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Leu
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Leu
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val Leu
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Leu Asp
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Thr
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Trp

Gly
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Ser

Leu

GIn
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Pro
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Ala
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Leu
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Arg

Thr
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Leu

Leu
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His
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Arg

Arg
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ser
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Leu
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Leu

Pro
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Leu

Thr

val
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Glu
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Pro
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Met

val

Leu

Glu
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Cys

Ala

Gln

Ala

Leu
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val

val

Leu

GlIn

Ala

45

Arg

Gly

Pro

Leu

Gln

125

GIn

Ala

Asp

Cys

ser

30

His

Thr
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Glu

LyS

110

Gln

ser

Lys

Pro

Ala

15

Lys

Gly

Arg

Ala

ser

95

Ala

Gln

GIn

Pro

Ala
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Ala

ser

Leu
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80

Arg
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Arg

Phe
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His



Asn

Gln
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Thr
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Trp

Leu
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Thr
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Thr
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<210>
<211>
<212>
<Z213>

<400>
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Arg

Ser
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375

Gln

Leu
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330

Ser

Gln

Ile

Thr

ASp

Glu

Thr
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Gly

Pro

Arg

Met
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Gly
Ala
ser
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Ser
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Lys

Lys
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Leu
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Pro

140
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Arg

GlIn

val

Arg

45
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val
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Gly

Gly

Phe
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Asn

Leu

Leu
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Asn
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Gly
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Phe
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Gln
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Phe
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Trp
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Artificial sequence
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Trp

Leu
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Phe
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Arg
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Tyr
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75
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Ala
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<212> DNA
<213>

Artificial Sequence

Page 4

val

Arg

45
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Phe
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Arg
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Leu
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LYS
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Trp
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Lys
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Gly

Thr



<220>
<223> SiRNA against human ANGPTL4 antisense strand

<400> 5
aaaacagccu ccaucugagg ucaucuugea g

<210> 6

<211> 81

<212> DNA

<213> Artificial Sequence

<220>

<223> shRNA against human ANGPTL4 sense strand
<400> 6

ucgaggcage accugcgaau ucagcaucug cauucaagag augcagauge ugaauucgca

ggugcugcuu uuuuacgegu a

<210> 7

<211> &0

<212> DNA

<213> Artificial Sequence

<220>

<223> siRNA against human ANGPTL4 antisence strand
<400> 7

agcuuacgcg uaaaaagcag caccugcgaa uucagcaucu gcaucucuug aaugeagaug

cugaauucge aggugcugec
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