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SEQUENCE LISTING

THE WASHINGTON UNIVERSITY

<110>

HOLTZMAN, David

KIM, Jungsu

JIANG, Hong

ELTORAT, Adam
<120>

SYMPTOMS
<130> 047563-434951
<150> Us 61/419,060
<151> 2010-12-02
<150> US 61/548,542
<151> 2011-10-18
<160> 39
<170> PatentIn version 3.5
<210> 1
<211> 687
<212>  DN&
<213» Artificial Sequence
<220>
<223> based on mus musculus
<400> 1 .
atggagtcag acacactcct gctatgggtyg
gacattgtgc tcacccaatc tccagettct
atctocctogca gagecagtga aagtgttgaa
caacagaaac <aggacagre acccaaactc
ggggtccctg ccaggittag tggcagtggg
cctgtggagy aggatgatat tgcaatgtat
acgttcgutyg gagycaccaa getggaaatce
atcttoccac catccagtyga geagttaaca
aacaactict accccaaaga catcaatgtc
aatggcegtce tgaacagtto gactgatcag
agcaccctca cgitgaccaa ggacgagiat
actcacaaga catcaacttc aceccatt
<Z210> 2
<211l> 700
<212> DNA
<213> Artificial seguence
<220>
<223> based on mus musculus
<400> 2

ctgctgetcet
ttggctgtgt
tattatggca
ctecatctatyg
tctgggacag
ttctgtcage
aaacgggctyg
tctgoaggtg
aagtggaaga
gacagcaaag

gaacgacata

gggttccagg
ctctagggcea

caagttitaat
ctgcatccaa
acttcageet
aaagtaggaa
atgctgeacc
cctcagtcegt
ttgatggcag
acagcaccta

acagctatac

COMPOSITIONS AND METHODS FOR TREATING AMYLOID PLAQUE ASSOCIATED

ctccactggt
gagagccacc
gcagtggtac
cgtagaatct
caacatccat
ggttccgtgy
aactgtatcc
gtgcttcttyg
tgaacgacaa
cagcatgage

ctgtgaggec

atgtcctcte ctcagacact gaacacactg actctaacca tgggatggag ctggatcttt
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60
120
180
240
300
360
420
480
540
600
€60
687

60
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tccagetgea
gcaaggcttc
gaaagagcct
agaagttcaa
agctccgeag
ggggccaagy
cactggcecc
agggctattt
tgcacacctt

ftcoocectccag

Ley Leu Trp

crctttctee tgtcagaaac tgeaggtgtc ctctctgagg
cctgagctgy tgaagectgg ggcttcagtg aagatgtect
ttcactgact acaacatgca ctgggigaag cagagccatg
ggatatatta accctaacaa tggtggtact agctacaacc
acattgactg taaacaagtc ctccagcaca gcctacatgyg
gaagattctg cagtctatta ctgtacactt ctatccccgt
acagtctcct cagccaaaac gacaccccca totgtctrate
gcccaaacta actccatggt gaccctggga tgoctggtea
gtgacagtga cctggaactc tggatccetg tccageggty
ctgcagtctg acctctacac tctgagcagc tcagtgactg
agccagaccyg tcacctgcaa cgttgoccac ceggccagea
<210> 3
<211> 229
<212> PRT
<213> Artificial Sequence
<220>
<223> based on mus musculus
<400> 3
Met Glu Ser Asp Thr Leu Leu Leu Trp val Leu
1 5 10
Gly Ser Thr Gly Asp Ile val Leu Thr Gin Ser
- 20 25
val Ser Leu Gly GIn Arg Ala Thr Ile Ser Cys
35 40
val ¢lu Tyr Tyr Gly Thr Ser Leu Met Gln Trp
50 55
Gly GIn Pro Pro Lys Leu Leu Ile Tyr Ala Ala
65 70 75
Gly val Pro Ala Arg Phe Ser Gly Ser Gly Ser
85 40
Leu Asn Ile His Pro val Glu Glu Asp Asp Ile
160 105
GIn Gin Ser Arg Lys val Pro Trp Thr Phe Gly
115 120
Glu Ile Lys Arg Ala Asp Ala Ala pro Thr val
130 135

Page 2

Pro

Arg

Tyr

Ser

Gly

Ala

Gly

ser
140

Ala

Ala

45

Gin

Asnh

Thr

Met

Gly

Ile

Ser

30

Ser

Gln

val

ASp

Tyr

110

Thr

Phe

acagtctgga
tggatacaca
tgagtggatt
gggcaaggcc
cetgacateg
caccactctc
tggatctgcet
ccctgageca
cccagetgte

cacctggcecece

val
15

Pro

Ley Ala

Glu Ser

Lys Pro

Glu ser

80

Phe
95

Ser
Phe Cys
Leu

Lys

Pro Pro

120
180
240
300
360
420
480
540
600
660
700



Ser Ser
145

Asn Asn

ser Glu

Lys Asp

Glu Tyr
210

Ser Thr
225

<210>
<211>
<212>
<213>

<220>
<223>

<400

4
2
P

Glu

Phe

Arg

ser

195

Glu

Ser

33
RT

Gin

Tyr

GIn

180

Thr

Arg

Pro

[.ey

Pro

165

Asn

Tyr

His

150
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Lys Asp Ile

Gly val Leu

Ser Met Ser

200

Ash 5er Tyr

215

Artificial Sequence

based on mus musculus

4

Met Ser Ser
1

Ser Trp
Glu val
Ser val
50

Asry Met
65

Gly Tyr
Lys Gly

Met Glu

Thr Leu

Tle

Gln

35

LYs

His

Ile

Lys

Leu

115

Leu

Pro

Phe

20

Leu

Met

Trp

Asn

Ala

100

Arg

ser

Gln

5

Leu

Glin

ser

val

Pro

85

Thr

Ser

Pro

Thr

Phe

Gln

Cys

Leuy

Leu

Trp

Leu

Leu

Ser

Lys

GIn

Asn

Thr

Thr

Gly

ASh

Ley

Gly

40

Ala

Ser

Gly

val

Ser

120

Glin

Asn
Asn
185

ser

Thr

Thr

Ser

25

Pro

Ser

His

Gly

AsSn

105

Glu

Gly

val Lys
170
Ser Trp

Thr Leu

Cys Glu

Leu Thr
10

Gtu Thr
Glu Leu
Gly Tyr
Gly Lys
Thr Ser
90

Lys Ser

ASp Ser

Thr Thr
Page 3

Trp

Thr

Thr

Ala
220

Leu

Ala

va’l

Thr

60

Ser

Tyr

Ser

Ala

Leu

Thr ser Gly Gly Ala Ser val val Cys
155

Phe

Lys Ite Asp

ASp
lL.eu

205

Thr

Thr

Gly

Lys

45

Phe

Leu

Asn

Ser

val

125

Thr

G1n
180
Thr

His

Met

val

30

Pro

Thr

Glu

Gln

Thr

110

Tyr

val

175

Asp

Lys

Lys

Gly

15

Leu

Gly

Asp

Trp

Lys

Ala

Tyr

Ser

Leu

160

Gly

Ser

Asp

Thr

Trp

Ser

Ala

TYr

Ile

30

Phe

Tyr

Cys

Ser
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140

130 135
Ala Lys Thr Thr Pro Pro Ser val Tyr Pro Leu Ala Pro Gly Ser Ala
145 150 155 160
Ala GIn Thr Asn Ser Met val Thr Leu Gly Cys Leu val Lys Gly Tyr
165 170 175
Phe Pro Glu Pro val Thr val Thr Trp Asn Ser Gly Ser Leu Ser Ser
180 185 190
Gly val His Thr Phe Pro Ala val teu Gin Ser Asp Leu Tyr Thr Leu
195 200 205
Ser Ser Ser val Thr val Pro Ser Ser Thr Trp Pro Ser Gin Thr val
216 215 220

-Thr Cys asn val Ala His Pro ala Ser

225 230

<210> 5

<211> 690

<212> DNA )

<213> Artificial Sequence

<220>

<223> based on mus musculus

<400> &

atggaatcac agacicagot cttcctctece ctgetgerct gggtatctgg tacctgtggg
aacattatga tgacacagic gccatcatct ctggctgtgt ctgcaggaga aaaggtcact
atgagctgta agtccagtca aagtgtttta tacagttcaa atcagaagaa ctacttggec
tggtaccage agaaaccagg gcagtctcct aaactgctga tetactggge atccgetagyg
aaatctggtg tccctgatcg cttcacagge agtggatctg ggacagattt tactcttacc
atcagcagtg tacaagctga agacctggea gtttattact gtcatcaata cotctcectcyg
tacacgtticg gaggggggac caagctggaa ataaaacggg ctgatgctge accaactgta
tccatcttcc caccatccayg tgagcagtta acatctggag gtgcoctcagt cgtgtgettco
ttgaacaact tctaccccaa agacatcaat gtcaagtgga agattgatgg cagigaacga
caaaatggcg tcctgaacag ttggactgat caggacagca aagacagcac ctacagceatg
agcagcacce tcacgttgac caaggacgag tatgaacgac ataacagcta tacctgtgag
gccactcaca agacatcaac ttcacccatt

<210> 6

<211> 670

<212> DNA .

<213> Artificial Sequence

<220>

<223> based on mus musculus

60
120
180
240
300
360
420
480
540
600
660
630



<400> 6
atggattggg

atccagtigg
tgcaaggett
ggaaaggatt
gaagagttca
cagatcaaca
tittcttact
tctgtctate
tgectggtea
tccagogotg
tcagtgactg
ccggecaaca
<210>
<211>

<212>
<213>

7
230
PRT
<220>
<223>
<400 7
Met Glu Ser
i

Thr

Gly Cys

Ala
35

val ser

val Leu

50

Tyr

Lys Pro Gly

Lys Ser Gly

Phe Thr Leu

His
115

Tyr Cys

tgtggacctt
tgcagtotgy
ctggytatac
tcaagtggat
agggacggtt
acctcaaaaa
ggggccaagy
cactggeecce
agggctattt
tgcacacctt

teceetecag

GIn Thr G1

Gly 1]

20

ASh

Gly Glu Ly

Ser Ser As

Gln Pr

70

Ser

val Pro

85

AS

The Ile

160

Se

Gin Tyr Le
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gctattectg
acctgagete
cttcacagaa
gggcatgata
tgcettetct
tgaggacacyg
gactctggtc
tggatctgcet
ccetgageca
cocagetygtce

cacctggeec

Artificial Sequence

based on mus musculus

n val phe
e Met

Met

Thr
40

s val

n Gln
55

Lys
o Lys Leu
p Arg phe

r ser val

Ser
120

u Ser

atagcagcty
aagaagcctyg
tatccaatgce
facaccgaca
ttggagacct
gctacatatt
actgtctctyg
gcccaaacta
gtgacagtoa
ctgcagtctg

agccagaccg

Ser Leu

10

Leu

Thr Gin

25

Ser

Met Ser Cys

Asn Tyr Leu

Leu I'le Tyr

75

Thr Gly Ser

50

Gin Ala Glu

105

Tyr Thr pPhe

Page 5

cccaaagtgce
gagagacagt
actgggtgaa
ciggagagcc
ctgecaacac
tctgtgtgag
cagccaaaac
actccatgor
cctggaactc
acctctacac

tcacctgcaa

Leu Leu Trp

Ser
30

Pro ser

ser Ser

45

LysS

Ala
60

Trp Tyr

Trp Ala Ser

Gly Ser Gly

Ala
116

Asp Leu

Gly Gly

ccaagcacag
caagatctcce
gcaggctcca
aacatatgcet
tgectattty
tggttacttg
gacaccceea
gaccctggga
tggatcecctyg
tctgagcage

cgttgccceac

val
15

Ser

Leu Ala

Gln Ser

Gin Gin

Ala Arg

80

Thr
g5

Asp
val

Tyr

Thr Lys



teu Glu
130

Pro ser
145

Leu Asn
Gly saer
ser Lys

Asp Glu
210

Thr Ser
225

<210>
<211>
<212>
<213>

<220>
<223>

<400>
Met Asp
1

Ala Gln
Pro Gly
Thr Giu

50

Lys Trp
Glu Glu

Thr ala

Tyr Phe
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Ile Lys Arg Ala Asp Ala Ala Pro Thr val ser Ile

135

ser Glu Gln Leu Thr Ser
150

Asn Phe Tyr Pro Lys Asp
165

Glu Arg Gin Asn Gly val

Asp Ser Thr Tyr Ser Met
195 200

Tyr Glu Arg His Asn Ser
215

Thr Ser Pro Ile
230

8

223

PRT

Artificial Seguence

based on mus musculus
8

Trp val Trp Thr Leu Leu
5

Ala Gln Ile GlIn Leu val
20

g?u Thr val Lys Ile Ser

Tyr Pro Met His Trp val
55

Met Gly Met Ile Tyr Thr
70

Phe Lys Gly Arg Phe Ala
85 :

Tyr Leu Gin Ile Asn Asn
100

Cys val Gly Gly Tyr. Leu

Gly

Ile

Leu

185

Ser

Tyr

Phe

Gin

25

Cvs

Lys

ASp

Phe

Leu

105

Phe

Gly Ala
1558

Asn val
170

Asn Ser

ser Thr

Thr Cys

Leu ITe
10

Ser Gly

Lys Ala

Gln Ala

Thr Gly
75

Ser Leu
90

LYS ASnh

Ser Tyr
Page 6

140

Ser

Lys

Trp

Leu

Glu
220

Atla

Pro

Ser

Pro

60

Glu

Glu

Glu

Trp

val

Trp

Thr

Thr

205

Ala

Ala

Glu

Gly

45

Gly

Pro

Thr

AsSp

Gly

val

Lvs

ASp

190

lLeu

Thr

Ala

Leu

30

Tyr

LYS

Thr

Ser

Thr

116

Glin

Phe

cys

Ile

175

GIn

Thr

His

Glin

15

Lys

Thr

ASp

Tyr

Ala

95

Ala

Gly

Pro

Phe

160

Asp

Asp

Lys

Lys

Ser

Lys

Phe

Phe

Ala

80

Asn

Thr

Thr
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115 120
Leu val Thr val ser Ala Ala Lys Thr Tht Pro
130 135
Leu Ala Pro Gly Ser Ala Ala GIn Thr Asn Ser
145 150 155
Cys Leu val Lys Gly Tyr Phe Pro Glu Pro val
165 170
Ser Gly Ser Leu Ser Ser Gly val His Thr Phe
180 185
Ser Asp Leu Tyr Thr Leu Ser Ser Ser val Thr
195 200
Trp Pro Ser Gln Thr val Thr Cys Asn val Ala
210 215
<210> 9
<211> 681
<212> DNA
<213> Artificial Segquence
<220>
<Z223> based on mus musculus
<400> 9
‘atggacatga ggacccctge tcagtttctt ggaatcttgt
aaatgtgaca tcaaactgac ccagtctcca tottccatgt
gtcactatca cttgcaaggc gagtgaggac attaatagct
aaaccaggga aatctcctaa gaccctgatc tatcgtgcaa
ccatcaagygt tcagtggeag tggatctggg caagattatt
gagtatgaag atatgggaat ttattattgt ctacagtatg
ggtgctggga ccaagctyga gotgacacyg gotgatgotyg
ccaccatcca gtgagcagtt aacatctgga ggtgcctcag
{ictacccca aagacatcaa tgtcaagltgg aagattgatg
gtcctgaaca gttggactga tcaggacage aaagacagca
ctcacgtiga ccaaggacga gtatgaacga cataacagcet
aagacatcaa cttcacccat t
<210> 10
<211> 398
<212> DNA
<213> Artificial Sequence
<220>
<223> based on mus musculus

Page 7

125

Pro Ser val
140

Met val Thr

Thr val Thr

Tyr Pro

Leu Gly
160

Trp Asn

- 175

Ala val
130

Pro

val Pro Ser

205

His Pro Ala

220

tgctetggtt
atgcatctct
atttaagctg
acagdattggt
ctctcaccat
atgagtttcc
caccaactgt
tcgtgtgett
gcagtgaacg
cctacageat

atacctgtga

Leu Gin

Ser Thr

Ser

Tocaggtate
aggagagaga
gttccagcag
agatggggtc
cagcagccetg
tctcacgtic
atccatctitce
cttgaacaac
acaaaatggc
gagcagcacc

ggccactcac

60
120
180
240
300
360
420
480
540
600
660
681



<400> 10
atggcagcag

aagaagcctg
gctggaatgc
aacacccact
ttggaaacct
gctacgtatrt
tcagtcaccyg
<210>
<21l>
<212>
<213>

<220>
<223>

<400>

il
227
PRT

base
11
Met Asp Met
i

rhe

Pro Gly

Ala
35

Met Tyr

Glu Asp Ile

50

Ser Pro

65

Lys

Pro Ser Arg

Iie Ser Ser

Giu
115

Tyr AsSp

Thr Arg Ala

Glu Gln

145

Leu

Phe Tyr Pro

ctcaaagtat
gagagacagt
agtgggtgca
ctggagagee
ctgccageac
tctgtgegag

tctectetge

d on mus mu

Arg Thr Pr

Ile
20

Lys Cy

ser Leu G

Sar

Asn

0
70

Thr Leu

Phe Ser Gl

85

Leu Glu

100

Ty

rhe Pro Le

Asp Ala Al

Thr

Ser

LYS Asp

Tyr

4734951 _sequencelisting_ST25

¢ccaagcacag
caagatctcc
aaagatgcea
aaaatatgcea
tgcctatita
aatgggaggc

CaaaacCaaca

Artificial sequence

sculus

o Ala Gln

s ASp

vy Glu Arg

40

l.eu Ser

55

e Tyr Arg

y Ser Gly
rGliu

Asp

Phe
120

u Thr

a Pro Thr

135

y Gly Ala

e Asn val

atccagtigg
tgcaaggctt
ggaaagggtt
gaagatttca
cagataagca
tatgctatgg

ccececate

Phe Leu

10

Gly

Leu Thr

Thr Ile

Trp Phe GlIn

Ala Asn Arg

75

Gly GlIn

80

Ser

Met Iie

105

Gly

Gly Ala Gly

val ser Ile

val
155

Ser val

Lys Trp Lys

Page 8

tgcagtctgg
ctgggtatac
ttaagtggat
agggacggtt
acctcaaaaa

actactgggg

T'le Leu Leu

Gin Pro

30

Ser

Thr Cys Lys

Gin
60

Lys Pro

Leu val Asp

ASp Tyr Ser

Ty Cys

110

Tyr

Thr Lys Leu

125

Phe
140

Pro Pro

Cys pPhe Leu

1le Asp Gly

acctgagctg
cttcacaact
tggctggata
tgccttetet
tgaggacacg

tcaaggaacc

Leu
15

Trp
Ser Ser
Ala Ser
Gly Lys

val
80

Gly

Leu Thr

95

Leu
Glu Leu
Ser

Ser

Asn
160

Asn

Ser Gly

60
120
180
240
300
360
398



165
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Arg Gin Asn Gly val Leu Asn Ser Trp Thr Asp GIn Asp Ser

180

ser Thr Tyr Ser Met Ser Ser Thr

195

200

Glu Arg His Asn Ser Tyr Thr Cys
210

Ser Pro Ile

225

<210>
<211>
<212>
<213>

<220>
<223>

<400>

12
133
PRT

215

Artificial sSequence

based on

12

Met Ala Ala Ala
1

Gly

Ala

Met

Gly

65

Leu

Ash

Met

Thr

Pro

Ser

Pro

50

Glu

Glu

Glu

ASD

Thr
130

<210>
211>
<212>

Glu

‘Gly
35

Gly

Pro

Thr

ASp

Tyr

115

Pro

13
690
DNA

Leu

20

TYr

Lys

Lys

ser

Thr

1600

Trp

Pro

mus musculus

Gln

Lys

Thr

Gly

Tyr

Ala

85

Ala

Gly

Ser

Ser

Lys

Phe

Phe

Ala

70

Ser

Thr

Gln

Ile Glin
Pro Gly
Thr Thr

40
Lys Trp
Glu Asp
Thr Ala

Tyr Phe

Gly Thr
120

185

Leu

Glu

Ala

Glu

25

Ala

Ile

Phe

Tyr

Cys

105

Ser

190

Thr Leu Thr Lys Asp
205

Ala Thr His Lys Thr

Gin Ile
10

Thr val

Gly Met

Gly Trp

Lys Gly

75

Leu Gin
90

Ala Arg

val Thr

Page 9

220

GIn

Lys

GlIn

Ile

60

Arg

Ile

Met

val

Leu

Ile

Trp

45

Asn

Phe

ser

Gly

Ser
125

val

Set

30

val

Thr

Ala

AsSn

Gly
110

Ser

175

LYS

Glu

Ser

GIn
15

Cys
Gin
His
Phe
l.eyu
95

TYr

Asp

Tyr

Thr

Ser

Lys

LYS

Ser

Ser

&0

Lys

Ala

Lys



<213>

<220>
<223>

<400> 13
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Artificial Sequence

based on mus musculus

atggaatcac agactcaggt cttectotcc

aacattatga
atgagctgta
tggtaccage
gaatctggty
atcaccaatg
tacacgttcg
tccatettcece
ttgaacaact
caaaatggcg
agcageaccc
gccactcaca
<210> 14

<211l> B70
<212> DNA
<213>

<220>
<223>

<400> 14
atggattggg

atccagttgg
tgcaaggctt
ggaaagggtt
gaagagttca
cagatcaaca
ttrtcttact
tctgtetate
tgcciggtca
tccagcggtyg
tcagtgactg
ccggecagea
<210>

<211
<212>

15
230
PRT

tgacacagtc
agtccagtea
agaaaccagg
tccetgatcg
tacaagctga
gaggggggac
caccatccag
tctaccccaa
tcctgaacag
tcacgttgac

agacatcaac

tgtggacctt
tgcagtctgg
ctgggtatac
tcaagtggat
agggacggtit
acctcaaaaa
ggggccaagg
cactggecce
agggectatit
tgcacacctt

tcecectecag

gccatcatct
aagtgtttta
gcagtetect
cttcacaggc
agacctggca
caagttggaa
tgagcagtta
agacatcaat
ttggactgat
caaggacgag

ttcaccecatt

Artificial Sequence

based on mus musculus

gctattcctyg
acctgagctg
cttcacagaa
gggcatgata
tgccttctct
tgaggacacg
gactctggtce
tggatctgot
ccctgageea
cccagetgte

cacctggcecece

ctgctgetet
ctggctgtgt
tacagttcaa
aaactgctga
agtggatcty
gtitattact
ataaaacggg
acatctggag
gtcaagtgga
caggacagca

tatgaacgac

atagcagcty
aagaagcecety
tatccaatgce
tacaccgaca
ttggagacct
gctacatatt
actgtctctyg
gcccaaacta
gtgacagtga
ctgcagtctyg

agccagaccg

page ‘10

gggtatctgg
¢tgcaggaga
atcagaagaa
tctactggge
ggacagattt
gtcatcaata
ctgatgctgce
gtgcctecagt
agattgatgg
aagacagcac

ataacagcta

cCccaaagtge
gagagacagt
actgggtgaa
ctggagagcc
ctgccageac
tctgtgtagyg
cagccaaaac
actccatggt
cctggaactc
acctctacac

tcacctgcaa

tacctgtggg
aaaggtcact
ctacttggcc
atccactagg
tactcttacc
cctctectey
accaactgta
cgtgtgcttc
cagtgaacga
ctacagcatg

tacctgtgag

craagcacag
caagatctce
gcaggcetcca
aacatatgtt
tgcctatttg
tggttacttyg
gacaccccca
gaccctggga
tggatccctyg
tctgageage

cgttgcecac

60
120
180
240
300
360
420
480
540
600
660
690

&0
120
180
240
300
360
420
480
540
600
660
670



<213>

<220>
<223>

<400>
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Artificial sequence

based on

15

Met Glu Ser Glin

1

Gly

val

val

Phe

Tyr

Leu

Pro

145

Leu

Gly

Ser

AsSDp

Thr
225

Thr

ser

Leu

50

Pro

Ser

Thr

Cys

Glu

130

ser

Asn

Ser

Lys

Glu

210

Ser

<210>

Cys

Ala

35

Tyr

Gly

Gly

Leu

His

115

Ile

Ser

Asnh

Glu

Tyr

Thr

16

Gly

20

Gly

Ser

Glin

val

Thr

100

Gln

Lys

Glu

Phe

Arg

Ser

Glu

Ser

mus musculus

Thr

5

Asn

Giu

Ser

Ser

Pro

85

Ile

Tyr

Arg

Gln

Tyr

165

Gin

Thr

Arg

Pro

Gin

Ite

Lys

Asn

ero

70

Asp

Thr

Leuy

Ala

Leu

150

Pro

Asn

Tyr

His

Itfe
230

val

Met

val

Lys

Arg

Asn

Ser

Asp

Thr

LysS

Gly

Ser

Asn
215

Phe

Met

Thr

40

Lys

Leu

Phe

val

ser

120

Ala

Ser

Asp

val

Met
200

Ser

Leu

Thr

25

Met

Ash

Leu

Thr

Gin

105

Tyr

Ala

Gly

Ile

Leu

185

Ser

Tyr

Ser Leu
10

Gln ser
ser Cys
Tyr Léu
Ite Tyr

75
Gly Ser
90
Ala Glu
Thr Phe
Pro Thr
Gly Ala

155

Asn val
170
Asn Ser

ser Thr

Thr Cys
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Leu

Pro

Lys

Ala

60

Trp

Gly

Asp

Gly

val

140

Ser

LysS

TP

Leu

Glu
220

Leu

Ser

sSer

45

Trp

ala

Ser

Leu

val

Trp

Thr

Thr

205

Ala

Trp

Ser

30

Ser

Tyr

Ser

Gly

Ala

110

Gly

Ile

val

Lys

Leu

Thr

val

15

Leu

Gln

Glin

Thr

Thr

g5

va'l

Thr

Phe

Cys

Ile

175

Glin

Thr

Ser

Ala

Ser

Gln

Arg

80

Asp

Tyr

LyS

Pro

Phe

160

ASp

ASp

Lys

Lys



<211>
<212>
«213>

<220>
<223>

<400>

Met Asp
1

Ala Glin
Pro Gly
Thr Glu

50

Lys Trp
Glu Glu
Thr Ala
Tyr Phe
teu val

130

Leu Ala
145

Cys lLeu
Ser Gly
Ser Asp

Trp Pro
210

<210>
<211>
<2125

223
PRT

4734951 _SequencelListing_ST25

artificial sequence

based on mus

16
Trp

Ala

Glu

35

Tyr

Met

Phe

TYr

Pro

val

Ser

Leu

195

Sey

17
10

PRT -

val

Gln

20

Thr

Pro

Gly

Lys

L.eu

100

val

val

Gly

Lys

Ley

180

Tyr

Glin

Trp

Iie

val

Met

Met

Gly

85

Glin

Gly

Ser

Ser

Thr

Thr

musculus

Thr

Glin

Lys

His

e

70

Arg

Ile

Gly

Ala

Ala

150

Tyr

Ser

Leu

val

Leu

Lau

ITe

Trp

55

Tyr

Phe

Asn

Tyr

Ala

135

Ala

rhe

Giy

Ser

Thr
215

Leu

val

Ser

40

val

Thr

Ala

Asn

leu

120

LYS

Gln

Fro

val

Ser

200

Cys

Phe

Gin

25

Cys

Lys

Asp

Phe

Leu

105

Phe

Thr

Thr

Glu

His

185

Sar

Asn

Leu

10

Ser

Lys

Gln

Thr

Ser

90

Lys

Ser

Thr

Asn

Pro

170

Thr

vai

va'l
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Ite

Gly

Ala

Ala

Gly

75

L.eu

Asn

Tyr

Pro

Ser

155

val

Phe

Thr

Ala

Ala

Pro

ser

Pro

60

Glu

Glu

Glu

Trp

Pro

140

Met

Thr

Pro

val

His
220

Ala
Glu
Gly
45

Giy
Pro

Thr

Asp

val
Vaj
Ala
Pro

205

Pro

Ala

Leu

30

Tyr

Lys

Thr

Ser

Thr

110

Gin

val

Thr

Thr

va'l

190

ser

Gln

15

Lys

Thr

Gly

Tyr

Ala
95

Ala-

Gly

Tyr

Leu

Trp

Leu

Ser

ser

Ser

LYS

Phe

Phe

val

80

Ser

Thr

Thr

Pro

GlIn

The
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<213> Artificial sequence

<220>
<223> based on mus musculus

<400> 17

Gly Tyr Thr Phe Thr Asp Tyr Asn Met His
1 5 10
<210> 18

<211> 17

<212> PRT

<213> Artificial sequence

<220>

<223> based on mus musculus

<400> 18

Tyr Ile Asn Pro Asn Asn Gly Gly Thr Ser Tyr Asn Gln Lys Phe Lys
1 5 10 15

Gly

<210> 19

<211> 15

<212> PRT

<213> Artificial sequence

<220>

<223> based on mus musculus

<400> 19

Arg Ala Ser Glu Ser val Glu Tyr Tyr Gly Thr Ser Leu Met GlIn
1 5 10 15
<210> 20

<211> 7

<212> PRT

<213> aArtificial Sequence

<220>

<223> based on mus musculus

<400> 20

Ala Ala Ser Asn val Glu ser
1 5

<210> 21

211> 9

<212> PRT

<213> Artificial Sequence
<220>

<223> based on mus musculus
<400> 21

GIn GTn Ser Arg Lys val Pro Trp Thr
Page 13
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1 5

<210> 22

<21l> 10

<212> PRT

<23i3> Artificial Sequence

<220>

<223> based on mus musculus

<400> 22

Gly Tyr Thr Phe Thr Glu Tyr Pro Met His

1 5 10

<21 23

<211> 17

<212> PRT

<213> Artificial Seguence

<220>

<223> based on mus musculus

<400> 23

Met Ile Tyr Thr Asp Thr Gly Glu Prg Thr Tyr Ala Glu Glu Phe Lys
1 5 10 15
Gly

<210> 24

<211> 6

<212> PRT

<213> Artificial Sequence

<220>

<223> based on mus musculus

<40Q0> 24

Gly Tyr Leu Phe Ser Tyr

1 5

<210> 25

<211> 17

<21Z2> PRT

<213> artificial Seqguence

<220>

<223> based on mus musculus

<400> 25

Lys Ser Ser Gin Ser val Leuw Tyr Ser Ser Asn GIn Lys Asn Tyr Leu
1 5 10 15
Ala

<210> 26
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<211> 7

<212> PRT

<213> Artificial sequence
<220>

<223> based on mus musculus
<400> 26

Trp Ala Ser Ala Arg Lys Ser
1 5

<210> 27

<211> B8

<212> PRT

<213> Artificial Sequence
<220>

<223> based on mus musculus
<400> 27

His GIn Tyr Leu $er Ser Tyr Thr
1 5

<Z210> 28

<211> 10

<212> PRT

<213> Artificial Sequence

<220>

<223> based on mus musculus

<400> 28

Gly Tyr Thr Phe Thr Thr Ala Giy Met GIn -
i 5 10
<210> 29

<Z1l> 17

<212> PRT

<213> Artificial Sequence

<220>

<223> based on mus musculus

<400> 29

Trp ITe Asn Thr His Ser Gly Glu Pro Lys Tyr Ala Glu Asp Phe Lys
1 5 10 15

Gly

<210> 30

<211> 8

<212> PRT

<213> Artificial sequence
<220>

<223> based on mus musculus
<400> 30

page 15
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Met Gly Gly Tyr Ala Met Asp Tyr
1 5

<210> 31

<211> 11

<212> PRT

<213> Artificial seqguence

<220>

<223> based on mus musculus

<400> 31

Lys Ala Ser Glu Asp Ite Aspn Ser Tyr Leu Ser
1 5 10
<210> 32

<211l> 7

<212> PRT

<213> artificial sequence

<220>

<223> based on mus musculus

<400> 32

Arg Ala Asn Arg Leu val Asp
1 5

<210> 33

<211> 9

<2i2> PRT

<213> Artificial Seguence
<220>

<223> based on mus musculus
<400> 33

Leu Gin Tyr Asp Glu Phe Pro Leu Thr
1 5

<210> 34

<211> 10

<212> PRT

<213> Artificial Sequence

<220>

<223> Dbased on mus musculus

<400> 34

Gty Tyr Thr Phe Thr Glu Tyr Pro Met His
1 5 10
<210> 35

<211l> 17

<212> PRT

<213> Artificial Sequence

<220>

<223> bhased on mus musculus
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<400> 35

Met Ile Tyr Thr Asp Thr Gly Glu Pro Thr Tyr val Glu Glu Phe Lys
1 5 10 15
Gly

<210> 36

<211> 6

<212> PRT

<213> Artificial Sequence

<220>

<223> based on mus musculus

<400> 36

Gly Tyr Leu Phe Ser Tyr

i 5

<210> 37

<211> 17

<212> PRT

<213> Artificial Sequence

<220>

<223> based on mus musculus

<400> 37

Lys Ser Ser Gln Ser val Leu Tyr Ser Ser Asn Gln Lys Asn Tyr Leu
1 5 10 15
Ala

<210> 38

<211> 7

<212> PRT

<213> Artificial Seguence

<220>

<223> based on mus musculus

<400> 38

Trp Ala Ser Thr Arg Glu Ser

1 5

<210> 39

<211> 8

<212> PRT

<213> Artificial Sequence

<220>

<223> based on mus musculus

<400> 39

His GIn Tyr Leu Ser Ser Tyr Thr
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