gac cag 624
Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gin
195 200 205

tgt atc gac ggc gga ggt age gaa aac cfg tat ttt cag ggaggcaac 672
Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gln Gly Gly Asn
210 215 220

ggc gtg tge tge gge tac aag ctg tge cac cce tge 708
Gly Val Cys Cys Gly Tyr Lys Leu Cys His Pro Cys

225 230 235

<210> 31

<211> 831

<212>DNA
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<220>
<221> CDS
<222> (1)..(786)

<400> 32

atg gag aca gac aca cfc ctg cta tgg gta ctg ctg ctc tgg gtt cca 48
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro

1 5 10 15

ggt tce act ggt gac tac aag gac gag cat cac cat cat cac cat ggt 96
Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30

gga agc cag gac tcc acc tca gac ctg atc cca gee cca cct otg age 144
Gly Ser Gln Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

aag gfc cct ctg cag cag aac tic cag gac aac caa ttc cag ggg aag 192
Lys Val Pro Leu Gln GIn Asn Phe GlIn Asp Asn GIn Phe Gin Gly Lys
50 55 60

tgg tat gtg gta gge ctg'gca ggg aat gca att ctc aga gaa gac aaa 240
Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80

gac ccg caa aag atg tat gcc acc atc tat gag ctg aaa gaa gac aag 288
Asp Pro Gln Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 ' 90 95

agc tac aat gtc acc tce gtc ctg tit agg aaa aag aag tgt gac tac 336
Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys-Lys Cys Asp Tyr
100 105 110

tgg atc agg act tit gtt cca ggt tge cag cee gge gag tte acg ctg 384
Trp lle Arg Thr Phe Val Pro Gly Cys Gin Pro Gly Glu Phe Thr Leu
115 120 125

ggc aac att aag agt tac cct gga tta acg agt tac ctc gtc cga gtg 432
Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

gtg age acc aac tac aac cag cat gct atg gtg tte ttc aag aaa gt 480
Val Ser Thr Asn Tyr Asn GIn His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160 '
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- tct caa aac agg gag tac ttc aag atc acc cte tac ggg aga acc aag 528
Ser GIn Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

gag ctg act tcg gaa cta aag gag aac ttc atc cgc ttc tcc aaa et 576
Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190

ctg ggc cte cct gaa aac cac atc gte ttc cct gtc cca ate gac cag 624
Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gin
195 200 205

tgt atc gac gge gga ggt age gaa aac cty tat ttt cag gga gge cag 672
Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gin Gly Gly Gin
210 215 220

cag cat gcg gat ceg att tge aac aaa ceg tge aaa acc cat gat gat 720
GIn His Ala Asp Pro lle Cys Asn Lys Pro Cys Lys Thr His Asp Asp
225 230 235 240

tgc agce gyge geg tgg ttt tge cag geg tge tgg aac age geg cge ace 768
Cys Ser Gly Ala Trp Phe Cys GIn Ala Cys Trp Asn Ser Ala Arg Thr
245 250 255

tgc ggc ceg tat gig gge taa 789
Cys Gly Pro Tyr Val Gly
260

<210> 33

<211> 269

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
polypeptide

<400> 33
Gly Ser Asp lle Lys Leu Gln GIn Ser Gly Ala Glu Leu Ala Arg Pro
1 5 10 15

Gly Ala Ser Val Lys Met Ser Cys Lys Thr Ser Gly Tyr Thr Phe Thr
20 25 30
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Arg Tyr Thr Met His Trp Val Lys Gln Afg Pro Gly Gin Gly Leu Glu
35 40 45 o

Trp lle Gly Tyr lle Asn Pro Ser Arg Gly Tyr Thr Asn Tyr Asn Gin
50 55 60

Lys Phe Lys Asp Lys Ala Thr Leu Thr Thr Asp Lys Ser Ser Ser Thr
65 70 75 80

Ala Tyr Met Gin Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr
85 90 95

Tyr Cys Ala Arg Tyr Tyr Asp Asp His Tyr Cys Leu Asp Tyr Trp Gly
100 105 110 0

Gln Gly Thr Thr Leu Thr Val Ser Ser VaI‘Gm Gly Gly Ser Gly Gly
115 120 125

Ser Gly Gly Ser Gly Gly Ser Gly Gly Val Asp Asp lle GIn Leu Thr
130 135 140

Gln Ser Pro Ala lle Met Ser Ala Ser Pro Gly Glu Lys Val Thr Met
145 150 155 160

Thr Cys Arg Ala Ser Ser Ser Val Ser Tyr Met Asn Trp Tyr Gln Gln
165 - 170 175

Lys Ser Gly Thr Ser Pro Lys Arg Trp lle Tyr Asp Thr Ser Lys Val
180 185 190 '

Ala Ser Gly Val Pro Tyr Arg Phe Ser Gly Ser Gly Ser Gly Thr Ser
195 200 205
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Tyr Ser Leu Thr lle Ser Ser Met Glu Ala Glu Asp Ala Ala Thr Tyr
210 215 220

Tyr Cys Gin Gin Trp Ser Ser Asn Pro Leu Thr Phe Gly Ala Gly Thr
225 230 235 240

Lys Leu Glu Leu Lys Gly Gly Gly Gly Ser Asn Ser Ser Asn Tyr Cys
245 250 255

Cys Glu Leu Cys Cys Ash Pro Ala Cys Thr Gly Cys Tyr
260 - 265

<210> 34

<211> 848

<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 34 , -
acctglatit tcagggatcc gatattaaac tgcageagag cggegeggaa ctggegegee 60

cgggcegegag cgtgaaaatg agetgcaaaa ccageggeta tacctttace cgctatacca 120
tgcattgggt gaaacagege ccgggecagg gectggaatg gattggetat attaacccga 180

- gecgeggcta taccaactat aaccagaaat ttaaagataa agcgaccetg accaccgata 240
aaagcagcag caccgegtat atgcagcetga geagcectgac cagegaagat agegeggtgt 300
attattgcge gegctattat gatgatcatt attgectgga ttattgggge cagggeacca 360
cectgacegt gageagegty gaaggeggea geggeggeag cggeggeage ggeggeageg 420
gcggegtgga tgatattcag ctgaccecaga geceggegat tatgagegeg agecegggeg . 480
aaaaagtgac catgacclge Cgégcgagca gcagegtgag ctatatgaac tggtatcagcl 540
agaaaagcgg Céccagcccg aaacgctgga tttatgatac cagcaaagtg gcgageggeg 600k
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tggatcagga cttttgttcc aggttcccag ccgggegagt tcacgetggg caacattaag 360

agttaccctg gattaacgag ttacctcgtc cgagtggtga gcaccaacta caaccageat 420
getatggtgt tettcaagaa agtttctcaa aacagggagt acttcaagat caccctctac 480
gggagaacca aggagetgac ttcggaacta aaggagaact tcatcegctt ctccaaatct 540
ctgggcectee ctgaaaacca catcegtette cetgteccaa tegaccagty tategacgge 600
ggatcc 606

<210> 39

<211> 178

<212> PRT

<213> Homo sapiens

<400> 39

Gln Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser Lys Val
1 5 10 15

Pro Leu GIn Gin Asn Phe GIn Asp Asn Gin Phe Gin Gly Lys Trp Tyr
20 25 30

Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys Asp Pro
35 40 45

Gln Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys Ser Tyr
50 55 60

Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr Trp lle
65 70 75 80

Arg Thr Phe Val Pro Gly Cys GIn Pro Gly Glu Phe Thr Leu Gly Asn
85 90 - 95

lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val Val Ser
100 1056 110 '
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Thr Asn Tyr Asn Glin His Ala Met Val Phe Phe Lys Lys Val Ser GIn
115 120 125

Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys Glu Leu
130 135 140

Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser Leu Gly
145 150 155 160

l.eu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gin Cys lie
165 170 175

Asp Gly

<210> 40

<211> 178

<212> PRT

<213> Pan troglodytes

<400> 40

Gln Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser Lys Val
1 5 10 15

Pro Leu GIn GIn Asn Phe Gln Asp Asn GIn Phe Gin Gly Lys Trp Tyr
20 25 30

Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys Asp Pro
35 40 45

Gln Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys Ser Tyr
50 55 60

Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr Trp lle
65 70 75 80
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Arg Thr Phe Val Pro Gly Arg Gin Pro Gly Glu Phe Thr Leu Gly Asn
85 90 95 ‘

lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val Val Ser
- 100 105 110

Thr Asn Tyr Asn Gln His Ala Met Val Phe Phe Lys Lys Val Ser Gin
115 120 125

Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys Glu Leu
130 135 140

Thr Ser Glu Leu Gin Glu Asn Phe lle Arg Phe Ser Lys Ser Leu Gly
145 150 155 160

Leu Prb Glu Asn His lle Val Phe Pro Val Pro lie Asp Gin Cys lle
165 170 175

Asp Gly

<210> 41

<211> 178

<212> PRT

<213> Canis familiaris

<400> 41

Gln Asp Ser Thr-Pro Ser Leu lle Pro Ala Pro Pro Pro Leu Lys Val
1 5 10 15

Pro Leu GIn Pro Asp Phe Gln His Asp GIn Phe GIn Gly Lys Trp Tyr
20 . 25 30

Val lle Gly lle Ala Gly Asn lie Leu Lys Lys Glu Gly His Gly Gin
35 40 45
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Leu Lys Met Tyr Thr Thr Thr Tyr Glu Leu Lys Asp Asp Gln Ser Tyr
50 55 60

Asn Val Thr Ser Thr Leu Leu Arg Asn Glu Arg Cys Asp Tyr Trp Asn
65 70 75 80

Arg Asp Phe Val Pro Ser Phe Gin Pro Gly GIn Phe Ser Leu Gly Asp
85 90 95

lle GIn Leu Tyr Pro Gly Val GIn Ser Tyr Leu Val GIn Val Val Ala
100 105 110

Thr Asn Tyr Asn Gin Tyr Ala Leu Val Tyr Phe Arg Lys Val Tyr Lys
115 120 125

Ser GIn. Glu Tyr Phe Lys lie Thr Leu Tyr Gly Arg Thr Lys Glu Leu
130 135 140

Pro Leu Glu Leu Lys Lys Glu Phe lle Arg Phe Ala Lys Ser lle Gly
145 150 155 160

“Leu Thr Glu Asp His lle lie Phe Pro Val Pro lle Asp GIn Cys lle
165 170 175

Asp Glu

<210> 42

<211> 179
<212> PRT
<213> Bos taurus

<400> 42
Arg Ser Ser Ser Ser Arg Leu Leu Arg Ala Pro Pro Leu Ser Arg lle
1 5 10 15
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Pro Leu Gln Pro Asn Phe GIn Ala Asp Gin Phe Gin Gly Lys Trp Tyr
20 25 30

Thr Val Gly Val Ala Gly Asn Ala lle Lys Lys Glu Glu GIn Asp Pro
35 40 45

Leu Lys Met Tyr Ser Ser Asn Tyr Glu Leu Lys Glu Asp Gly Ser Tyr
50 55 60

Asn Val Thr Ser lle Leu Leu Lys Asp Asp Leu Cys Asp Tyr Trp lle
65 70 75 80

Arg Thr Phe Val Pro Ser Ser GIn Pro Gly Gin Phe Thr Leu Gly Asn
85 90 9%

lle Lys Ser Tyr Arg Gly lle Arg Ser Tyr Thr Val Arg Val Val Asn
100 105 110

Thr Asp Tyr Asn Gin Phe Ala lle Val Tyr Phe Lys Lys Val GIn Arg
115 120 125

Lys Lys Thr Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys Glu Leu
130 135 140

Thr Pro Glu Val Arg Glu Asn Phe lle Asn Phe Ala Lys Ser L.eu Gly
145 150 155 160

Leu Thr Asp Asp His lle Val Phe Thr Val Pro lle Asp Arg Cys lle
165 170 175

Asp Asp GIn

<210> 43
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<211> 180
<212> PRT
<213> Mus musculus

<400> 43 ,
Gln Asp Ser Thr GIn Asn Leu lle Pro Ala Pro Ser Leu Leu Thr Val
1 5 10 15

“Pro Leu Gln Pro Asp Phe Arg Ser Asp GIn Phe Arg Gly Arg Trp Tyr
20 25 30

Val Val Gly Leu Ala Gly Asn Ala Val GIn Lys Lys Thr Glu Gly Ser
35 40 45

Phe Thr Met Tyr Ser Thr lle Tyr Glu Leu GIn Glu Asn Asn Ser Tyr
- 50 55 60

Asn Val Thr Ser lle Leu Val Arg Asp Gin Asp GIn Gly Cys Arg Tyr
65 70 75 . 80 ’

Trp lle Arg Thr Phe Val Pro Ser Ser Arg Ala Gly GIn Phe Thr Leu
85 90 95

Gly Asn Met His Arg Tyr Pro GIn Val Gin Ser Tyr Asn Val Gin Val
100 105 110

Ala Thr Thr Asp Tyr Asn GIn Phe Ala Met Val Phe Phe Arg Lys Thr
115 120 125

Ser Glu Asn Lys Gin Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
130 135 140

Glu Leu Ser Pro Glu Leu Lys Glu Arg Phe Thr Arg Phe Ala Lys Ser
145 150 155 160

Leu Gly Leu Lys Asp Asp Asn lle lle Phe Ser Val Pro Thr Asp Gln
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165 170 175

Cys lle Asp Asn
180

<210> 44

<211> 178

<212> PRT

<213> Rattus norvegicus

<400> 44 :
Gln Asp Ser Thr GIn Asn Leu lle Pro Ala Pro Pro Leu lle Ser Val
1 5 10 15

Pro Leu GIn Pro Gly Phe Trp Thr Glu Arg Phe Gin Gly Arg Trp Phe
20 25 30

Val Val Gly Leu Ala Ala Asn Ala Val Gin Lys Glu Arg Gin Ser Arg
35 40 45

Phe Thr Met Tyr Ser Thr lle Tyr Glu Leu GIn Glu Asp Asn Ser Tyr
50 55 60

Asn Val Thr Ser lle Leu Val Arg Gly Gin Gly Cys Arg Tyr Trp lle
65 70 75 80

Arg Thr Phe Val Pro Ser Ser Arg Pro Gly GIn Phe Thr Leu Gly Asn
85 90 95

lle His Ser Tyr Pro GIn lle Gin Ser Tyr Asp Val Gln Val Ala Asp
100 105 110

Thr Asp Tyr Asp GIn Phe Ala Met Val Phe Phe Gin Lys Thr Ser Glu
115 120 o128 :

Asn Lys Gin Tyr Phe Lys Val Thr Leu Tyr Gly Arg Thr Lys Gly Leu
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130 135 140

Ser Asp Glu Leu Lys Glu Arg Phe Val Ser Phe Ala Lys Ser Leu Gly
145 150 155 160

Leu Lys Asp Asn Asn lle Val Phe Ser Val Pro Thr Asp Gin Cys lle
165 170 175

Asp Asn.

<210> 45

<211> 178

<212> PRT

<213> Macaca mulatta

<400> 45
GlIn Asp Ser Ser Ser Asp Leu lle Pro Ala Pro Pro Leu Ser Lys Val
1 5 10 15

Pro Leu GIn Gin Asn Phe Gin Asp Asn GIn Phe GIn Gly Lys Trp Tyr
20 25 30 '

Val Val Gly Leu Ser Gly Asn Ala Val Gly Arg Lys Asp Glu Ala Pro
35 40 45

Leu Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys Ser Tyr
50 55 60

Asn Val Thr Ser lle Leu Phe Arg Lys Glu Lys Cys Asp Tyr Trp lle
65 .70 75 80

Arg Thr Phe Val Pro Gly Ser GIn Pro Gly Glu Phe Thr Leu Gly Asn
85 90 95

lle Gln Asn His Pro Gly Leu Thr Ser Tyr Val Val Arg Val Val Ser
Page 57



44189-701 602_SL.TXT
100 105 110

Thr Asn Tyr Lys Gin Tyr Ala Met Val Phe Phe Lys Lys Val Ser Gln
115 120 125

Asn Lys Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys Glu Leu
130 135 140

Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser Leu Gly
145 150 155 160

Leu Pro Glu Asn His lle Val Phe Ser Val Pro lle Asp Gin Cys lle
165 170 175

Asn Gly

<210> 46

<211> 181

<212> PRT

<213> Tursiops truncatus

<400> 46
GIn Asp Ser Thr Pro Asn Leu lle Pro Ala Pro Pro Leu Phe Arg Val
1 5 10 15

Pro Leu Gln Pro Asn Phe GlIn Pro Asp Gin Phe GIn Gly Lys Trp Tyr
2 25 30

lle Val Gly Leu Ala Gly Asn Ala Phe Lys Lys Glu Lys Gin Gly GIn
35 40 45 .

Phe Lys Met Tyr Ala Thr Thr Tyr Glu Leu Lys Glu Asp Arg Ser Tyr
50 55 60

Asn Val Thr Ser Ala Leu Leu Arg Gly Lys Thr Gin Arg Cys Asp His
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65 70 75 80

Trp lle Arg Thr Phe Val Pro Ser Ser Arg Pro Gly GIn Phe Thr Leu
85 90 95

_ Gly Asn lle Lys Gly Phe Pro Gly Val Gin Ser Tyr Thr Val Arg Val
100 105 110

Ala Thr Thr Asn Tyr Asn GIn Phe Ala lle Val Tyr Phe Lys Lys Val
115 120 125

Tyr Lys Asn Gin Glu Tyr Phe Lys Thr Thr Leu Tyr Gly Arg Thr Lys
130 135 140

Glu Leu Thr Pro Gin Leu Lys Glu Asn Phe lle His Phe Ala Lys Ser

. 145 150 165 160

Leu Gly Leu Thr Asp Glu Tyr lle Leu Phe Pro Val Pro lle Asp Lys
165 170 175

Cys lle Asp Asp Gin
180

<210> 47

<211> 180

<212> PRT

<213> Gorilla gorilla

<400> 47
GIn Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser Lys Val
1 5 10 15

Pro Leu GlIn GIn Asn Phe GIn Asp Asn Gin Phe GIn Gly Lys Trp Tyr
20 25 30

Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys Asp Pro
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35 40 45

Gln Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys Ser Tyr
50 55 60

Asn Val Thr Ser Val Leu Phe Arg Glu Lys Ala Gln Lys Cys Asp Tyr
65 70 75 80

Trp lle Arg Thr Phe Val Pro Gly Ser GIn Pro Gly Glu Phe Thr Leu
85 90 95

Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
100 105 110

Val Ser Thr Asn Tyr Asn GIn His Ala Met Val Phe Phe Lys Lys Val
115 120 125

Ser GIn Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
130 135 140 |

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
145 150 155 160

Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp GIn
165 170 175

Cys lie Asp Gly
180

<210> 48

<211> 179

<212> PRT

<213> Procavia capensis

<400> 48
Gln Glu Pro Thr Pro Thr Leu lle Pro Ala Pro Pro Leu Ser Ser lle
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1 5 0 15

Pro Leu Lys Pro Asn Phe His Asn Asp Lys Phe Gln Gly Lys Trp Tyr
20 25 30

Val Val Gly Val Ala Gly Asn Ala lle Thr Lys Glu Lys Asp Pro Ser
35 40 45

Leu Met Tyr Thr Thr Thr Tyr Glu Leu Arg Asp Asp Gly Ser Tyr Asn
50 55 60

Val Thr Ser Thr GIn Phe Arg Glu Lys lle Asn Cys Thr His Trp Thr
65 70 75 80

Arg Thr Phe Val Pro Thr Ser Gln Pro Gly GIn Phe Ser Leu Gly Asn
85 90 95

lle Asp Lys Tyr Pro His Leu Ser Ser Tyr Thr Val Arg Val Thr Ala
100 105 110

Thr Asn Tyr Asn Tyr Phe Ala lle Val Tyr Phe Lys Lys Val Ser Lys
115 120 125

Asn GIn Glu Tyr Phe Lys Thr Thr Leu Tyr Lys Arg lle Lys Lys Leu
130 135 140

Thr His Gly Leu Lys Lys His Phe lie GIn Phe Ala Lys Ser Leu Gly
145 150 165 160

Leu Pro Asp Asn His lle Thr Phe Leu Val Pro Thr Asp Arg Cys lle
165 170 175

Asp Asp Ala
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<210> 49

<211>179

<212> PRT

<213> Callithrix jacchus

<400> 49

Gln Asp Ser Pro Ser Pro Leu lle Pro Ala Pro Pro Leu Ser Lys Val
1 5 10 15

Pro Leu Gln Gln Asn Phe GIn Asp Asn Gln Phe Gin Gly Lys Trp Tyr
20 25 30

Val Val Gly Leu Ala Gly Asn Ala lle Arg Arg Glu Asp Gln Asp Ser
35 40 45

Leu Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys Ser Tyr
50 55 60

Asn Val Thr Ser Val Leu Phe Arg Lys Ala GIn Lys Cys Asp Tyr Trp
65 70 75 80

lle Arg Thr Phe Val Pro Ser Ser Arg Pro Gly Glu Phe Lys Leu Gly
85 90 95

Asn lle Glu Ser His Pro Gly Leu Thr Ser Tyr lle Val Arg Val Val
100 105 110

Asn Thr Asp Tyr Lys GIn His Ala Met Val Phe Phe Met Lys Ala Ser
115 120 125

His Asn Arg Lys Tyr Phe Lys Val Thr Leu Tyr Gly Arg Thr Lys Glu
130 135 140

Leu Thr Ser Asp Leu Lys Glu Asn Phe Thr Ser Phe Ser Lys Ser Leu
145 150 155 160
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Gly Leu Thr Glu Asn His lle lle Phe Pro Val Pro lle Asp GIn Cys

165 170 175
lle Asp Gly
<210> 50
<211> 178
<212> PRT
<213> Microcebus murinus
<400> 50
Gln Asp Ser Lys Glu Lys Leu lle Pro Ala Pro Pro Leu Leu Arg Val
1 5 10 15

Pro Leu Gin Pro Asp Phe Gin Asp Asp GIn Phe Arg Glu Thr Ser Trp
20 25 30

Pro Arg Gly Ser Lys Met Lys Glu Thr Pro Ala Gly Ser Arg Asp Ala
35 40 45

“Gly Thr Gly Trp Ala Thr Thr Tyr Glu Leu 'Lys Asp His Ser Tyr Asn
5 55 60

Val Thr Ser Thr Leu Leu Arg Gin Asn Gly Lys Cys Asp Tyr Trp lle
65 70 75 80

Arg Thr Phe Val Leu Thr Ser GIn Pro.Gly GIn Phe Ala Leu Gly Asn
85 90 95

lle Asn Arg Tyr Pro Gly lle.GIn Ser Tyr Thr Val Arg Val Val Thr
100 105 110

Thr Asn Tyr Asn GIn Phe Ala lle Val Phe Phe Lys Lys Val Ser Glu
115 120 125
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Asn Lys Glu Tyr Phe Lys Thr Thr Leu Tyr Gly Arg Thr Lys Glu Leu
130 135 140

Pro Pro Glu Leu Lys Glu Asn Phe lie Arg Phe Ala Lys Ser Leu Gly
145 150 155 160

Leu Thr Glu Asp His lle lle Tyr Pro Val Pro lle Asp Gln Cys lle
165 170 175

Asp Asp

<210> 51

<211> 178

<212> PRT

<213> Pongo pygmaeus

<400> 51

Gin Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser Lys Val
1 5 10 15

Pro Leu Gln GIn Asn Phe GIn Asp Asn Gin Phe Gln Gly Lys Trp Tyr
20 25 30

Val Val Gly Leu Ala Gly Asn Ala lle Arg Arg Glu Asp Lys Asp Ser
35 40 45

GIn Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys Ser Tyr
50 - 55 60

Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr Trp lle
65 70 75 80

Arg Thr Phe Val Pro Gly Ser Gin Pro Gly Glu Phe Thr Leu Gly Asn
85 90 95
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Thr Lys Gly Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val Val Ser
100 105 110

Thr Asn Tyr Asn GIn Tyr Ala Met Val Phe Phe Lys Lys Val Ser GIn
115 120 125

Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys Glu Leu
130 135 140

Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser Leu Gly
145 150 155 160

Leu Pro Glu Asn His lle Val Phe Pro Ala Pro lle Asp Gln Cys lle

165 170 175
Asp Gly
<210> 52
<211> 181
<212> PRT
<213> Ochotona princeps
<400> 52
GlIn Glu Leu Thr Thr Asp Leu lle Pro Val Pro Ser Leu Arg Lys lle
1 5 10 15

His Val GIn Lys Asn Phe GIn Ser Asp Gin Phe GIn Gly Lys Trp Tyr
20 25 30

Val Val Gly Leu Ala Gly Asn Asn lle His Asn Ser Asp Gin Glu His
3B 40 45

Gin GIn Met Tyr Ser Thr Thr Tyr Glu Leu Lys Glu Asp Gly Ser Tyr
50 55 60
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Asn Val Thr Ser Thr Leu Leu Arg Gln Arg Asn GIn GIn Cys Asp His
65 70 75 80

Trp lle Arg Thr Phe Val Pro Gly Ser Lys Leu Gly His Phe Asn Leu
85 90 95

Gly Asn lle Lys Ser Tyr Pro Thr Leu Lys Ser Tyr Leu lle Arg Val
100 105 110 ‘

Val Thr Thr Aép Tyr Asn GIn Phe Ala lle Val Phe Phe Arg Lys Val
115 120 125

Tyr Lys Asn Asn Lys Lys Phe Phe Lys (le Val Leu Tyr Gly Arg Thr
130 135 140

Lys Glu Leu Ser Pro Glu Leu Arg Gly Arg Phe Thr Ser Phe Ala Lys
145 150 155 . 160

Thr Leu Gly Leu Thr Asp Asn His lle Val Phe Pro Ala Pro lle Gly
165 170 175

Gln Cys lle Asp Asp
180

<210> 53

<211> 178

<212> PRT

<213> Loxodonta africana

<400> 53

Gln Thr His Ser Pro Thr Leu lle Pro Ala Pro Pro Leu Leu Arg Val
1 5 10 15

Pro Leu GIn Pro Asp Phe Gin Asp Asp Lys Phe GIn Gly Lys Trp Tyr
20 25 30
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Val lle Gly Leu Ala Gly Asn Ala Val Glu Lys Lys Glu Gin Gly GIn
35 40 45

Phe Lys-Met Tyr Thr Thr Thr Tyr Glu Leu Lys Glu Asp Gly Ser Tyr
50 ’ 55 60

Asn Val Thr Ser Thr Leu Leu GIn Glu Asp Gly Lys Cys Ser Tyr Trp
65 70 75 80

lle Arg Thr Phe Val Pro Ser Phe GIn Pro Gly Gin Phe Asn Leu Gly
85 90 95

Asn lle Lys Asn Phe Pro Gly Leu Gin Ser Tyr Thr Val Arg Val Thr
100 105 110

Ala Thr Asn Tyr Asn Gin Phe Ala lle Val Phe Phe Lys Lys Val Ser
115 120 125

Lys Asn Gly Glu Tyr Phe Lys Thr Thr Leu Tyr Gly Arg Thr Lys Glu
130 135 140

Leu ThrPro Glu Leu Lys Glu Arg Phe ile Arg Phe Ala Lys Ser Leu
145 150 155 160

Gly Leu Ser Asp His lle lle Phe Pro Val Pro lle Asp Arg Cys lle
165 170 175

Asp Asp

<210> 54

<211> 178

<212> PRT

<213> Oryctolagus cuniculus
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<400> 54
Gln Asp Pro Thr Pro Lys Leu lle Pro Ala Pro Ser Leu Arg Arg Val
1 5 10 15

Pro Leu GIn Arg Asn Phe Gin Asp Glu Gin Phe Gln Gly Lys Trp Tyr
20 25 30

Val Val Gly Leu Ala Gly Asn Ala Val GIn Lys Arg Glu Glu Gly Gln
35 40 45 ’

Glu Pro Met Tyr Ser Thr Thr Tyr Glu Leu Asn Glu Asp Arg Ser Phe
50 55 60

Asn Val Thr Ser Thr Leu Leu Arg Asp GIn Arg Cys Asp His Trp lle
65 70 75 80

Arg Thr Phe Val-Pro Thr Ser Arg Pro Gly GIn Tyr Asn Leu Gly Asn
85 90 95

lle Lys Ser Tyr Pro Gly Val Lys Asn Tyr lle Val Arg Val Val Ala
100 105 110

Thr Asp Tyr Ser Gin Tyr Ala Met Met Phe Phe Arg Lys Gly Ser Arg
115 120 125

Asn Lys GIn Phe Phe Lys Thr Thr Leu Tyr Gly Arg Thr Lys Glu Leu
130 135 140

Ser Pro Glu Leu Arg Glu Arg Phe Thr Arg Phe Ala Lys Ser Leu Gly
145 150 155 160

Leu Pro Asp Asp Arg lle Val Phe Pro Thr Pro lle Asp Gin Cys lle
165 - 170 175

Asp Asp "
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gtgtgtccta tatgtageca gaaaccctga cggacceg 997

<210> 56

<211> 326

<212> PRT

<213> Attificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 56
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro
1 5 10 15

Gly Ser Thr Gly Asp His His His His His His Leu Val Pro Arg Gly
20 25 30

Ser Gin Asp Ser Thr GIn Asn Leu lle Pro Ala Pro Ser Leu Leu Thr
35 40 45

Val Pro Leu GIn Pro Asp Phe Arg Ser Asp GIn Phe Arg Gly Arg Trp
50 55 60

Tyr Val Val Gly Leu Ala Gly Asn Ala Vél Gln Lys Lys Thr Glu Gly
65 70 75 80

Ser Phe Thr Met Tyr Ser Thr lle Tyr Glu Leu Gin Glu Asn Asn Ser
85 90 85

Tyr Asn Val Thr Ser lle Leu Val Arg Asp Gin Asp Gln'Gly Cys Arg
100 105 110

Tyr Trp lle Arg Thr Phe Val Pro Ser Ser Arg Ala Gly Gin Phe Thr
115 120 125

Page 70



44189-701 602_SL.TXT
Leu Gly Asn Met His Arg Tyr Pro Gln Val Gln Ser Tyr Asn Val Gln
130 - 135 140

Val Ala Thr Thr Asp Tyr Asn Gln Phe Ala Met Val Phe Phe Arg Lys
145 150 155 160

Thr Ser Glu Asn Lys GIn Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr
165 170 175

Lys Glu Leu Ser Pro Glu Leu Lys Glu Arg Phe Thr Arg Phe Ala Lys
180 185 190

Ser Leu Gly Leu Lys Asp Asp Asn lle lle Phe Ser Val Pro Thr Asp
195 200 205

- Gln Cys lle Asp Asn Ser Ala Trp Ser His Pro Gln Phe Glu Lys Gly
210 215 220

Gly Gly Gly Ser Met His Gly Asp Thr Pro Thr Leu His Glu Tyr Met
225 230 235 240

Leu Asp Leu Gin Pro Glu Thr Thr Asp Leu Tyr Cys Tyr Glu Gln Leu
245 250 255

Asn Asp Ser Ser Glu Glu Glu Asp Glu lle Asp Gly Pro Al Gly Gin
260 265 270

Ala Glu Pro Asp Arg Ala His Tyr Asn lle Val Thr Phe Cys Cys Lys
275 280 285

Cys Asp Ser Thr Leu Arg Leu Cys Val Gin Ser Thr His Val Asp lle
290 295 300

Arg Thr Leu Glu Asp Leu Leu Met Gly Thr Leu Gly lle Val Cys Pro
305 310 315 320
Page 71



44189-701 602_SL.TXT

lle Cys Ser GIn Lys Pro
' 325

<210> 57

<211> 1189

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polynucleotide”

<400> 57
ctcgagacca tggagaccga cacgetettg ttgtggatic tettgttgtg gatgectggg 60

tctacaggceg accaccacca tcatcaccac ctegttecta gaggeageca ggatagtace 120
cagaatctta tcccagcace atctttgctc acagtaccat tgcaaccega ctitcggtet 180
gatcaatttc ggggacgctg gtacgtggtt ggactggecg geaatgetgt acagaaaaaa 240
acagagggca gtttcaccat gtactcaaca atctatgage tc_caagagaa taatagttac 300
aacgttacct ccatcttggt gagggaccag gatcagggat gtcgetacty gattcggaca 360
ttcgtaccaa gttcteggge cggteagttt actetgggea acatgcacag gtatccccaa 420
gttcaatctt acaacgtgca ggtggcgact accgactaca accaattege tatggtgttc 480
ttccgcaaaa caagcgagaa caagcagtat tttaaaatca ctetgtacgg tagaactaag 540
gagetgagec ctgaacttaa ggageggtic accagattcg ctaagtcect gggactgaag 600
gatgataata taatcttttc cgtccccace gatcagtgta tcgataattc agettggtca 660
catccecagt tcgégaaagg aggcggtgga tecatgcace agaagagaac cgecatgttc 720
caggacccac aagageggcee ceggaaactg ccocaactgt geactgaatt gcagaccace 780
atccacgaca teattttgga atgtgtctac tgtaagcage agcetectcag gegagaggtg 840

tatgacttcg ccttccggga titgtgtatt gtctacaggg atggtaatee ctatgeegtt 900
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44189-701 602_SL.TXT
<210> 68
<211> 319
<212> PRT
<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
polypeptide”

<400> 68
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro
1 5 10 15 ’

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30 “

Gly Ser GIn Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

Lys Val Pro Leu GIn GIn Asn Phe GIn Asp Asn Gln Phe Gln Gly Lys
50 55 60

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80

Asp Pro Gin Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95 :

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

Trp lle Arg Thr Phe Val Pro Gly Ser Gin Pro Gly Glu Phe Thr Leu
115 120 125

Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140
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44189-701 602_SL.TXT
Val Ser Thr Asn Tyr Asn Gin His Ala Met Val Phe Phe Lys Lys Val
145 150 1565 160

Ser GIn Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
' 180 185 190

Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gin
195 200 205

Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gin Gly Gly Ala
210 215 220 '

Lys Lys Val Glu Phe Lys Glu Pro Ala Cys Asn Val Thr Phe Lys Ser
225 230 235 240

Glu Ala Asn Glu Cys Thr Thr Leu lle Lys Cys Thr Thr Glu His Glu
245 250 255

Lys Leu lle lle Arg His Lys Asp Lys lle Gly Lys Tyr Ala Val Tyr
260 265 270

Ala lle Trp GIn Pro Gly Asp Thr Asn Asp Tyr Asn Val Thr Val Phe
275 280 285

Gin Gly Glu Asn Arg Lys Thr Phe Met Tyr Lys Phe Pro Phe Tyr Glu
290 295 300

Met Cys Asp lle Thr Met Tyr Met Ser Lys Gin Tyr Lys Leu Trp
305 310 315

<210> 69
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<211> 704
<212> PRT
<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 69
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro
1 5 10 15 :

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30

Gly Ser GIn Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

Lys Val Pro Leu GIn Gln Asn Phe Gln Asp Asn Gln Phe GIn Gly Lys
50 55 60

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80

Asp Pro GIn Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

Trp lle Arg Thr Phe Val Pro Gly Ser Gln Pro Gly Glu Phe Thr Leu
115 120 125

Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140
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Val Ser Thr Asn Tyr Asn GlIn His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160

Ser GIn Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190

Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp GIn
195 200 205

Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe GIn Gly Gly Trp
210 215 220

Val Thr Val Tyr Tyr Gly Val Pro Val Trp Lys Glu Ala Thr Thr Thr
225 230 235 240

Leu Phe Cys Ala Ser Asp Ala Lys Ala Tyr Asp Thr Glu Val His Asn |
245 250 255

Val Trp Ala Thr His Ala Cys Val Pro Thr Asp Pro Asn Pro Gln Glu
260 265 270

lle Val Leu Glu Asn Val Thr Glu Asn Phe Asn Met Trp Lys Asn Asn
275 280 285

Met Val Glu GIn Met His Glu Asp lle lle Ser Leu Trp Asp Gin Ser
290 295 - 300

Leu Lys Pro Cys Val Lys Leu Thr Pro Leu Cys Val Thr Leu His Cys
305 310 315 320

Thr Asn Leu Lys Asn Ala Thr Asn Thr Lys Ser Ser Asn Trp Lys Glu
325 330 335
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Met Asp Arg Gly Glu lle Lys Asn Cys Ser Phe Lys Val Thr Thr Ser
340 345 350

lle Arg Asn Lys Met GIn Lys Glu Tyr Ala Leu Phe Tyr Lys Leu Asp
355 360 365

Val Val Pro lle Asp Asn Asp Asn Thr Ser Tyr Lys Leu lle Asn Cys
370 375 380

- Asn Thr Ser Val lle Thr Gin Ala Cys Pro Lys Val Ser Phe Glu Pro
385 390 395 400

lle Pro lle His Tyr Cys Ala Pro Ala Gly Phe Ala lle Leu Lys Cys
405 410 415

Asn Asp Lys Lys Phe Asn Gly Ser Gly Pro Cys Thr Asn Val Ser Thr
420 425 430

Val Gln Cys Thr His Gly lle Arg Pro Val Val Ser Thr Gin Leu Leu
435 440 445

Leu Asn Gly Ser Leu Ala Glu Glu Gly Val Val lle Arg Ser Glu Asn
450 455 460

~ Phe Thr Asp Asn Ala Lys Thr lle lle Val Gin Leu Lys Glu Ser Val
465 470 475 480

Glu lle Asn Cys Thr Arg Pro Asn Asn Asn Thr Arg Lys Ser lle Thr
485 490 495

lle Gly Pro Gly Arg Ala Phe Tyr Ala Thr Gly Asp lle lle Gly Asp
- 500 505 510
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lle Arg Gin Ala His Cys Asn lle Ser Gly Glu Lys Trp Asn Asn Thr
515 520 525

Leu Lys Gin lle Val Thr Lys Leu Gln Ala Gln Phe Gly Asn Lys Thr
530 535 540

lle Val Phe Lys GIn Ser Ser Gly Gly Asp Pro Glu lle Val Met His
545 550 555 560

‘Ser Phe Asn Cys Gly Gly Glu Phe Phe Tyr Cys Asn Ser Thr Gin Leu
565 570 575

Phe Asn Ser Thr Trp Asn Asn Thr lle Gly Pro Asn Asn Thr Asn Gly
580 585 590

Thr lle Thr Leu Pro Cys Arg lle Lys Gin lle lle Asn Arg Trp Gln
595 600 605

Glu Val Gly Lys Ala Met Tyr Ala Pro Pro lle Arg Gly Gin lle Arg
610 615 620

Cys Ser Ser Asn lle Thr Gly Leu Leu Leu Thr Arg Asp Gly Gly Lys
625 630 635 640

Glu lle Ser Asn Thr Thr Glu lle Phe Arg Pro Gly Gly Gly Asp Met
645 © 650 655

Arg Asp Asn Trp Arg Ser Glu Leu Tyr Lys Tyr Lys Val Val Lys lle
660 665 670

Glu Pro Leu Gly Val Ala Pro Thr Lys Ala Lys Arg Arg Val Val Gin
675 680 685

GIn Gly Leu Asn Asp lle Phe Glu Ala Gin Lys lle Glu Trp His Glu
690 695 700
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<210> 70

<211> 723

<212> PRT

<213> Artificial Sequence

- <220>

$<221> source
<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide"

- <400> 70

Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro
M 5 10 15

p Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
: 20 25 30

L Gly Ser Gln Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

- Lys Val Pro Leu GIn GIn Asn Phe GIn Asp Ash GIn Phe Gln Gly Lys
50 55 60

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80

Asp Pro GIn Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

Trp lle Arg Thr Phe Val Pro Gly Ser GIn Pro Gly Glu Phe Thr Leu
115 120 125

Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
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130 135 140

Val Ser Thr Asn Tyr Asn GIn His Ala Met Val Phe Phe Lys Lys Val
145 150 1565 160

Ser GIn Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lie Arg Phe Ser Lys Ser
180 . 185 190

Leu Gly‘Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gln
195 200 205

Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe GIn Gly Gly Trp
210 215 220 ‘

Val Thr Val Tyr Tyr Gly Val Pro Val Trp Lys Glu Ala Thr Thr Thr
225 230 - 235 240

Leu Phe Cys Ala Ser Asp Ala Lys Ala Tyr Glu Thr Glu Lys His Asn
245 250 255

Val Trp Ala Thr His Ala Cys Val Pro Thr Asp Pro Asn Pro Gin Glu
260 265 270 :

Val Val Leu Gly Asn Val Thr Glu Asn Phe Asn Met Trp Lys Asn Asn
275 280 285

Met Val Glu GIn Met His Glu Asp lle lle Ser Leu Trp Asp Glu Ser
290 295 300

Leu Lys Pro Cys Val Lys Leu Thr Pro Leu Cys Val Thr Leu Asn Cys
305 310 315 320
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Thr Asp Glu Val Lys Thr Ser Tyr Ala Asn Lys Thr Ser Asn Glu Thr
325 330 335

Tyr Lys Thr Ser Asn Glu Thr Phe Gly Glu lle Lys Asn Cys Ser Phe
340 345 350

Ser Val Pro Thr Gly lle Lys Asp Lys Val Gin Asn Val Tyr Ala Leu
355 360 365

Phe Tyr Lys Leu Asp Val lle Pro lle Asp Asp Asn Asn Asn Ser Ser
370 375 380

Lys Asn Asn Asn Gly Ser Tyr Ser Ser Tyr Arg Leu lle Asn Cys Asn
385 390 395 400

Thr Ser Val lle Thr GIn Ala Cys Pro Lys Val Ser Phe Glu Pro lle
405 410 415

Pro lle His Tyr Cys Ala Pro Ala Gly Phe Ala lle Leu Lys Cys Asn
420 425 430

Asn Lys Thr Phe Asn Gly Thr Gly Pro Cys Thr Asn Val Ser Thr Val
435 440 445

Gln Cys Thr His Gly lle Arg Pro Val Val Ser Thr GIn Leu Leu Leu
450 455 460

Asn Gly Ser Leu Ala Glu Glu Glu Val Val lle Arg Ser Glu Asn Phe
465 - 470 475 480

* Thr Asn Asn Ala Lys Thr lle lle Val His Leu Lys Lys Ser Val Glu
' 485 490 495

lle Asn Cys Thr Arg Pro Gly Asn Asn Thr Arg Lys Ser lle His lle
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- 500 505 510

B 'rGIy Pf_o”GIy Arg Ala Phe Tyr Ala Thr Gly Asp lle lle Gly Asp lle
o B15 - 520 525

o Arg: Gln Ala His Cys Asn Leu Ser Ser Val GIn Trp Asn Asp Thr Leu
530 535 540

"~ Lys Gln lle Val lle Lys Leu Gly Glu Gin Phe Gly Thr Asn Lys Thr
545 550 555 560

~Jle Ala Phe Asn GIn Ser Ser Gly Gly Asp Pro Glu lle Val Met His
565 570 575

" Ser Phe Asn Cys Gly Gly Glu Phe Phe Tyr Cys Asn Thr Thr GIn Leu
580 585 590

- Phe Asn Ser Thr Trp Glu Phé His Gly Asn Trp Thr Arg Ser Asn Phe
- 5695 600 - 605

“Thr Glu Ser Asn Ser Thr Thr lle Thr Leu Pro Cys Arg lle Lys Gln
610 615 620

lle Val Asn Met Trp Gin Glu Val Gly Lys Ala Met Tyr Ala Pro Pro
625 . 630 635 640

lte Arg Gly Gin Ile Arg Cys Ser Ser Asn lle Thr Gly Leu Leu Leu
645 650 655

| Thr'Arg Asp Gly Gly Val Asn Gly Thr Arg Glu Thr Phe Arg Pro Gly
660 . 665 670

Gly Gly Asp Met Arg Asp Asn Trp Arg Ser Glu Leu Tyr Lys Tyr Lys
675 680 685
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“Val Val Lys lle Glu Pro Leu Gly Val Ala Pro Thr Lys Ala Lys Arg
690 695 700

Arg Val Val Gln Gly Leu Asn Asp lle Phe Glu Ala Gln Lys lie Glu
705 710 715 720

Trp His Glu

<210> 71

<211> 259

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 71
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro
1 5 10 15

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30

Gly Ser Gin Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 - 45

Lys Val Pro Leu Gin Gin Asn Phe Gin Asp Asn Gin Phe Gin Gly Lys
50 55 60 '

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80

Asp Pro GIn Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95
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- Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

* Trp lle Arg Thr Phe Val Pro Gly Ser Gln Pro Gly Glu Phe Thr-Leu
115 120 125

Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

~ Val Ser Thr Asn Tyr Asn GIn His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160

Ser GIn Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190

Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gln
195 200 205

Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gln Gly Gly Ser
210 215 220

Lys Cys Arg Val Phe Asn Thr Thr Glu Arg Asp Glu GIn Gly Ser Lys
225 230 235 240

Val Asn Asp Phe Phe GIn GIn Thr Glu Asp Leu Tyr Asn Glu Met Lys
245 250 255

Trp Gn Lys
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<210> 72 ' '
<211> 259
<212> PRT .
<213> Artificial Sequence

<220>

<221> source

<223> [note="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 72
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro
1 5 10 15

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 . 25 30

Gly Ser GIn Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
, 35 40 45

Lys Val Pro Leu GIn GIn Asn Phe GIn Asp Asn GIn Phe Gin Gly Lys
50 55 60

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80

Asp Pro GIn Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95

“Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

Trp lle Arg Thr Phe Val Pro Gly Ser GIn Pro Gly Glu Phe Thr Leu
115 120 125

Gly Asn .lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135. - 140
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Val Ser Thr Asn 'Tyr Asn GIn His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160

Ser GIn Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 - 170 175

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190

Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gin
195 200 205

Cys lie Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gin Gly Gly Pro
210 215 220

Pro His Glu Leu Thr Glu Glu Glu Lys Gin Gin lle Leu His Ser Glu
225 230 235 240 :

Glu Phe Leu Ser Phe Phe Asp His Ser Thr Arg lle Val Glu Arg Ala
245 250 255

Leu Ser Glu

<210>73

<211> 259

<212> PRT

<213> Avrtificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 73
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro
1 5 10 15
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Gly Ser-Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30

Gly Ser GIn Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

Lys Val Pro Leu GIn GIn Asn Phe GIn Asp Asn Gin Phe GIn Gly Lys
50 55 60

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80 '

Asp Pro Gin Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

Trp lle Arg Thr Phe Val Pro Gly Ser Gln Pro Gly Glu Phe Thr Leu
115 120 125

Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

Val Ser Thr Asn Tyr Asn Gln His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160

-Ser GIn Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190
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l.eu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gln
- 195 200 205

Cysvl!"e Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gln Gly Gly Pro
210 215 220

Pro Pro Arg Cys lle Ser Thr Asn Lys Cys Thr Ala Pro Glu Val Glu
225. 230 235 240

Asn Ala lle Arg Val Pro Gly Asn Arg Ser Phe Phe Ser Leu Thr Glu
245 250 255

lle Val Arg -

<210>74

<211> 259

<212> PRT

<213> Artificial Sequence

<220>

<221>source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide”

<400> 74
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro

1 5 10 15

- Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30

Gly Ser Gin Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

Lys Val Pro Leu GIn Gln Asn Phe GIn Asp Asn Gin Phe GIn Gly Lys
50 55 60
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Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80

Asp Pro GIn Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

Trp lle Arg Thr Phe Val Pro Gly Ser Gin Pro Gly Glu Phe Thr Leu
115 120 125

Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

Val Ser Thr Asn Tyr Asn Gln His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160

Ser GIn Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 - 185 190

Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp GIn
195 200 205

Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gin Gly Gly Thr
210 215 220

Glu Arg Asp Glu Gin Gly Ser Lys lle Asn Asp Phe Phe Leu Arg Ser
225 230 235 | 240

Glu Asp Leu Phe Asn Glu Met Asn Trp Gin Lys Lys Leu Arg Ala Gin
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245 250 255

Pro Val Leu -

<210>75

<211> 259

<212> PRT

<213> Artificial Sequence

<220>-

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide”

<400> 75
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro
1 5 10 15

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30

Gly Ser GIn Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

‘Lys Val Pro Leu Gin Gin Asn Phe GIn Asp Asn Gin Phe Gin Gly Lys
- 50 55 60

© Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80

Asp Pro Gin Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110 -'

Page 101



44189-701 602_SL.TXT
Trp lle Arg Thr Phe Val Pro Gly Ser Gin Pro Gly Glu Phe Thr Leu
115 120 125

Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

Val Ser Thr Asn Tyr Asn Gin His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160

Ser GIn Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe fle Arg Phe Ser Lys Ser
180 185 190

Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gin
195 200 205

Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gln Gly Gly Leu
210 215 220

Thr Glu Glu Thr Lys His Arg Leu Phe Thr Thr Thr Glu Gln Asp Glu
225 230 235 240

Gin Gly Ser Lys Val Ser Asp Phe Phe Asp Gln Ser Ser Phe Leu His
245 250 255

Asn Glu Met

<210>76

<211> 259

<212> PRT

<213> Artificial Sequence

<220>
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<221> source
<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 76
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro
1 5 10 15

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30

Gly Ser GIn Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

Lys Val Pro Leu GIn GIn Asn Phe GIn Asp Asn Gln Phe GIn Gly Lys
50 55 60 ‘

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 7% 80

Asp Pro Gn Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95 ’

“Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

Trp lle Arg Thr Phe Val Pro Gly Ser Gin Pro Gly Glu Phe Thr Leu
115 120 125

Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

Val Ser Thr Asn Tyr Asn Gin His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160

Ser Gin Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
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165 170 175

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190

Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gin
195 200 205

Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gin Gly Gly Gly
210 215 220 '

Ala GIn Pro Pro Phe Asp Ala Gln Ser Pro Leu Asp Ser Gin Pro Gln
225 230 235 240

Pro Ser Gly Gin Pro Trp Asn Phe His Ala Ser Thr Ser Trp Tyr Trp
245 250 255

Arg Gln Ser

<210> 77

<211> 488

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> [note="Description of Artificial Sequence: Synthetic
polypeptide”

<400> 77 .
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro
1 5 10 156 .

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30
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Gly Ser Gin Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

Lys Val Pro Leu GIn Gin Asn Phe Gin Asp Asn GIn Phe GIn Gly Lys
50 55 60

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80

Asp Pro GIn Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

Trp lle Arg Thr Phe Val Pro Gly Ser Gin Pro Gly Glu Phe Thr Leu
115 120 125

Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

Val Ser Thr Asn Tyr Asn Gin His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160

Ser GIn Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190

Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gin
195 200 205

Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gin Gly Gly Met
210 215 220
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Glu Arg Pro Gin Pro Asp Ser Met Pro Gin Asp Leu Ser Glu Aia Leu
225 230 235 240

Lys Glu Ala Thr Lys Glu Val His Thr Gin Ala Glu Asn Ala Glu Phe
245 250 255

Met Arg Asn Phe GIn Lys Gly GIn Val Thr Arg Asp Gly Phe Lys Leu
260 265 270

Val Met Ala Ser Leu Tyr His lle Tyr Val Ala Leu Glu Glu Glu lle
275 280 285

Glu Arg Asn Lys Glu Ser Pro Val Phe Ala Pro Val Tyr Phe Pro Glu -
290 - 295 300

Glu Leu His Arg Lys Ala Ala Leu Glu Gln Asp Leu Ala Phe Trp Tyr
305 310 315 320 ‘

Gly Pro Arg Trp Gin Glu Val lle Pro Tyr Thr Pro Ala Met Gln Arg
325 330 335

Tyr Val Lys Arg Leu His Glu Val Gly Arg Thr Glu Pro Glu Leu Leu
340 345 - 350 '

Val Ala His Ala Tyr Thr Arg Tyr Leu Gly Asp Leu Ser Gly Gly Gln
355 360 365

Val Leu Lys Lys lle Ala Gin Lys Ala Leu Asp Leu Pro Ser Ser Gly -
370 375 380

Glu Gly Leu Ala Phe Phe Thr Phe Pro Asn lle Ala Ser Ala Thr Lys
385 390 395 400
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Phe Lys Gin Leu Tyr Arg Ser Arg Met Asn Ser Leu Glu Met Thr Pro
405 410 415

Ala Val Arg Gin Arg Val lle Glu Glu Ala Lys Thr Ala Phe Leu Leu
420 425 430

Asn lie Gin Leu Phe Glu Glu Leu GIn Glu Leu Leu Thr His Asp Thr
435 440 445

Lys Asp GIn Ser Pro Ser Arg Ala Pro Gly Leu Arg GIn Arg Ala Ser
450 455 460 ‘

Asn Lys Val Gin Asp Ser Ala Pro Val Glu Thr Pro Arg Gly Lys Pro
465 470 475 480

Pro Leu Asn Thr Arg Ser GlIn Ala
485

<210>78

<211> 488

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide”

<400> 78 ‘
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro
1 5 10 15 :

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30

Gly Ser GIn Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45
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Lys Val Pro Leu Gln Gln Asn Phe Gln Asp Asn GIn Phe Gln Gly Lys
50 . 55 60

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80

Asp Pro GIn Lys Met Tyr Ala Thr ile Tyr Glu Leu Lys Glu Asp Lys
85 90 95

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

Trp lle Arg Thr Phe Val Pro Gly Ser Gin Pro Gly Glu Phe Thr Leu
115 120 125

Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

Val Ser Thr Asn Tyr Asn GIn His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160

Ser GIn Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190

Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp GIn
195 200 205

Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gin Gly Gly Met
210 - 215 220

Glu Arg Pro GIn Pro Asp Ser Met Pro Gin Asp Leu Ser Glu Ala Leu
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225 230 235 240

Lys Glu Ala Thr Lys Glu Val His lle GIn Ala Glu Asn Ala Glu Phe
245 250 255

Met Lys Asn Phe GIn Lys Gly Gin Val Ser Arg Giu Gly Phe Lys Leu
260 265 270

Val Met Ala Ser Leu Tyr His lle Tyr Thr Ala Leu Glu Glu Glu lle
275 280 285

Glu Arg Asn Lys GIn Asn Pro Val Tyr Ala Pro Leu Tyr Phe Pro Glu
290 295 300

Glu Leu His Arg Arg Ala Ala Leu Glu Gin Asp Met Ala Phe Trp Tyr
305 310 315 320

Gly Pro His Trp GIn Glu lle lle Pro Cys Thr Pro Ala Thr Gin His
- 325 330 335

Tyr Val Lys Arg Leu His Glu Val Gly Arg Thr His Pro Glu Leu Leu
340 345 350

Val Ala His Ala Tyr Thr Arg Tyr Leu Gly Asp Leu Ser Gly Gly Gln
355 360 365

Val Leu Lys Lys lle Ala GIn Lys Ala Met Ala Leu Pro Ser Ser Gly
370 375 380

Glu Gly Leu Ala Phe Phe Thr Phe Pro Asn lle Asp Ser Pro Thr Lys
385 . 390 395 400

Phe Lys Gin Leu Tyr Arg Ala Arg Met Asn Thr Leu Glu Met Thr Pro
405 410 415 :
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Glu Val Lys His Arg Val Thr Glu Glu Ala Lys Thr Ala Phe Leu Leu
420 425 C 430

Asn lle Glu Leu Phe Glu Glu Leu GIn Val Met Leu Thr Glu Glu His
435 440 445

Lys Asp GIn Ser Pro Ser Gin Met Ala Ser Leu Arg Gin Arg Pro Ala
450 455 460

Ser Leu Val GIn Asp Thr Ala Pro Ala Glu Thr Pro Arg Gly Lys Pro
465 470 475 480

Gln lle Ser Thr Ser Ser Ser Gin
485

<210>79

<211> 489

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide" -

<400> 79
Met Pro-Leu Gly Leu Leu Trp Leu Gly Leu Ala Leu Leu Gly Ala Leu
1 5 10 15 '

His Ala Gln Ala Gln Asp Ser Thr Ser Asp Leu lie Pro Ala Pro Pro
20 25 30

Leu Ser Lys Val Pro Leu GIn GIn Asn Phe GIn Asp Asn Gin Phe Gin
35 40 45

Gly Lys Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu
50 55 60
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Asp Lys Asp Pro Gin Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu
65 70 75 80

Asp Lys Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys
85 90 95

Asp Tyr Trp lle Arg Thr Phe Val Pro Gly Ser Gin Pro Gly Glu Phe
100 105 110

Thr Leu Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val
115 120 125

Arg Val Val Ser Thr Asn Tyr Asn Gin His Ala Met Val Phe Phe Lys
130 135 140

Lys Val Ser GIn Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg
145 150 155 160 -

Thr Lys Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser
165 170 175

Lys Ser Leu Gly Leu Pro Glu Asn Hislle Val Phe Pro Val Pro lle
180 185 190

Asp Gin Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gin Gly
195 200 205

Gly Gly Met Glu Arg Pro GIn Pro Asp Ser Met Pro Gin Asp Leu Ser
210 215 220

Glu Ala Leu Lys Glu Ala Thr Lys Glu Val His Thr GIn Ala Glu Asn
225 230 235 240
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Ala Glu Phe Met Arg Asn Phe Gin Lys Gly Gin Val Thr Arg Asp Gly
245 250 255

Phe Lys Leu Val Met Ala Ser Leu Tyr His lle Tyr Val Ala Leu Glu
260 265 270

Glu Glu lle Glu Arg Asn Lys Glu Ser Pro Val Phe Ala Pro Val Tyr
275 280 285

Phe Pro Glu Glu Leu His Arg Lys Ala Ala Leu Glu Gin Asp Leu Ala
290 295 300

Phe Trp Tyr Gly Pro Arg Trp Gln Glu Val lle Pro Tyr Thr Pro Ala
305 310 315 320

'Met Gln Arg Tyr Val Lys Arg Leu His Glu Val Gly Arg Thr Glu Pro
325 330 335

Glu Leu Leu Val Ala His Ala Tyr Thr Arg Tyr Leu Gly Asp Leu Ser
340 345 350

Gly Gly GIn Val Leu Lys Lys lle Ala GIn Lys Ala Leu Asp Leu Pro
355 360 365

Ser Ser Gly Glu Gly Leu Ala Phe Phe Thr Phe Pro Asn lle Ala Ser
370 375 380

Ala Thr Lys Phe Lys Gln Leu Tyr Arg Ser Arg Met Asn Ser Leu Glu
385 -390 395 400

Met Thr Pro Ala Val Arg Gin Arg Val lle Glu Glu Ala Lys Thr Ala
405 410 415

Phe Leu Leu Asn lle Gin Leu Phe Glu Glu Leu GIn Glu Leu Leu Thr
420 425 430
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His Asp Thr Lys Asp Gin Ser Pro Ser Arg Ala Pro Gly Leu Arg Gin
435 440 445

Arg Ala Ser Asn Lys Val GIn Asp Ser Ala Pro Val Glu Thr Pro Arg
450 455 460

Gly Lys Pro Pro Leu Asn Thr Arg Ser GIn Ala Gly Gly Leu Val Pro
465 470 475 480

Arg Gly Ser His His His His His His
485

<210> 80

- <211> 387

<212> PRT

<213> Artificial Sequence

<220>

<221> source ,

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide" ‘

<400> 80
Met Pro Leu Gly Leu Leu Trp Leu Gly Leu Ala Leu Leu Gly Ala Leu

1 5 10 15 :

His Ala GIn Ala Gin Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro .
20 25 30

Leu Ser Lys Val Pro Leu GIn GIn Asn Phe Gin Asp Asn GIn Phe Gln
35 40 45

Gly Lys Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu
50 55 60 ‘

Asp Lys'Asp Pro Gin Lys Met Tyr Ala Thr He Tyr Glu Leu Lys Glu
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65 70 75 80

Asp Lys Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys
85 90 95

Asp Tyr Trp lle Arg Thr Phe Val Pro Gly Ser Gln Pro Gly Glu Phe
100 105 110

Thr Leu Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val
115 120 125

Arg Val Val Ser Thr Asn Tyr Asn Gin His Ala Met Val Phe Phe Lys
130 135 140

Lys Val Ser GIn Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg
145 150 155 160

Thr Lys Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser
165 170 175

Lys Ser Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle
180 185 190

Asp Gln Cys lle-Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gln Gly
185 200 205

Gly Gly Pro Pro Lys Met Asn Pro Val Val Glu Pro Leu Ser Trp Met
210 215 220

Leu Gly Thr Trp Leu Ser Asp Pro Pro Gly Ala Gly Thr Tyr Pro Thr
225 230 235 240

Leu Gln Pro Phe Gln Tyr Leu Glu Glu Val His lle Ser His Val Gly
245 250 255
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Gln Pro Met Leu Asn Phe Ser Phe Asn Ser Phe His Pro Asp Thr Arg
260 265 - 210

Lys Pro Met His Arg Glu Cys Gly Phe lle Arg Leu Lys Pro Asp Th
275 280 285 o

Asn Lys Val Ala Phe Val Ser Ala GIn Asn Thr Gly Val Val Glu Val
290 295 300

Glu Glu Gly Glu Val Asn Gly Gin Glu Leu Cys lle Ala Ser His Ser
305 310 315 320

lle Ala Arg lle Ser Phe Ala Lys Glu Pro His Val Glu Gin lle Thr
325 330 335

Arg Lys Phe Arg Leu Asn Ser Glu Gly Lys Leu Giu GIn Thr Val Ser
340 345 350

Met Ala Thr Thr Thr GIn Pro Met Thr Gn His Leu His Val Thr Tyr
355 360 365

Lys Lys Val Thr Pro Gly Gly Leu Val Pro Arg Gly Ser His His His
370 375 380

His His His
385

<210> 81

<211> 295

<212> PRT

<213> Artificial Sequence

<220>
<221> source
<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide”
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<400> 81
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro
1 5 10 15

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30

Gly Ser GIn Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

Lys Val Pro Leu GiIn Gin Asn Phe GIn Asp Asn Gln Phe Gln Gly Lys
50 55 60

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80

Asp Pro Gln Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

Trp lle Arg Thr Phe Val Pro Gly Ser Gln Pro Gly Glu Phe Thr Leu
115 120 125

Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

Val Ser Thr Asn Tyr Asn Gin His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160

Ser GIn Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175
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Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190

Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gin
195 200 205

Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe GIn Gly Gly Gly
210 215 220

Arg Ser Ala Gly Ala His Ala Gly Trp Glu Thr Pro Glu Gly Cys Glu
225 230 235 240

Gin Val Leu Thr Gly Lys Arg Leu Met Gin Cys Leu Pro Asn Pro Glu
245 250 255

Asp Val Lys Met Ala Leu Glu Val Tyr Lys Leu Ser Leu Glu lle Glu
260 265 270 ‘ ‘

GIn Leu Glu Leu GIn Arg Asp Ser Ala Arg Gln Ser Thr Leu Asp Lys
275 280 285

Glu Leu Val Pro Arg Gly Ser
290 295

- <210> 82

<211> 522

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide"

<220>
<221> MOD_RES
<222> (490)..(490)
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<223> Any amino acid

<400> 82
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro
1 5 10 15

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30

Gly Ser GIn Asp Ser Thr Ser Asp Leu lle Pro Alé Pro Pro Leu Ser
35 40 45

Lys Val Pro Leu Gin Gin Asn Phe Gin Asp Asn G{n Phe Gin Gly Lys
50 55 60

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80

Asp Pro Gln Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

Trp lle Arg Thr Phe Val Pro Gly Ser Gln Pro Gly Glu Phe Thr Leu
115 120 125

Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

Val Ser Thr Asn Tyr Asn Gin His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160

Ser GIn Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175
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Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190

Leu Gly Leu Pro Glu Asn His lie Val Phe Pro Val Pro lle Asp Gin
195 200 205

Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gin Gly Gly Gly
210 215 220

lle lle Gln Val Asn Lys Thr Val Lys Glu Val Ala Val Leu Ser Cys
225 230 235 240

Asp Tyr Asn lle Ser Thr Thr Glu Leu Met Lys Val Arg lle Tyr Trp
245 250 255

Gln Lys Asp Asp Glu Val Val Leu Ala Val Thr Ser Gly GIn Thr Lys
260 265 270

Val Trp Ser Lys Tyr Glu Ash Arg Thr Phe Ala Asp Phe Thr Asn Aén
275 280 285

Leu Ser llg Val lle Met Ala Leu Arg Leu Ser Asp Asn Gly Lys Tyr
290 295 300

Thr Cys lle Val GIn Lys Thr Glu Lys Arg Ser Tyr Lys Val Lys His
305 310 315 320

Met Thr Ser Val Met Leu Leu Val Arg Ala Asp Phe Pro Val Pro Ser
325 330 335

lle Thr Asp Leu Gly Asn Pro Ser His Asp lie Lys Arg lle Met Cys
340 345 350

Ser Thr Ser Gly Gly Phe Pro Lys Pro His Leu Ser Trp Trp Glu Asn
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355 360 365

Glu Glu Glu Leu Asn Ala Ala Asn Thr Thr Val Ser GIn Asp Pro Asp
370 375 380

Thr Glu Leu Tyr Thr lle Ser Ser Glu Leu Asp Phe Asn lle Thr Ser
385 390 395 400

Asn His Ser Phe Val Cys Leu Val Lys Tyr Gly Asp Leu Thr Val Ser
405 410 415

Gin lle Phe Asn Trp Gin Lys Ser Val Glu Pro His Pro Pro Asn Asn
420 425 430

Ser Ala Trp Ser His Pro Gin Phe Glu Lys Gly Gly Ser Leu Val Pro
435 440 445

Arg Gly Ser Gly Ser Ala Gly Ala His Ala Gly Trp Glu Thr Pro Glu
450 455 460

Gly Cys Glu Gln Val Leu Thr Gly Lys Arg Leu Met Gin Cys Leu Pro
465 470 475 480

Asn Pro Glu Asp Val Lys Met Ala Leu Xaa Val Tyr Lys Leu Ser Leu
485 490 495

Glu lle Glu GIn Leu Glu Leu Gin Arg Asp Ser Ala Arg Gin Ser Thr
500 505 510

Leu Asp Lys Glu Leu Val Pro Arg Gly Ser
515 520

<210> 83
<211> 279
<212> PRT
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<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 83
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro
1 5 10 15

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30

Gly Ser GIn Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 | 45

Lys Val Pro Leu Gin GiIn Asn Phe Gln Asp Asn Gin Phe GIn Gly Lys
50 55 60

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80

Asp Pro Gin Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

Trp lle Arg Thr Phe Val Pro Gly Ser Gin Pro Gly Glu Phe Thr Leu
115 120 125

Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

Val Ser Thr Asn Tyr Asn Gln His Ala Met Val Phe Phe Lys Lys Val
145 150 1565 160
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Ser GIn Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190

Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gln
195 200 205

Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Glin Gly Gly Gly
210 215 220

Arg Asn Leu Val Thr Ala Phe Ser Asn Met Asp Asp Met Leu GIn Lys
225 230 235 240

Ala His Leu Val lle Glu Gly Thr Phe lle Tyr Leu Arg Asp Ser Thr
245 250 255

Glu Phe Phe lle Arg Val Arg Asp Gly Trp Lys Lys Leu GIn Leu Gly
260 265 270

Glu Leu lle Pro lle Pro Ala
275

<210> 84

<211> 506

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> [note="Description of Artificial Sequence: Synthetic
polypeptide”

<400> 84
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro
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1 5 10 15

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30

Gly Ser GIn Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

Lys Val Pro Leu GIn GIn Asn Phe GIn Asp Aén GlIn Phe GIn Gly Lys
50 55 60

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80

Asp Pro Gin Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

Trp lle Arg Thr Phe Val Pro Gly Ser Gin Pro Gly Glu Phe Thr Leu
115 120 125

Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

Val Ser Thr Asn Tyr Asn Gin His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160

Ser Gin Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175 ‘

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190
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Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gin
195 200 205

Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe GIn Gly Gly Gly
210 215 220

lle lle GIn Val Asn Lys Thr Val Lys Glu Val Ala Val Leu Ser Cys
225 230 235 240

Asp Tyr Asn lle Ser Thr Thr Glu Leu Met Lys Val Arg lle Tyr Trp
245 250 255

Gln Lys Asp Asp Glu Val Val Leu Ala Val Thr Ser Gly GIn Thr Lys
260 265 270

Val Trp Ser Lys Tyr Glu Asn Arg Thr Phe Ala Asp Phe Thr Asn Asn
275 280 285

Leu Ser lle Val lle Met Ala Leu Arg Leu Ser Asp Asn Gly Lys Tyr
290 295 300

Thr Cys lle Val GIn Lys Thr Glu Lys Arg Ser Tyr Lys Val Lys His
305 310 315 320

Met Thr Ser Val Met Leu Leu Val Arg Ala Asp Phe Pro Val Pro Ser
325 330 335

lle Thr Asp Leu Gly Asn Pro Ser His Asp lle Lys Arg lle Met Cys
340 345 350

Ser Thr Ser Gly Gly Phe Pro Lys Pro His Leu Ser Trp Trp Glu Asn
355 360 365

Glu Glu Glu Leu Asn Ala Ala Asn Thr Thr Val Ser Gin Asp Pro Asp
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370 375 380

Thr Glu Leu Tyr Thr lle Ser Ser Glu Leu Asp Phe Asn lle Thr Ser
385 390 395 400

Asn His Ser Phe Val Cys Leu Val Lys Tyr Gly Asp Leu Thr Val Ser
405 410 415

Gin lle Phe Asn Trp GIn Lys Ser Val Glu Pro His Pro Pro Asn Asn
420 425 430

Ser Ala Trp Ser His Pro GIn Phe Glu Lys Gly Gly Ser Leu Val Pro
435 440 445

Arg Gly Ser Gly Asn Leu Val Thr Ala Phe Ser Asn Met Asp Asp Met
450 455 460

Leu GIn Lys Ala His Leu Val lle Glu Gly Thr Phe lle Tyr Leu Arg
465 470 475 480

Asp Ser Thr Glu Phe Phe lle Arg Val Arg Asp Gly Trp Lys Lys Leu
485 490 495

Gln Leu Gly Glu Leu lle Pro lle Pro Ala
500 505

<210> 85

<211> 278

<212> PRT

<213> Avrtificial Sequence

<220>

<221> source

<223> [note="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 85
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Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro
1 5 10 15

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30

Gly Ser GIn Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

Lys Val Pro Leu Gln GIn Asn Phe GIn Asp Asn Gln Phe GIn Gly Lys
50 55 60

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80

Asp Pro Gln Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 g5

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

Trp lle Arg Thr Phe Val Pro Gly Ser GiIn Pro Gly Glu Phe Thr Leu
115 120 125

Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

Val Ser Thr Asn Tyr Asn GIn His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160

Ser Gin Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 . 185 190
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Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gin
195 200 205

Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe GIn Gly Gly Gly
210 215 220

Arg Ser Ser Asn Ala Lys Trp Asp Gin Trp Ser Ser Asp Trp GIn Thr
225 230 235 240

Trp Asn Ala Lys Trp Asp GIn Trp Ser Asn Asp Trp Asn Ala Trp Arg
245 250 255

Ser Asp Trp Gin Ala Trp Lys Asp Asp Trp Ala Arg Trp Asn Gin Arg
260 265 270

Trp Asp Asn Trp Ala Thr
275

<210> 86

<211> 302

<212> PRT

<213> Artificial Sequence

<220>

<221> source ,

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide”

<400> 86
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro
1 5 10 15

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30

Gly Ser GIn Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
' Page 127



44189-701 602_SL.TXT
35 40 45

Lys Val Pro Leu GIn Gin Asn Phe GIn Asp Asn GIn Phe Gln Gly Lys
50 55 60

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 - 70 75 80

Asp Pro Gin Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

Trp lle Arg Thr Phe Val Pro Gly Ser Gln Pro Gly Glu Phe Thr Leu
115 120 125

Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 C 140

Val Ser Thr Asn Tyr Asn Gln His Ala Met Val Phe Phe Lys Lys Val
145 150 1565 160

Ser Gln Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190

Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gln
195 200 205

Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe GIn Gly Gly Cys
210 215 220
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Tyr Asn Ser Thr Gly Val Asp Tyr Arg Gly Thr Val Ser Val Thr Lys
225 230 235 240

Ser Gly Arg GIn Cys GIn Pro Trp Asn Ser GIn Tyr Pro His Thr His
245 250 255

“Thr Phe Thr Ala Leu Arg Phe Pro Glu Leu Asn Gly Gly His Ser Tyr
260 265 270

Cys Arg Asn Pro Gly Asn Gln Lys Glu Ala Pro Trp Cys Phe Thr Leu
275 280 285

Asp Glu Asn Phe Lys Ser Asp Leu Cys ‘Asp lle Pro Ala Cys.
290 295 300

<210> 87

<211> 343

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 87
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro

1 5 10 15

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30

~ Gly Ser GIn Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

Lys Val Pro Leu GIn GIn Asn Phe Gln Asp Asn Gin Phe GIn Gly Lys
50 55 60
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Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80

Asp Pro Gin Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

Trp lle Arg Thr Phe Val Pro Gly Ser GIn Pro Gly Glu Phe Thr Leu
115 120 125

Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

Val Ser Thr Asn Tyr Asn GIn His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160

Ser GIn Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175 '

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190

Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gln
195 200 205

Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gin Gly Gly Met
210 215 220

His Val Ala GIn Pro Ala Val Val Leu Ala Ser Ser Arg Gly Val Ala
225 230 235 240
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Ser Phe Val Cys Glu Tyr Gly Ser Ser Gly Asn Ala Ala Glu Val Arg
245 250 255

Val Thr Val Leu Arg GIn Ala Gly Ser GIn Met Thr Glu Val Cys Ala
260 265 270

Ala Thr Tyr Thr Val Glu Asp Glu Leu Ala Phe Leu Asp Asp Ser Thr
275 280 285

Cys Thr Gly Thr Ser Ser Gly Asn Lys Val Asn Leu Thr lle GIn Gly
290 295 300

Leu Arg Ala Met Asp Thr Gly Leu Tyr lle Cys Lys Val Glu Leu Met
305 310 315 320

Tyr Pro Pro Pro Tyr Tyr Val Gly Met Gly Asn Gly Thr Gin lle Tyr
325 330. 335

Val lle Asp Pro Glu Pro Cys
340

<210> 88

<211> 788

<212> DNA

<213> Artificial Sequence

<220>
<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polynucleotide”

<400> 88
ctcgagacca tggagacaga cacactectg ctatgggtac tgctgetetg ggttecaggt 60

tccactggtg actacaagga cgageatcac catcatcacc atggtggaag ccaggactcc 120
accicagacc tgatcccagce cecacctctg agcaaggtee cictgcagea gaacttccag 180

gacaaccaat tccaggggaa gtggtatgtg gtaggectgg cagggaatge aattctcaga 240
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gaagacaaag acccgcaaaa gatgtatgee accatctatg agctgaaaga agacaagage 300
tacaatgtca cctcegtect gtttaggaaa aagaagtglg actactggat caggactttt 360
gttccaggtt gecageceegg cgagticacg ctgggcaaca ttaagagtta ceotggatta 420
acgagttacc tcgtccgagt ggtgagceace aactacaacc ageatgctat ggtgttcttc 480
aagaaagttt ctcaaaacag ggagtacttc aagatcacce tctacgggag aaccaaggag 540
ctgacticgg aactaaagga gaacticatc cgctictcea aafctctggg cotecctgaa 600
aaccacateg tettcectgt cccaatcgac cagtgtateg acggeggagg tagecgaaaac 660
ctgtatttic agggaggcega ctgcctgceee cacctgagga ggtgcagggce cgacaacgac 720
tgctgeggea ggaggtgcag gaggéggggc accaacgccg agaggaggtg caggtaaget 780
aaggatcc 788
<210> 89
<211> 20
<212> PRT
<213> Mus musculus
<400> 89

Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro
1 5 10 15

Gly Ser Thr Gly
20 -

<210>90

<211> 60

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 90
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atggagacag acacactcct getatgggta ctgetgetet gggticcagg ttecactggt

<210> 91

<211>5

<212> PRT

<213> Artificial Sequence

<220> ,
<223> Description of Artificial Sequence: Synthetic
peptide

<400> 91
Asp Tyr Lys Asp Glu
1 5

<210> 92

<211>15

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 92
gactacaagg acgag 15

<210>93

<211>6

<212> PRT :
<213> Artificial Sequence -

<220>
<223> Description of Artificial Sequence: Synthetic
BxHis tag

<400> 93
His His His His His His
1 5 '

<210> 94
211> 18
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<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 94
catcatcatc atcaicat 18

<210> 95

<211>6

<212> PRT

<213> Tobacco etch virus

<400> 95
Glu Asn Leu Tyr Phe Gln
1 5

<210> 96

<211> 18

<212>DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide ‘

<400> 96
gagaatttat attttcag 18

<210> 97

<211>6

<212> DNA

<213> Attificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 97
ggatce 6
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<210> 98

<211>6

<212> PRT

<213> Artificial Sequence

<220>

<221> source ‘

<223> Inote="Description of Artificial Sequence: Synthetic
peptide”

<400> 98
Arg Ala Arg Tyr Lys Arg
1 5

<210> 99

<211>8

<212> PRT

<213> Attificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
peptide

<400> 99
Arg Ala Arg Tyr Lys Arg Gly Ser
1 5

<210> 100

<211> 24

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 100
cgggcececggt ataaacgggg atce o 24

<210> 101
<211>4
<212> PRT
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<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
peptide"

<400> 101
Cys lle Asp Gly
1

<210> 102
<211>198
<212> PRT
<213> Artificial Sequence

<220>

<221> source

<223> |note="Description of Artificial Sequence: Synthetic
polypeptide"

<220>

<221> misc_feature

<222> (96)..(195)

<223> /note="Disulfide bond between residues"

<400> 102
Met Pro Leu Gly Leu Leu Trp Leu Gly Leu Ala Leu Leu Gly Ala Leu
1 5 10 15

His Ala Gln Ala GIn Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro
20 25 30 : :

Leu Ser Lys Val Pro Leu Gln Gln Asn Phe Gln Asp Asn GIn Phe Gn
35 40 45

Gly Lys Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu
50 55 60 ’

Asp Lys Asp Pro Gin Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu
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65 70 75 80

Asp Lys Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys
85 90 95

Asp Tyr Trp lle Arg Thr Phe Val Pro Gly Cys GIn Pro Gly Glu Phe
100 105 110

Thr Leu Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val
115 120 125

Arg Val Val Ser Thr Asn Tyr Asn Gin His Ala Met Val Phe Phe Lys
130 135 140

Lys Val Ser GIn Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg
145 150 155 160

Thr Lys. Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser
165 170 175

Lys Ser Leu Gly Leu Pro Glu Asn His lie Val Phe Pro Val Pro lle
180 185 190

Asp Gln Cys lle Asp Gly
195

<210> 103

<211> 21

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
oligonucleotide"

<400> 103
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aacctgtatt ttcagggagg ¢ 21

<210> 104

<211> 25

<212> DNA

<213> Attificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
oligonucleotide"

<400> 104
gctaaggatc ccggacegcec tetee 25

<210> 105

<211> 287

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 105
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro
1 5 10 15

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30

Gly Ser'GIn Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

Lys Val Pro Leu GIn GIn Asn Phe GIn Asp Asn Gin Phe Gin Gly Lys
50 55 60

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 - 70 75 80
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Asp Pro GIn Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

Trp lle Arg Thr Phe Val Pro Gly Cys Gln Pro Gly Glu Phe Thr Leu
115 120 125

Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

Val Ser Thr Asn Tyr Asn Gin His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160

Ser GIn Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190

Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gln
195 200 205

Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe GIn Gly Gly Asp
210 215 220

Thr Cys Gly Ser Gly Tyr Asn Val Asp GlIn Arg Arg Thr Asn Ser Gly
225 230 235 240

Cys Lys Ala Gly Asn Gly Asp Arg His Phe Cys Gly Cys Asp Arg Thr
245 250 255
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Gly Val Val Glu Cys Lys Gly Gly Lys Trp Thr Glu Val Gln Asp Cys
260 265 270

Gly Ser Ser Ser Cys Lys Gly Thr SerAsn Gly Gly Ala Thr Cys
275 280 285

<210> 106

<211> 281

<212> PRT

<213> Attificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
polypeptide”

<400>106
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro
1 5 10 15

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30

Gly Ser Gin Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

Lys Val Pro Leu Gin GIn Asn Phe Gln Asp Asn Gin Phe Gin Gly Lys
50 55 60

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80 '

Asp Pro GIn Lys Met Tyr Ala Thr fle Tyr Glu Leu Lys Glu Asp Lys
85 - 90 95

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110
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Trp lle Arg Thr Phe Val Pro Gly Cys GIn Pro Gly Glu Phe Thr Leu
115 120 125

Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

Val Ser Thr Asn Tyr Asn Gin His Ala Met Val Phe Phe Lys Lys Val
. 145 150 155 160

Ser GIn Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190 '

l.eu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gin
195 200 205

Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe GIn Gly Gly Asp
210 215 220

Gln Asn Cys Asp lle Gly Asn lle Thr Ser Gln Cys GIn Met Gin His
225 230 235 240

Lys Asn Cys Glu Asp Ala Asn Gly Cys Asp Thr lle lle Glu Glu Cys
245 250 255

Lys Thr Ser Met Val Glu Arg Cys Gin Asn Gin Glu Phe Glu Ser Ala
260 265 270

Ala Gly Ser Thr Thr Leu Gly Pro Gin
275 280

<210> 107
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<211> 245
<212> PRT
<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 107
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro
1 5 10 15

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30

Gly Ser GIn Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

Lys Val Pro Leu Gln GIn Asn Phe GIn Asp Asn Gln Phe Gln Gly Lys
50 55 60

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80

Asp Pro GIn Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

Trp lle Arg Thr Phe Val Pro Gly Cys Gin Pro Gly Glu Phe Thr Leu
115 120 125 '

Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140
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“Val Ser Thr Asn Tyr Asn Gin His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160

Ser GIn Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190

Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gin
195 200 205

Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gin Gly Gly Gly
210 215 220

His Ala Cys Tyr Arg Asn Cys Trp Arg Glu Gly Asn Asp Glu Glu Thr
225 230 235 240

Cys Lys Glu Arg Cys
245

<210> 108
<211> 258
<212> PRT
<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 108
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro
1 5 10 15

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30
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Gly Ser GIn Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

Lys Val Pro Leu GIn GIn Asn Phe GIn Asp Asn GIn Phe GIn Gly Lys
50 55 60

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80

Asp Pro Gin Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

“Trp lle Arg Thr Phe Val Pro Gly Cys Gin Pro Gly Glu Phe Thr Leu
115 120 125

Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

Val Ser Thr Asn Tyr Asn Gln His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160

Ser GIn Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190

Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gln
195 200 205

Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe GIn Gly Gly Glu
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210 215 220

Cys Arg Tyr Leu Phe Gly Gly Cys Lys Thr Thr Ser Asp Cys Cys Lys
225 230 235 240

His Leu Gly Cys Lys Phe Arg Asp Lys Tyr Cys Ala Trp Asp Phe Thr
245 250 255

Phe Ser

<210> 109
<211> 259
<212> PRT
<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide”

<400> 109 :
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro
1 5 10 15

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gl'y
20 25 30

Gly Ser GIn Asp Ser Thr Ser Asp Leu lie Pro Ala Pro Pro Leu Ser
35 40 45

Lys Val Pro Leu GIn Gin Asn Phe Gin Asp Asn Gin Phe GIn Gly Lys
50 55 60

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80
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Asp Pro Gin Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

Trp lle Arg Thr Phe Val Pro Gly Cys Gln Pro Gly Glu Phe Thr Leu
115 120 125

Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

Val Ser Thr Asn Tyr Asn GIn His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160

Ser Gln Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190 '

Leu Gly Leu Pro Glu Asn His lie Val Phe Pro Val Pro lle Asp Gin
195 200 205

Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gln Gly Gly Glu
210 215 220

lle Ser Cys Glu Pro Gly Lys Thr Phe Lys Asp Lys Cys Asn Thr Cys
225 230 235 240

Arg Cys Gly Ala Asp Gly Lys Ser Ala Ala Cys Thr Leu Lys Ala Cys
245 250 255

Pro Asn GIn

Page 146



44189-701 602_SL.TXT

<210> 110
<211> 260
<212>PRT
<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide”

<400> 110
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro

1 5 10 15

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
‘ 20 25 30

Gly Ser GIn Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

Lys Val Pro Leu Gin GIn Asn Phe Gin Asp Asn GlIn Phe GIn Gly Lys
50 . %5 60

Trp Tyr \/a! Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 . 70 75 80

Asp Pro GIn Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
- 85 : 90 95

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

Trp lle Arg Thr Phe Val Pro Gly Cys Gin Pro Gly Glu Phe Thr Leu
M5 120 125

Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
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130 135 140

Val Ser Thr Asn Tyr Asn GIn His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160

Ser Gin Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190 ~

Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gln
195 200 205 '

Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe GIn Gly Gly Val
210 215 - 220

Cys Arg Asp Trp Phe Lys Glu Thr Ala Cys Arg His Ala Lys Ser Leu
225 230 235 240

Gly Asn Cys Arg Thr Ser GIn Lys Tyr Arg Ala Asn Cys Ala Lys Thr
245 250 255

Cys Glu Leu Cys
260

<210> 111

<211> 269

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 111
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Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro
1 5 10 15

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30

Gl'y Ser Gln Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

Lys Val Pro Leu GIn GIn Asn Phe GIn Asp Asn GIn Phe Gin Gly Lys
50 55 60

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80

Asp Pro Gln Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
' 85 90 95

Ser Tyf Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

Trp lle Arg Thr Phe Val Pro Gly Cys Gin Pro Gly Glu Phe Thr Leu
115 120 125

Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

Val Ser Thr Asn Tyr Asn GIn His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160

Ser GIn Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190
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Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gln
195 200 205

Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gin Gly Gly Val
210 215 220

Ser lle Thr Lys Cys Ser Ser Asp Met Asn Gly Tyr Cys Leu His Gly
225 230 235 240

Gln Cys lle Tyr Leu Val Asp Met Ser Gln Asn Tyr Cys Arg Cys Glu
245 250 255

Val Gly Tyr Thr Gly Val Arg Cys Glu His Phe Phe Leu
260 265

<210> 112
<211> 253
<212>PRT
<213> Artificial Sequence

<220>

<221> source

<223> [note="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 112 ‘
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro
1 5 10 15

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30

Gly Ser GIn Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

Lys Val Pro Leu Gln GIn Asn Phe GIn Asp Asn GIn Phe Gin Gly Lys
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50 55 60

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80

Asp Pro GIn Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

Trp lle Arg Thr Phe Val Pro Gly Cys Gin Pro Gly Glu Phe Thr Leu
115 120 125

Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

Val Ser Thr Asn Tyr Asn GIn His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160

Ser GIn Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190

Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp GIn
195 . 200 205

Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe GlIn Gly Gly Gly
210 215 220

lle Pro Cys Gly Glu Ser Cys Val Trp lle Pro Cys lle Ser Ala Ala
225 - 230 235 240
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Leu Gly Cys Ser Cys Lys Asn Lys Val Cys Tyr Arg Asn
245 250

<210> 113
<211> 277
<212> PRT
<213> Artificial Sequence

<220~

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 113
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro
1 5 10 15

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30

Gly Ser GIn Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

‘Lys Val Pro Leu GIn Gln Asn Phe GIn Asp Asn GIn Phe Gln Gly Lys
50 55 60

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80

Asp Pro Gin Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

Trp lle Arg Thr Phe Val Pro Gly Cys Gin Pro Gly Glu Phe Thr Leu
115 120 125
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Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

Val Ser Thr Asn Tyr Asn GlIn His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160

Ser GIn Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190

Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gin
195 200 205

Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gln Gly Gly Gin
210 215 220

Asp Lys Cys Lys Lys Val Tyr Glu Asn Tyr Pro Val Ser Lys Cys Gin
225 - 230 235 240

Leu Ala Asn Gin Cys Asn Tyr Asp Cys Lys Leu Asp Lys His Ala Arg
245 250 255

Ser Gly Glu Cys Phe Tyr Asp Glu Lys Arg Asn Leu GIn Cys lle Cys
260 265 270

Asp Tyr Cys Glu Tyr
275

<210> 114
<211> 259
<212> PRT
<213> Artificial Sequence
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<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 114
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro
1 5 10 15

Gly Ser Thr Gly Asp Tyr Lyé Asp Glu His His His His His His Gly
20 25 30

Gly Ser GIn Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

Lys Val Pro Leu Gin GIn Asn Phe Gin Asp Asn GIn Phe Gin Gly Lys
50 55 60

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80

Asp Pro GIn Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

Trp lle Arg Thr Phe Val Pro Gly Cys Gin Pro Gly Glu Phe Thr Leu
115 120 125

Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

Val Ser Thr Asn Tyr Asn GIn His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160
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Ser GIn Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190

Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gin
195 200 205

Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe GIn Gly Gly Met
210 215 . 220

Cys Met Pro Cys Phe Thr Thr Asp His Gln Met Ala Arg Lys Cys Asp
225 230 235 240

Asp Cys Cys Gly Gly Lys Gly Arg Gly Lys Cys Tyr Gly Pro Gin Cys
245 250 255

Leu Cys Arg

<210> 115

<11>7

<212> PRT

<213> Atificial Sequence

<220>

<221> source

<223> [note="Description of Artificial Sequence: Synthetic
peplide"

<400> 115
Arg Ala Arg Tyr Lys Arg Ser
1 5

<210> 116
<211> 266
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<212> PRT
<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 116
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro
1 5 10 15

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 .25 30

Gly Ser Gln Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

Lys Val Pro Leu GIn Gln Asn Phe Gln Asp Asn Gln Phe GIn Gly Lys
50 55 60

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80 '

Asp Pro GIn Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

Trp lle Arg Thr Phe Val Pro Gly Cys Gln Pro Gly Glu Phe Thr Leu
115 120 125

Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

Val Ser Thr Asn Tyr Asn GIn His Ala Met Val Phe Phe Lys Lys Val
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145 150 155 160

Ser GIn Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190

Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gln
195 200 205

Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gln Ser Asp Cys
210 215 220

Lys Tyr Lys Phe Glu Ash Trp Gly Ala Cys Asp Gly Gly Thr Gly Thr
225 230 235 240

Lys Val Arg GIn Gly Thr Leu Lys Lys Ala Arg Tyr Asn Ala Gin Cys
245 250 255

Gin Glu Thr lle Arg Val Thr Lys Pro Cys
260 265

<210> 117
<211> 250
<212> PRT
<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 117
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro
1 5 10 15
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Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30

Gly Ser GIn Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

Lys Val Pro Leu GIn GIn Asn Phe GIn Asp Asn Gin Phe GIn Gly Lys
50 55 60 '

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80

Asp Pro GIn Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

Trp lle Arg Thr Phe Val Pro Gly Cys Gin Pro Gly Glu Phe Thr Leu
115 120 125

Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

Val Ser Thr Asn Tyr Asn Gln His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160

Ser GIn Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190

Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gin
195 200 205
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Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe GIn Gly Gly Ser
210 215 220

Ala lle Ser Cys Gly Glu Thr Cys Phe Lys Phe Lys Cys Tyr Thr Pro
225 230 235 240

Arg Cys Ser Cys Ser Tyr Pro Val Cys Lys
245 250

<210> 118
<211> 234
<212> PRT
<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence; Synthetic
polypeptide"

<400> 118
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro

1 5 10 15

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30

Gly Ser GIn Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

Lys Val Pro Leu GIn GIn Asn Phe Gin Asp Asn GIn Phe GIn Gly Lys
50 55 60

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80

Asp Pro Gln Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
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85 90 95

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

Trp lle Arg Thr Phe Val Pro Gly Cys Gln Pro Gly Glu Phe Thr Leu
115 120 125

Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

Val Ser Thr Asn Tyr Asn Gin His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160

Ser Gin Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190

Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gin
195 200 205

Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe GIn Gly Gly Val
210 215 220 :

Cys Cys Gly Tyr Lys Leu Cys His Pro Cys
225 230

<210> 119
<211> 236
<212> PRT
<213> Artificial Sequence

<220>
<221> source
Page 160



44189-701 602_SL.TXT
<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 119
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro
1 5 10 15

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30

- Gly Ser GIn Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

Lys Val Pro Leu GIn GIn Asn Phe GIn Asp Asn Gin Phe GIn Gly Lys
- 50 55 60

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80

Asp Pro GIn Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

Trp lle Arg Thr Phe Val Pro Gly Cys GIn Pro Gly Glu Phe Thr Leu
115 120 125

Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

Val Ser Thr Asn Tyr Asn GIn His Ala Met Val Phe Phe Lys Lys Val
145 150 165 160

Ser Gin Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175
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Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190

Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Glin
195 200 205

Cys lie Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gln Gly Gly Asn
210 215 220

Gly Val Cys Cys Gly Tyr Lys Leu Cys His Pro Cys
225 230 235

<210> 120
<211> 262
<212> PRT
<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 120
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro
1 5 10 15

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
- 20 25 30

Gly Ser Gln Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

Lys Val Pro Leu GIn Gin Asn Phe GIn Asp Asn Gin Phe Gin Gly Lys
50 55 60

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
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65 70 75 80

Asp Pro GIn Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

Trp lle Arg Thr Phe Val Pro Gly Cys Gln Pro Gly Glu Phe Thr Leu
115 120 125

Gly Asn lie Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

Val Ser Thr Asn Tyr Asn Gin His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160

Ser GIn Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175 :

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190

Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gin
195 200 205

Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe GIn Gly Gly Gin
210 - 215 220

Gln His Ala Asp Pro lle Cys Asn Lys Pro Cys Lys Thr His Asp Asp
225 230 235 240

Cys Ser Gly Ala Trp Phe Cys GIn Ala Cys Trp Asn Ser Ala Arg Thr
245 250 255
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Cys Gly Pro Tyr Val Gly
260

<210> 121

<211> 185

<212> DNA

<213> Attificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polynucleotide” '

<400> 121
cctgatectg ctagegggte tcaaggtgga tecatgtgea tgcegtgett caccaccgat 60

aacgaaatgg cggcgaactg cgategetge tgeggtggee gtgacegtag cogotgetat 120
ggccegeagt gectgtgeog ctaatgegge cgetagtgag acCgcttgca tggctagtac 180

ctacg 185

<210> 122

<211> 185

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polynucleotide”

<400> 122
cctgatectg ctagegggtc tcaaggtgga tecatgtgea tgeegtgett caccaccgat 60

aacgatatgg cggatgaatg cgatcgetge tgeggtggee gtggeegtgg cegetgetat 120
ggcccgeagt geetgtgeeg ctaatgegge cgctagtgag accgetigea tggcetagtac 180
ctacg 185

<210> 123
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<211> 36
<212> PRT
<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide"

<220>

<221> MOD_RES
<222> (21)..(27)
<223> Any amino acid

<220>

<221> MOD_RES
<222> (29)..(32)
<223> Any amino acid

<220>

<221> MOD_RES
<222> (34)..(34)
<223> Any amino acid

<220>

<221> MOD_RES
<222> (36)..(36)
<223> Any amino acid

<400> 123
Met Cys Met Pro Cys Phe Thr Thr Asp Asn Glu Met Ala Ala Asn Cys
1 5 10 15

Asp Arg Cys Cys Xaa Xaa Xaa Xaa Xaa Xaa Xaa Cys Xaa Xaa Xaa Xaa
20 25 30

" Cys Xaa Cys Xaa
35

<210> 124
<211> 36
<212> PRT
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<213> Artificial Sequence

<220>

<221> source ;

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide"

<220>

<221> MOD_RES
<222> (21)..(27)
<223> Any amino acid

<220>

<221> MOD_RES
<222> (29)..(32)
<223> Any amino acid

<220>

<221> MOD_RES
<222> (34)..(34)
<223> Any amino acid

<220>

<221> MOD_RES
<222> (36)..(36)
<223> Any amino acid

<400> 124
Met Cys Met Pro Cys Phe Thr Thr Asp Asn Asp Met Ala Asp Glu Cys
1 5 10 15

Asp Arg Cys Cys Xaa Xaa Xaa Xaa Xaa Xaa Xaa Cys Xaa Xaa Xaa Xaa
20 25 30

Cys Xaa Cys Xaa
35

<210> 125

<211> 112

<212> DNA

<213> Artificial Sequence
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<220>
<221> source
<223> Inote="Description of Artificial Sequence: Synthetic
polynucleotide”

<400> 125
atgtgcatgc cgtgeticac caccgataac gaaatggegg cgaactgega tegetgetge 60

gatggeegty geegtggeeg ctgotatgge cegeagtgec tgtgeegcta at 112

<210> 126

<211> 36

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide" -

<220>

<221> MOD_RES
<222> (21)..(27)
<223> Any amino acid

<220>

<221> MOD_RES
<222> (29)..(32)
<223> Any amino acid

<220>

<221> MOD_RES
<222> (34)..(34)
<223> Any amino acid

<400> 126
Met Cys Met Pro Cys Phe Thr Thr Asp Asn Glu Met Ala Ala Asn Cys
1 5 10 15

Asp Arg Cys Cys Xaa Xaa Xaa Xaa Xaa Xaa Xaa Cys Xaa Xaa Xaa Xaa
20 25 30
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Cys Xaa Cys Arg
35

<210> 127

<211> 38

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide”

<400> 127
Gly Ser Glu lle Ser Cys Glu Pro Gly Arg Thr Phe Arg Asp Arg Cys
1 5 10 15

Asn GIn Cys Phe Cys Gly Phe Asp Gly Arg Arg Ala Ala Cys Thr lle

20 25 30
Arg Ala Cys Pro Asn Gln
35
<210> 128
<211> 38
<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
' polypeptide”

<400> 128
Gly Ser Glu lle His Cys Gin Pro Gly Arg Thr Phe Arg Asp Arg Cys
1 5 10 15

Asn Thr Cys Tyr Cys Gly Trp Tyr Gly Arg Ser Ala Ala Cys Thr Leu
20 25 30

Page 168



44189-701 602_SL.TXT
Arg Ala Cys Pro Asn Gln
35

<210> 129

<211> 38

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 129
Gly Ser Glu lle Ser Cys Glu Pro Gly Gly Thr Phe Glu Asp Arg Cys
1 5 10 15

Asn Val Cys Arg Cys Gly Ala Asp Gly Arg Ser Ala Gly Cys Thr Leu

20 25 30
Arg Ala Cys Pro Asn GIn
35
<210>130
<211> 38
<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide”

<400> 130
Gly Ser Arg lle Asp Cys Arg Pro Gly Arg Thr Phe Arg Asp Arg Cys
1 5 10 15

Asn Thr Cys Met Cys Gly Trp Thr Gly His Ser Ala Ala Cys Thr Leu
20 25 30
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Arg Ala Cys Pro Asn Gln
35

<210> 131

<211> 38

<212> PRT

<213> Avrtificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide”

<400> 131
Gly Ser Glu lle Ser Cys Glu Pro Gly Arg Thr Phe Arg Asp Arg Cys
1 5 10 15

Asn Thr Cys His Cys Trp Ala Asp Gly Arg Gly Ala Ala Cys Thr Glu

20 25 30
Arg Ala Cys Pro Asn Gin
35
<210> 132
<211> 38
<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 132
Gly Ser Glu Ser Ser Cys Glu Pro Gly Ala Thr Trp Arg Asp Arg Cys
1 5 10 15

Asn Thr Cys Arg Cys Arg Ala Asp Gly Arg Ser Ala Ala Cys Thr Val
20 25 30
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Arg GIn Cys Pro Asn Gin
35

<210> 133

<211> 38

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide”

<400> 133
Gly Ser Glu lle Phe Cys lle Pro Gly Arg Thr Phe Arg Asp Arg Cys
1 5 10 15

Asn Thr Cys Arg Cys Gly Arg Arg Gly lle Ser Ala Ala Cys Thr Leu

20 25 30
Arg Ala Cys Pro Asn Gin
35
<210> 134
<211> 38
<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> [note="Description of Artificial Sequence: Synthetic
polypeptide" :

<400> 134
Gly Ser Glu lle Ser Cys Glu Pro Gly Arg Thr Phe Arg Asp Arg Cys
1 5 10 15

Asn Thr Cys Arg Cys Gly Ala Asp Gly Arg Ser Ala Ala Cys Thr Leu
20 25 30
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Phe Asp Cys Ser Leu GIn
35

<210> 135

<211> 38

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide”

<400> 135
Gly Ser Glu lle Ser Cys Glu Pro Gly Arg Thr Ser Arg Asp Arg Cys
1 5 10 15

Asn Thr Cys Arg Cys Gly Ala Asp Gly Arg Ser Ala Ala Cys Thr Leu

20 25 30
He'Asp Cys Pro Gly GIn
35
<210> 136
<211> 38
<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> [note="Description of Artificial Sequence: Synthetic
polypeptide” ‘

<400> 136
Gly Ser Glu lle Ser Cys Glu Pro Gly Arg Thr Phe Arg Asp Arg Cys
1 5 10 15

Asn Thr Cys Arg Cys Gly Ala Asp Gly Arg Asp Ala Ala Cys Thr Leu
20 25 30
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Gly His Cys Phe Phe Tyr
35

<210> 137

<211> 38

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 137 '
Gly Ser Glu lle Ser Cys Glu Pro Gly Phe Thr Glu Gin Asp Arg Cys
1 5 10 15

Asn Thr Cys Arg Cys Gly Ala lle Gly Arg Ser Ala Ala Cys Thr Leu
: 20 25 30

Arg Ala Cys Pro Asn Gin
35

<210> 138

<211> 38

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223>-Inote="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 138 ,
Gly Ser Glu lle Ser Cys Glu Pro Tyr Ser Thr Phe Arg Asp Arg Cys
1 5 10 15

Asn Thr Cys Ser Cys Gly Ala Asp Gly Arg Gly Ala Ala Cys Thr Met
20 25 30
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Arg Ala Cys Pro Asn Gln
35

<210> 139

<211> 38

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 139
Gly Ser Glu lle Ser Cys Glu Pro Gly Arg Thr Phe Arg Asp Arg Cys
1 5 10 15

Asn Thr Cys Arg Cys Gly Ala Asp Gly Arg Ser Ala Ala Cys Thr Leu
20 25 30

Val Ala Cys Leu lle Thr
35

<210> 140

<211> 38

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
~polypeptide"

<400> 140
Gly Ser Glu lle Phe Cys lle Pro Gly Val Thr Phe Arg Phe Arg Cys
1 5 10 15

Asn Thr Cys Arg Cys Gly Met Asp Gly Arg Ser Ala Ala Cys Thr Leu
20 25 30
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Arg Ala Cys Pro Asn Gin
35

<210> 141

<211> 38

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> note="Description of Artificial Sequence: Synthetic
polypeptide”

<400> 141
Gly Ser Glu Asn Asp Cys His Pro Gly Thr Thr Phe Arg Asp Arg Cys
1 5 10 15

Asn Thr Cys Arg Cys Gly Gly Glu Gly Arg Ser Ala Ala Cys Thr Leu
20 25 30

Arg Ala Cys Pro Asn Gin
35

<210> 142

<211> 38

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 142
Gly Ser Gin Arg Ser Cys Glu Pro Gly Arg Thr Phe Arg Asp Arg Cys
1 5 10 15

Asn Thr Cys Arg Cys Gly Ala Asp Gly Arg Ser Ala Ala Cys Thr Leu
20 25 30

Page 175



44189-701 602_SL.TXT
Phe lle Cys Pro Phe Gin
35

<210> 143

<211> 38

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 143
Gly Ser Glu lle Ser Cys Glu Pro Gly Arg Thr Phe Arg Asp Arg Cys
1 5 10 15

Asn Thr Cys Arg Cys Gly Ala Asp Gly Arg Ser Ala Ala Cys Thr Leu
20 25 30

Phe Leu Cys Gly Phe lle
35

<210> 144

<211> 38

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 144 .
Gly Ser Glu lle Ser Cys Glu Pro Asp Ser Thr Thr Arg Asp Arg Cys
1 5 10 15

Asn Ser Cys Arg Cys Gly Asn Asp Gly Arg Ser Afa Ala Cys Thr Leu
20 25 30 '
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Arg Ala Cys Pro Asn Gin .
35

<210> 145

<211> 38

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide”

<400> 145
Gly Ser Glu lle Ser Cys Glu Pro Gly Arg Thr Phe Arg Asp Arg Cys
1 5 10 15

Asn Thr Cys Arg Cys Gly Ala Asp Gly Arg Ser Glu Ala Cys Thr Leu
20 25 30

His Asn Cys Arg Glu GIn
35

<210> 146

<211> 38

<212> PRT

<213> Atrtificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 146
Gly Ser Asp lle Ser Cys Glu Pro Gly Ser Thr His Arg Asp Arg Cys
1 5 10 15

Asn Thr Cys Arg Cys Ser Ala Asp Gly Arg Ser Arg Ala Cys Thr Leu
20 25 30
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Arg Ala Cys Pro Asn Gin
35

<210> 147

<211> 38

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide”

<400> 147
Gly Ser Glu Asp Ser Cys Glu Pro Gly Trp Thr Gln Arg Met Arg Cys
1 5 10 15

Asn Thr Cys Arg Cys Thr Ala Asp Gly Arg Ser Ala Ala Cys Thr Leu

20 25 30
Arg Ala Cys Pro Asn Gin
35
<210> 148
<211> 38
<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> [note="Description of Artificial Sequence: Synthetic
polypeptide”

<400> 148
Gly Ser Glu lle Ser Cys Glu Pro Gly Arg Thr Phe Arg Asp Arg Cys
1 5 10 15

Asn Thr Cys Arg Cys Gly Ala Asp Gly Arg Ser Ala Ala Cys Thr Leu
20 25 30 '
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His His Cys lle Tyr Trp
35

<210> 149

<211> 38

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 149
Gly Ser Glu Val Ser Cys Glu Pro Gly Arg Thr Phe Arg Ser Arg Cys
1 5 10 15

Asn Asp Cys Val Cys Gly Ala Asp Giy Arg His Ala Ala Cys Thr lle
20 25 30

Arg Ala Cys Pro Asn Gin
35

<210> 150

<211> 38

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide”

<400> 150
Gly Ser Glu lle Ser Cys Glu Pro Gly Arg Thr Phe Arg Asp Arg Cys
1 5 10 15

Asn Thr Cys Arg Cys Gly Ala Asp Gly Arg Ser Ala Ala Cys Thr Leu
20 25 30
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Val Phe Cys His Glu Asp
35

<210> 151

<211> 38

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide”

<400> 151
Gly Ser Glu lle Ser Cys Glu Pro Trp Arg Thr Phe Arg Asp Arg Cys
1 5 10 15

Asn Thr Cys Arg Cys Gly Ala Asp Gly Arg Gly Ala Ala Cys Thr Leu
20 25 30

Val lle Cys Gly Met GIn
35 '

<210> 152

<211> 38

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide”

<400> 152
Gly Ser Glu lie Ser Cys Glu Pro Gly Arg Thr Phe Arg Asp Arg Cys
1 5 10 15

Asn Met Cys Gly Cys Gly Ala Asp Gly Arg Trp Ala Arg Cys Thr Arg
20 25 30
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Arg Ala Cys Pro Asn Gin
35

<210> 153

<211> 38

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> [note="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 153
Gly Ser Glu lle Ser Cys Glu Pro Gly Arg Thr Phe Arg Asp Arg Cys
1 5 10 15

Asn Thr Cys Arg Cys Gly Ala Asp Gly Arg Ser Ala Ala Cys Thr Leu

20 25 30
Phe Thr Cys Thr Tyr Phe
35
<210> 154
<211> 38
<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> [note="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 154
Gly Ser Glu lle Ser Cys Glu Pro Gly Arg Thr Trp Arg Asp Arg Cys
1 5 10 15

Asn Thr Cys Arg Cys Gly Ala Asp Gly Arg Ser Ala Ala Cys Thr Leu
20 25 30
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Asn Gly Cys Leu Leu Gin
35

<210> 155

<211> 38

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide”

<400> 155 v
Gly Ser Glu lle Ser Cys Glu Pro Gly Arg Thr Phe Arg Asp Arg Cys
1 5 10 15

Asn Thr Cys Arg Cys Gly Ala Asp Gly Arg Ser Ala Ala Cys Thr‘Leu
20 25 30

Ala Asn Cys Phe Phe Ala
35

<210> 156
<211> 179
<212> PRT
<213> Sus scrofa

<400> 156 :
Gin Gly Thr lle Pro Asn Trp lle Pro Ala Pro Pro Leu Ser Lys Val
1 5 10 15

Pro Leu Gln Pro Asn Phe GIn Ala Asp GIn Phe Gin Gly Lys Trp Tyr
20 25 30

Val Val Gly Leu Ala Gly Asn Ala Val Lys Lys Glu Glu GIn Gly Arg
35 40 45

Phe Lys Met Tyr Thr Thr Thr Tyr Glu Leu Lys Glu Asp Gly Ser Tyr
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50 55 60

Asn Val lle Ser Thr Leu Leu Arg Gly GIn Leu Cys Asp Asn Trp lle
65 70 75 80

Arg Thr Phe Val Pro Ser Leu GIn Pro Gly GIn Phe Lys Leu Gly Asp
85 90 95 :

lle Lys Lys Tyr Ser Gly Leu GlIn Ser Tyr Val Val Arg Val Val Ser
100 105 110

Thr Asn Tyr Ser GIn Phe Ala lle Val Phe Phe Lys Lys Val Ser Asn
15 120 125

Asn GIn Glu Tyr Phe Lys Thr Thr Leu Tyr Gly Arg Thr Lys Val Leu
130 135 140

Ser Pro Glu Leu Lys Glu Asn Phe Val Arg Phe Ala Lys Ser Leu Gly
145 150 165 160

L.eu Ser Asp Asp Asn lle lle Phe Pro Val Ala lle Asp Gin Cys lle
165 170 175

Asp Gly Gin

<210> 157
<211>179
<212> PRT
<213> Equus caballus

<400> 157
Arg Asp Pro Ala Pro Lys Leu lle Pro Ala Pro Pro Leu Asp Arg Val
1 5 10 15

Pro Leu GIn Pro Asp Phe Lys Asp Asp Gin Phe GIn Gly Lys Trp Tyr
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20 25 30

Val Val Gly Val Ala Gly Asn Ala Phe Lys Lys Glu Glu GIn Gly Gin
35 40 45

Phe Thr Met Tyr Thr Thr Thr Tyr Glu Leu Lys Glu Asp His Ser Tyr
50 - b5 60

Asn Val Thr Ser lle Leu Leu Arg Asp Gln Asn Cys Asp His Trp lle
65 70 75 80

Arg Thr Phe lle Pro Ser Ser GIn Pro Gly GIn Phe Asn Leu Gly Asp |
85 90 95

lle Lys Arg Tyr Phe Gly Val Gln Ser Tyr lie Val Arg Val Ala Asp
100 105 110

Thr Asp Tyr Asn GIn Phe Ala lle Val Phe Phe Arg Lys Val Tyr Lys
115 120 125

Asn GIn Glu Tyr Phe Lys Thr Thr Leu Tyr Arg Arg Thr Lys Glu Leu
130 135 140

Thr Pro Glu Leu Arg Glu Lys Phe lle Ser Phe Ala Lys Ser Leu Gly
145 150 . 155 160

Leu Thr Asp Asp His lle lle Phe Pro Val Pro lle Asp Gln Cys lle
165 170 175

Asp Glu Glu

<210> 158
<211> 430
<212> PRT
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<213> Artificial Sequence

<220>

<221> source ,

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide”

<400> 158
Met Asp Phe GIn Val GIn lle Phe Ser Phe Leu Leu lle Ser Ala Ser
1 5 10 15 o

Val lle Met Ser Arg Gly Asp lle Val Met Thr GIn Ala Ala Pro Ser
20 25 30 '

Val Pro Val Thr Pro Gly Glu Ser Val Ser lle Ser Cys Arg Ser Thr
35 40 45

Lys Ser Leu Leu His Ser Asn Gly Asn Thr Tyr Leu Tyr Trp Phe Leu
50 55 60

Gln Arg Pro Gly GIn Ser Pro GIn Arg Leu lle Tyr Tyr Met Ser Asn
65 70 75 80

Leu Ala Ser Gly Val Pro Asp Arg Phe Ser Gly Arg Gly Ser Gly Thr
85 90 95

Asp Phe Thr Leu Arg lle Ser Arg Val Glu Ala Glu Asp Ala Gly Val
100 105 110

Tyr Tyr Cys Met Gin Ser Leu Glu Tyr Pro Tyr Thr Phe Gly Gly Gly
115 120 125

Thr Lys Leu Glu lle Lys Arg Ala Asp Ala Ala Pro Thr Val Ser lle
130 135 140

Phe Pro Pro Ser Ser Glu Gin Leu Thr Ser Gly Gly Ala Ser Val Val
145 150 155 160
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Cys Phe Leu Asn Asn Phe Tyr Pro Lys Asp lle Asn Val Lys Trp Lys
165 170 175

lle Asp Gly Ser Glu Arg GIn Asn Gly Val Leu Asn Ser Trp Thr Asp
180 185 190

Gln Asp Ser Lys Asp Ser Thr Tyr Ser Met Ser Ser Thr Leu Thr Leu
195 200 205

Thr Lys Asp Glu Tyr Glu Arg His Asn Ser Tyr Thr Cys Glu Ala Thr
210 215 220

His Lys Thr Ser Thr Ser Pro lle Val Lys Ser Phe Asn Arg Asn Glu
225 230 235 240

Cys Gly Arg Gly Gly Ser Gly Gly Ser Gly Gly Ser Gln Asp Ser Thr
245 250 255

Ser Asp Leu lle Pro Ala Pro Pro Leu Ser Lys Val Pro Leu Gin GIn
260 265 270

Asn Phe GIn Asp Asn Gln Phe Gln Gly Lys Trp Tyr Val Val Gly Leu
275 280 285

Ala Gly Asn Ala lle Leu Arg Glu Asp Lys Asp Pro Gin Lys Met Tyr
290 295 300

Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys Ser Tyr Asn Val Thr Ser
305 310 315 320

Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr Trp lle Arg Thr Phe Val
325 330 335
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Pro Gly Ser GIn Pro Gly Glu Phe Thr Leu Gly Asn lle Lys Ser Tyr
340 - 345 350

Pro Gly Leu Thr Ser Tyr Leu Val Arg Val Val Ser Thr Asn Tyr Asn
355 360 365

GIn His Ala Met Val Phe Phe Lys Lys Val Ser Gin Asn Arg Glu Tyr
370 375 380

Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys Glu Leu Thr Ser Glu Leu
385 390 395 400

Lys Glu Asn Phe lle Arg Phe Ser Lys Ser Leu Gly Leu Pro Glu Asn
405 410 415

His lle Val Phe Pro Val Pro lle Asp Gin Cys lle Asp Gly
420 425 430
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