
SEQUENCE LISTING 

<110> 	F. Hoffmann-La Roche AG 

<120> 	CO2 profile cultivation 

<130> 	26736 WO-ASK 

<150> 	11182107.0 
<151> 	2011-09-21 

<160> 	5 

<170> 	Patentln version 3.5 

<210> 	1 
<211> 	1666 
<212> 	DNA 
<213> 	Homo sapiens 

<400> 	1 
cctccccttg tcgcctaggt ccacccgagc cccctccccc gggccgcccc cgagcacgaa 60 

gttggcggga gcctataaaa gctggtgccg gcgcgacccg cggacacaca gtgcaggcgc 120 

ccaagccgcc gccgccagat cggtgccgat tcctgccctg ccccgaccgc cagcgcgacc 180 

atgtcccatc actgggggta cggcaaacac aacggacctg agcactggca taaggacttc 240 

cccattgcca agggagagcg ccagtcccct gttgacatcg acactcatac agccaagtat 300 

gacccttccc tgaagcccct gtctgtttcc tatgatcaag caacttccct gaggatcctc 360 

aacaatggtc atgctttcaa cgtggagttt gatgactctc aggacaaagc agtgctcaag 420 

ggaggacccc tggatggcac ttacagattg attcagtttc actttcactg gggttcactt 480 

gatggacaag gttcagagca tactgtggat aaaaagaaat atgctgcaga acttcacttg 540 

gttcactgga acaccaaata tggggatttt gggaaagctg tgcagcaacc tgatggactg 600 

gccgttctag gtattttttt gaaggttggc agcgctaaac cgggccttca gaaagttgtt 660 

gatgtgctgg attccattaa aacaaagggc aagagtgctg acttcactaa cttcgatcct 720 

cgtggcctcc ttcctgaatc cttggattac tggacctacc caggctcact gaccacccct 780 

cctcttctgg aatgtgtgac ctggattgtg ctcaaggaac ccatcagcgt cagcagcgag 840 

caggtgttga aattccgtaa acttaacttc aatggggagg gtgaacccga agaactgatg 900 

gtggacaact ggcgcccagc tcagccactg aagaacaggc aaatcaaagc ttccttcaaa 960 

taagatggtc ccatagtctg tatccaaata atgaatcttc gggtgtttcc ctttagctaa 1020 

gcacagatct accttggtga tttggaccct ggttgctttg tgtctagttt tctagaccct 1080 

tcatctctta cttgatagac ttactaataa aatgtgaaga ctagaccaat tgtcatgctt 1140 

gacacaactg ctgtggctgg ttggtgcttt gtttatggta gtagtttttc tgtaacacag 1200 

aatataggat aagaaataag aataaagtac cttgactttg ttcacagcat gtagggtgat 1260 

gagcactcac aattgttgac taaaatgctg cttttaaaac ataggaaagt agaatggttg 1320 



agtgcaaatc catagcacaa gataaattga gctagttaag gcaaatcagg taaaatagtc 1380 

atgattctat gtaatgtaaa ccagaaaaaa taaatgttca tgatttcaag atgttatatt 1440 

aaagaaaaac tttaaaaatt attatatatt tatagcaaag ttatcttaaa tatgaattct 1500 

gttgtaattt aatgactttt gaattacaga gatataaatg aagtattatc tgtaaaaatt 1560 

gttataatta gagttgtgat acagagtata tttccattca gacaatatat cataacttaa 1620 

taaatattgt attttagata tattctctaa taaaattcag aattct 1666 

<210> 	2 
<211> 	260 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	2 

Met Ser His His Trp Gly Tyr Gly Lys His Asn Gly Pro Glu His Trp 
1 5 10 15 

His Lys Asp Phe Pro Ile Ala Lys Gly Glu Arg Gln Ser Pro Val Asp 
20 25 30 

Ile Asp Thr His Thr Ala Lys Tyr Asp Pro Ser Leu Lys Pro Leu Ser 
35 40 45 

Val Ser Tyr Asp Gln Ala Thr Ser Leu Arg Ile Leu Asn Asn Gly His 
50 55 60 

Ala Phe Asn Val Glu Phe Asp Asp Ser Gln Asp Lys Ala Val Leu Lys 
65 70 75 80 

Gly Gly Pro Leu Asp Gly Thr Tyr Arg Leu Ile Gln Phe His Phe His 
85 90 95 

Trp Gly Ser Leu Asp Gly Gln Gly Ser Glu His Thr Val Asp Lys Lys 
100 105 110 

Lys Tyr Ala Ala Glu Leu His Leu Val His Trp Asn Thr Lys Tyr Gly 
115 120 125 

Asp Phe Gly Lys Ala Val Gln Gln Pro Asp Gly Leu Ala Val Leu Gly 
130 135 140 

Ile Phe Leu Lys Val Gly Ser Ala Lys Pro Gly Leu Gln Lys Val Val 
145 150 155 160 

Asp Val Leu Asp Ser Ile Lys Thr Lys Gly Lys Ser Ala Asp Phe Thr 
165 170 175 

Asn Phe Asp Pro Arg Gly Leu Leu Pro Glu Ser Leu Asp Tyr Trp Thr 



180 
	

185 
	

190 

Tyr Pro Gly Ser Leu Thr Thr Pro Pro Leu Leu Glu Cys Val Thr Trp 
195 200 205 

Ile Val Leu Lys Glu Pro Ile Ser Val Ser Ser Glu Gln Val Leu Lys 
210 215 220 

Phe Arg Lys Leu Asn Phe Asn Gly Glu Gly Glu Pro Glu Glu Leu Met 
225 230 235 240 

Val Asp Asn Trp Arg Pro Ala Gln Pro Leu Lys Asn Arg Gln Ile Lys 
245 250 255 

Ala Ser Phe Lys 
260 

<210> 	3 
<211> 	260 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	hCAII mutant S2A 

<400> 	3 

Met Ala His His Trp Gly Tyr Gly Lys His Asn Gly Pro Glu His Trp 
1 	 5 10 15 

His Lys Asp Phe Pro Ile Ala Lys Gly Glu Arg Gln Ser Pro Val Asp 
20 25 30 

Ile Asp Thr His Thr Ala Lys Tyr Asp Pro Ser Leu Lys Pro Leu Ser 
35 40 45 

Val Ser Tyr Asp Gln Ala Thr Ser Leu Arg Ile Leu Asn Asn Gly His 
50 55 60 

Ala Phe Asn Val Glu Phe Asp Asp Ser Gln Asp Lys Ala Val Leu Lys 
65 70 75 80 

Gly Gly Pro Leu Asp Gly Thr Tyr Arg Leu Ile Gln Phe His Phe His 
85 90 95 

Trp Gly Ser Leu Asp Gly Gln Gly Ser Glu His Thr Val Asp Lys Lys 
100 105 110 

Lys Tyr Ala Ala Glu Leu His Leu Val His Trp Asn Thr Lys Tyr Gly 
115 120 125 



Asp Phe Gly Lys Ala Val Gln Gln Pro Asp Gly Leu Ala Val Leu Gly 
130 	 135 140 

Ile Phe Leu Lys Val Gly Ser Ala Lys Pro Gly Leu Gln Lys Val Val 
145 	 150 155 160 

Asp Val Leu Asp Ser Ile Lys Thr Lys Gly Lys Ser Ala Asp Phe Thr 
165 170 175 

Asn Phe Asp Pro Arg Gly Leu Leu Pro Glu Ser Leu Asp Tyr Trp Thr 
180 185 190 

Tyr Pro Gly Ser Leu Thr Thr Pro Pro Leu Leu Glu Cys Val Thr Trp 
195 200 205 

Ile Val Leu Lys Glu Pro Ile Ser Val Ser Ser Glu Gln Val Leu Lys 
210 	 215 220 

Phe Arg Lys Leu Asn Phe Asn Gly Glu Gly Glu Pro Glu Glu Leu Met 
225 	 230 235 240 

Val Asp Asn Trp Arg Pro Ala Gln Pro Leu Lys Asn Arg Gln Ile Lys 
245 250 255 

Ala Ser Phe Lys 
260 

<210> 	4 
<211> 	22 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	primer 1  

<400> 	4 
ggtttagtga accgtcagat cc 22 

<210> 	5 
<211> 	22 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	primer 2 

<400> 	5 
aaagggcaag agtgctgact tc 22 


