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Example 3

Figure 2: Number of genetic susceptibility variants with absgfute FEV1 in
smokers (p for trend <0.001).

Number of Susceptjbility Variants (p <0.001 for trend)



9/9

Example 3

Figure 3: Number of gepetic susceptibility variants with FEY1/FVC in smokers
(p for trend <0.001).
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Number of genetic susceptibility variants with FEVIFVC in smokers

(p for trend <0.001).
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