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<130>  2018

<160>  3     

<170>  PatentIn version 3.5

<210>  1
<211>  641
<212>  PRT
<213>  Unknown

<400>  1

Gly Arg Pro Phe Val Glu Met Tyr Ser Glu Ile Pro Glu Ile Ile His 
1               5                   10                  15      

Met Thr Glu Gly Arg Glu Leu Val Ile Pro Cys Arg Val Thr Ser Pro 
            20                  25                  30          

Asn Ile Thr Val Thr Leu Lys Lys Phe Pro Leu Asp Thr Leu Ile Pro 
        35                  40                  45              

Asp Gly Lys Arg Ile Ile Trp Asp Ser Arg Lys Gly Phe Ile Ile Ser 
    50                  55                  60                  

Asn Ala Thr Tyr Lys Glu Ile Gly Leu Leu Thr Cys Glu Ala Thr Val 
65                  70                  75                  80  

Asn Gly His Leu Tyr Lys Thr Asn Tyr Leu Thr His Arg Gln Thr Asn 
                85                  90                  95      

Thr Ile Ile Asp Val Val Leu Ser Pro Ser His Gly Ile Glu Leu Ser 
            100                 105                 110         

Val Gly Glu Lys Leu Val Leu Asn Cys Thr Ala Arg Thr Glu Leu Asn 
        115                 120                 125             

Val Gly Ile Asp Phe Asn Trp Glu Tyr Pro Ser Ser Lys His Gln His 
    130                 135                 140                 



Lys Lys Leu Val Asn Arg Asp Leu Lys Thr Gln Ser Gly Ser Glu Met 
145                 150                 155                 160 

Lys Lys Phe Leu Ser Thr Leu Thr Ile Asp Gly Val Thr Arg Ser Asp 
                165                 170                 175     

Gln Gly Leu Tyr Thr Cys Ala Ala Ser Ser Gly Leu Met Thr Lys Lys 
            180                 185                 190         

Asn Ser Thr Phe Val Arg Val His Glu Lys Pro Val Ala Pro Tyr Trp 
        195                 200                 205             

Thr Ser Pro Glu Lys Met Glu Lys Lys Leu His Ala Val Pro Ala Ala 
    210                 215                 220                 

Lys Thr Val Lys Phe Lys Cys Pro Ser Ser Gly Thr Pro Asn Pro Thr 
225                 230                 235                 240 

Leu Arg Trp Leu Lys Asn Gly Lys Glu Phe Lys Pro Asp His Arg Ile 
                245                 250                 255     

Gly Gly Tyr Lys Val Arg Tyr Ala Thr Trp Ser Ile Ile Met Asp Ser 
            260                 265                 270         

Val Val Pro Ser Asp Lys Gly Asn Tyr Thr Cys Ile Val Glu Asn Glu 
        275                 280                 285             

Tyr Gly Ser Ile Asn His Thr Tyr Gln Leu Asp Val Val Glu Arg Ser 
    290                 295                 300                 

Pro His Arg Pro Ile Leu Gln Ala Gly Leu Pro Ala Asn Lys Thr Val 
305                 310                 315                 320 

Ala Leu Gly Ser Asn Val Glu Phe Met Cys Lys Val Tyr Ser Asp Pro 
                325                 330                 335     

Gln Pro His Ile Gln Trp Leu Lys His Ile Glu Val Asn Gly Ser Lys 
            340                 345                 350         

Ile Gly Pro Asp Asn Leu Pro Tyr Val Gln Ile Leu Lys Thr Ala Gly 



        355                 360                 365             

Val Asn Thr Thr Asp Lys Glu Met Glu Val Leu His Leu Arg Asn Val 
    370                 375                 380                 

Ser Phe Glu Asp Ala Gly Glu Tyr Thr Cys Leu Ala Gly Asn Ser Ile 
385                 390                 395                 400 

Gly Leu Ser His His Ser Ala Trp Leu Thr Val Leu Glu Ala Asp Lys 
                405                 410                 415     

Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro 
            420                 425                 430         

Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser 
        435                 440                 445             

Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp 
    450                 455                 460                 

Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn 
465                 470                 475                 480 

Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val 
                485                 490                 495     

Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu 
            500                 505                 510         

Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys 
        515                 520                 525             

Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr 
    530                 535                 540                 

Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser Leu Thr 
545                 550                 555                 560 

Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu 
                565                 570                 575     



Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu 
            580                 585                 590         

Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys 
        595                 600                 605             

Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu 
    610                 615                 620                 

Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly 
625                 630                 635                 640 

Lys 
    

<210>  2
<211>  658
<212>  PRT
<213>  Unknown

<400>  2

Gly Arg Pro Phe Val Glu Met Tyr Ser Glu Ile Pro Glu Ile Ile His 
1               5                   10                  15      

Met Thr Glu Gly Arg Glu Leu Val Ile Pro Cys Arg Val Thr Ser Pro 
            20                  25                  30          

Asn Ile Thr Val Thr Leu Lys Lys Phe Pro Leu Asp Thr Leu Ile Pro 
        35                  40                  45              

Asp Gly Lys Arg Ile Ile Trp Asp Ser Arg Lys Gly Phe Ile Ile Ser 
    50                  55                  60                  

Asn Ala Thr Tyr Lys Glu Ile Gly Leu Leu Thr Cys Glu Ala Thr Val 
65                  70                  75                  80  

Asn Gly His Leu Tyr Lys Thr Asn Tyr Leu Thr His Arg Gln Thr Asn 
                85                  90                  95      

Thr Ile Ile Asp Val Val Leu Ser Pro Ser His Gly Ile Glu Leu Ser 
            100                 105                 110         



Val Gly Glu Lys Leu Val Leu Asn Cys Thr Ala Arg Thr Glu Leu Asn 
        115                 120                 125             

Val Gly Ile Asp Phe Asn Trp Glu Tyr Pro Ser Ser Lys His Gln His 
    130                 135                 140                 

Lys Lys Leu Val Asn Arg Asp Leu Lys Thr Gln Ser Gly Ser Glu Met 
145                 150                 155                 160 

Lys Lys Phe Leu Ser Thr Leu Thr Ile Asp Gly Val Thr Arg Ser Asp 
                165                 170                 175     

Gln Gly Leu Tyr Thr Cys Ala Ala Ser Ser Gly Leu Met Thr Lys Lys 
            180                 185                 190         

Asn Ser Thr Phe Val Arg Val His Glu Lys Pro Asn Pro Val Ala Pro 
        195                 200                 205             

Tyr Trp Thr Ser Pro Glu Lys Met Glu Lys Lys Leu His Ala Val Pro 
    210                 215                 220                 

Ala Ala Lys Thr Val Lys Phe Lys Cys Pro Ser Ser Gly Thr Pro Asn 
225                 230                 235                 240 

Pro Thr Leu Arg Trp Leu Lys Asn Gly Lys Glu Phe Lys Pro Asp His 
                245                 250                 255     

Arg Ile Gly Gly Tyr Lys Val Arg Tyr Ala Thr Trp Ser Ile Ile Met 
            260                 265                 270         

Asp Ser Val Val Pro Ser Asp Lys Gly Asn Tyr Thr Cys Ile Val Glu 
        275                 280                 285             

Asn Glu Tyr Gly Ser Ile Asn His Thr Tyr Gln Leu Asp Val Val Glu 
    290                 295                 300                 

Arg Ser Pro His Arg Pro Ile Leu Gln Ala Gly Leu Pro Ala Asn Lys 
305                 310                 315                 320 



Thr Val Ala Leu Gly Ser Asn Val Glu Phe Met Cys Lys Val Tyr Ser 
                325                 330                 335     

Asp Pro Gln Pro His Ile Gln Trp Leu Lys His Ile Glu Val Asn Gly 
            340                 345                 350         

Ser Lys Ile Gly Pro Asp Asn Leu Pro Tyr Val Gln Ile Leu Lys Thr 
        355                 360                 365             

Ala Gly Val Asn Thr Thr Asp Lys Glu Met Glu Val Leu His Leu Arg 
    370                 375                 380                 

Asn Val Ser Phe Glu Asp Ala Gly Glu Tyr Thr Cys Leu Ala Gly Asn 
385                 390                 395                 400 

Ser Ile Gly Leu Ser His His Ser Ala Trp Leu Thr Val Leu Glu Ala 
                405                 410                 415     

Leu Glu Glu Arg Pro Ala Val Met Thr Ser Pro Leu Tyr Leu Glu Asp 
            420                 425                 430         

Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly 
        435                 440                 445             

Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile 
    450                 455                 460                 

Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu 
465                 470                 475                 480 

Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His 
                485                 490                 495     

Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg 
            500                 505                 510         

Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys 
        515                 520                 525             

Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu 
    530                 535                 540                 



Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr 
545                 550                 555                 560 

Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser Leu 
                565                 570                 575     

Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp 
            580                 585                 590         

Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val 
        595                 600                 605             

Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp 
    610                 615                 620                 

Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His 
625                 630                 635                 640 

Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro 
                645                 650                 655     

Gly Lys 
        

<210>  3
<211>  1923
<212>  DNA
<213>  Unknown

<400>  3
ggtagaccat tcgtagagat gtacagtgaa atccccgaaa ttatacacat gactgaagga       60

agggagctcg tcattccctg ccgggttacg tcacctaaca tcactgttac tttaaaaaag      120

tttccacttg acactttgat ccctgatgga aaacgcataa tctgggacag tagaaagggc      180

ttcatcatat caaatgcaac gtacaaagaa atagggcttc tgacctgtga agcaacagtc      240

aatgggcatt tgtataagac aaactatctc acacatcgac aaaccaatac aatcatagat      300

gtggttctga gtccgtctca tggaattgaa ctatctgttg gagaaaagct tgtcttaaat      360

tgtacagcaa gaactgaact aaatgtgggg attgacttca actgggaata cccttcttcg      420



aagcatcagc ataagaaact tgtaaaccga gacctaaaaa cccagtctgg gagtgagatg      480

aagaaatttt tgagcacctt aactatagat ggtgtaaccc ggagtgacca aggattgtac      540

acctgtgcag catccagtgg gctgatgacc aagaagaaca gcacatttgt cagggtccat      600

gaaaaacccg tagctccata ttggacatcc ccagaaaaga tggaaaagaa attgcatgca      660

gtgccggctg ccaagacagt gaagttcaaa tgcccttcca gtgggacccc aaaccccaca      720

ctgcgctggt tgaaaaatgg caaagaattc aaacctgacc acagaattgg aggctacaag      780

gtccgttatg ccacctggag catcataatg gactctgtgg tgccctctga caagggcaac      840

tacacctgca ttgtggagaa tgagtacggc agcatcaacc acacatacca gctggatgtc      900

gtggagcggt cccctcaccg gcccatcctg caagcagggt tgcccgccaa caaaacagtg      960

gccctgggta gcaacgtgga gttcatgtgt aaggtgtaca gtgacccgca gccgcacatc     1020

cagtggctaa agcacatcga ggtgaatggg agcaagattg gcccagacaa cctgccttat     1080

gtccagatct tgaagactgc tggagttaat accaccgaca aagagatgga ggtgcttcac     1140

ttaagaaatg tctcctttga ggacgcaggg gagtatacgt gcttggcggg taactctatc     1200

ggactctccc atcactctgc atggttgacc gttctggaag ccgacaaaac tcacacatgc     1260

ccaccgtgcc cagcacctga actcctgggg ggaccgtcag tcttcctctt ccccccaaaa     1320

cccaaggaca ccctcatgat ctcccggacc cctgaggtca catgcgtggt ggtggacgtg     1380

agccacgaag accctgaggt caagttcaac tggtacgtgg acggcgtgga ggtgcataat     1440

gccaagacaa agccgcggga ggagcagtac aacagcacgt accgtgtggt cagcgtcctc     1500

accgtcctgc accaggactg gctgaatggc aaggagtaca agtgcaaggt ctccaacaaa     1560

gccctcccag cccccatcga gaaaaccatc tccaaagcca aagggcagcc ccgagaacca     1620

caggtgtaca ccctgccccc atcccgggat gagctgacca agaaccaggt cagcctgacc     1680

tgcctggtca aaggcttcta tcccagcgac atcgccgtgg agtgggagag caatgggcag     1740

ccggagaaca actacaagac cacgcctccc gtgctggact ccgacggctc cttcttcctc     1800

tacagcaagc tcaccgtgga caagagcagg tggcagcagg ggaacgtctt ctcatgctcc     1860

gtgatgcatg aggctctgca caaccactac acgcagaaga gcctctccct gtctccgggt     1920

aaa                                                                   1923


