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<150> 	US 61/419,060 
<151> 	2010-12-02 

<150> 	US 61/548,542 
<151> 	2011-10-18 

<160> 	39 

<170> 	Paten-tin version 3.5 

<210> 	1 
<211> 	687 
<212> 	DNA 
<213> 	Artificial 	Sequence 

<220> 
<223> 	based on mus musculus 

<400> 	1 
atggagtcag acacactcct gctatgggtg ctgctgctct gggttccagg ctccactggt 60 

gacattgtgc tcacccaatc tccagcttct ttggctgtgt ctctagggca gagagccacc 120 

atctcctgca gagccagtga aagtgttgaa tattatggca caagtttaat gcagtggtac 180 

caacagaaac caggacagcc acccaaactc ctcatctatg ctgcatccaa cgtagaatct 240 

ggggtccctg ccaggtttag tggcagtggg tctgggacag acttcagcct caacatccat 300 

cctgtggagg aggatgatat tgcaatgtat ttctgtcagc aaagtaggaa ggttccgtgg 360 

acgttcggtg gaggcaccaa gctggaaatc aaacgggctg atgctgcacc aactgtatcc 420 

atcttcccac catccagtga gcagttaaca tctggaggtg cctcagtcgt gtgcttcttg 480 

aacaacttct accccaaaga catcaatgtc aagtggaaga ttgatggcag tgaacgacaa 540 

aatggcgtcc tgaacagttg gactgatcag gacagcaaag acagcaccta cagcatgagc 600 

agcaccctca cgttgaccaa ggacgagtat gaacgacata acagctatac ctgtgaggcc 660 

actcacaaga catcaacttc acccatt 687 

<210> 	2 
<211> 	700 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	based on mus musculus 

<400> 	2 
atgtcctctc ctcagacact gaacacactg actctaacca tgggatggag ctggatcttt 60 
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ctctttctcc tgtcagaaac tgcaggtgtc ctctctgagg tccagctgca acagtctgga 120 

cctgagctgg tgaagcctgg ggcttcagtg aagatgtcct gcaaggcttc tggatacaca 180 

ttcactgact acaacatgca ctgggtgaag cagagccatg gaaagagcct tgagtggatt 240 

ggatatatta accctaacaa tggtggtact agctacaacc agaagttcaa gggcaaggcc 300 

acattgactg taaacaagtc ctccagcaca gcctacatgg agctccgcag cctgacatcg 360 

gaagattctg cagtctatta ctgtacactt ctatccccgt ggggccaagg caccactctc 420 

acagtctcct cagccaaaac gacaccccca tctgtctatc cactggcccc tggatctgct 480 

gcccaaacta actccatggt gaccctggga tgcctggtca agggctattt ccctgagcca 540 

gtgacagtga cctggaactc tggatccctg tccagcggtg tgcacacctt cccagctgtc 600 

ctgcagtctg acctctacac tctgagcagc tcagtgactg tcccctccag cacctggccc 660 

agccagaccg tcacctgcaa cgttgcccac ccggccagca 700 

<210> 	3 
<211> 	229 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	based on mus musculus 

<400> 	3 

Met Glu Ser Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val 	Pro 
1 	 5 10 15 

Gly Ser Thr Gly Asp Ile Val 	Leu Thr Gln Ser Pro Ala Ser Leu Ala 
20 25 30 

Val 	Ser Leu Gly Gln Arg Ala Thr Ile Ser Cys Arg Ala Ser Glu Ser 
35 	 40 45 

Val Glu Tyr Tyr Gly Thr Ser Leu Met Gln Trp Tyr Gln Gln Lys Pro 
50 	 55 60 

Gly Gln Pro Pro Lys Leu Leu Ile Tyr Ala Ala Ser Asn Val Glu Ser 
65 	 70 75 80 

Gly Val 	Pro Ala Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Ser 
85 90 95 

Leu Asn Ile HiS Pro Val Glu Glu Asp Asp Ile Ala Met Tyr Phe Cys 
100 105 110 

Gln Gln Ser Arg Lys val Pro Trp Thr Phe Gly Gly Gly Thr Lys Leu 
115 	 120 125 

Glu Ile Lys Arg Ala Asp Ala Ala Pro Thr val Ser Ile Phe Pro Pro 
130 	 135 140 
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Ser Ser Glu Gln Leu Thr Ser Gly Gly Ala Ser Val Val Cys Phe Leu 
145 150 155 160 

Asn Asn Phe Tyr Pro Lys Asp Ile Asn Val Lys Trp Lys Ile Asp Gly 
165 170 175 

Ser Glu Arg Gln Asn Gly Val Leu Asn Ser Trp Thr Asp Gln Asp Ser 
180 185 190 

Lys Asp Ser Thr Tyr Ser Me Ser Ser Thr Leu Thr Leu Thr Lys Asp 
195 200 205 

Glu Tyr Glu Arg His Asn Ser Tyr Thr Cys Glu Ala Thr His Lys Thr 
210 215 220 

Ser Thr Ser Pro Ile 
225 

<210> 	4 
<211> 	233 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	based on mus musculus 

<400> 	4 

Met Ser Ser Pro Gln Thr Leu Asn Thr Leu Thr Leu Thr met Gly Trp 
1 	 5 10 15 

Ser Trp Ile Phe Leu Phe Leu Leu Ser Glu Thr Ala Gly Val Leu Ser 
20 25 30 

Glu Val Gln Leu Gin Gln Ser Gly Pro Glu Leu Val Lys Pro Gly Ala 
35 40 45 

Ser Val Lys Met Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asp Tyr 
50 55 60 

Asn Met His Trp Val Lys Gln Ser HiS Gly Lys Ser Leu Glu Trp Ile 
65 	 70 75 80 

Gly Tyr Ile Asn Pro Asn Asn Gly Gly Thr Ser Tyr Asn Gin Lys Phe 
85 90 95 

Lys Gly Lys Ala Thr Leu Thr Val Asn Lys Ser Ser Ser Thr Ala Tyr 
100 105 110 

Met Glu Leu Arg Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Tyr Cys 
115 120 125 

Thr Leu Leu Ser Pro Trp Gly Gln Gly Thr Thr Leu Thr Val Ser Ser 
Page 3 
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130 	 135 	 140 

Ala Lys Thr Thr Pro Pro Ser Val Tyr Pro Leu Ala Pro Gly Ser Ala 
145 	 150 155 160 

Ala Gln Thr Asn Ser Met Val Thr Leu Gly Cys Leu Val 	Lys Gly Tyr 
165 170 175 

Phe Pro Glu Pro Val Thr Val Thr Trp Asn Ser Gly Ser Leu Ser Ser 
180 185 190 

Gly Val 	His Thr Phe Pro Ala Val Leu Gln Ser Asp Leu Tyr Thr Leu 
195 	 200 205 

Ser Ser Ser Val Thr val 	Pro Ser Ser Thr Trp Pro Ser Gln Thr Val 
210 	 215 220 

Thr Cys Asn Val Ala His Pro Ala Ser 
225 	 230 

<210> 	5 
<211> 	690 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	based on mus musculus 

<400> 	5 
atggaatcac agactcaggt cttcctctcc ctgctgctct gggtatctgg tacctgtggg 60 

aacattatga tgacacagtc gccatcatct ctggctgtgt ctgcaggaga aaaggtcact 120 

atgagctgta agtccagtca aagtgtttta tacagttcaa atcagaagaa ctacttggcc 180 

tggtaccagc agaaaccagg gcagtctcct aaactgctga tctactgggc atccgctagg 240 

aaatctggtg tccctgatcg cttcacaggc agtggatctg ggacagattt tactcttacc 300 

atcagcagtg tacaagctga agacctggca gtttattact gtcatcaata cctctcctcg 360 

tacacgttcg gaggggggac caagctggaa ataaaacggg ctgatgctgc accaactgta 420 

tccatcttcc caccatccag tgagcagtta acatctggag gtgcctcagt cgtgtgcttc 480 

ttgaacaact tctaccccaa agacatcaat gtcaagtgga agattgatgg cagtgaacga 540 

caaaatggcg tcctgaacag ttggactgat caggacagca aagacagcac ctacagcatg 600 

agcagcaccc tcacgttgac caaggacgag tatgaacgac ataacagcta tacctgtgag 660 

gccactcaca agacatcaac ttcacccatt 690 

<210> 	6 
<211> 	670 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	based on mus musculus 
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<400> 	6 
atggattggg tgtggacctt gctattcctg atagcagctg cccaaagtgc ccaagcacag 60 

atccagttgg tgcagtctgg acctgagctg aagaagcctg gagagacagt caagatctcc 120 

tgcaaggctt ctgggtatac cttcacagaa tatccaatgc actgggtgaa gcaggctcca 180 

ggaaaggatt tcaagtggat gggcatgata tacaccgaca ctggagagcc aacatatgct 240 

gaagagttca agggacggtt tgccttctct ttggagacct ctgccaacac tgcctatttg 300 

cagatcaaca acctcaaaaa tgaggacacg gctacatatt tctgtgtggg tggttacttg 360 

ttttcttact ggggccaagg gactctggtc actgtctctg cagccaaaac gacaccccca 420 

tctgtctatc cactggcccc tggatctgct gcccaaacta actccatggt gaccctggga 480 

tgcctggtca agggctattt ccctgagcca gtgacagtga cctggaactc tggatccctg 540 

tccagcggtg tgcacacctt cccagctgtc ctgcagtctg acctctacac tctgagcagc 600 

tcagtgactg tcccctccag cacctggccc agccagaccg tcacctgcaa cgttgcccac 660 

ccggccagca 670 

<210> 	7 
<211> 	230 
<212> 	PRT 
<213> 	Artificial 	Sequence 

<220> 
<223> 	based on mus musculus 

<400> 	7 

Met Glu Ser Gln Thr Gln Val 	Phe Leu Ser Leu Leu Leu Trp val 	Ser 
1 	 5 10 15 

Gly Thr Cys Gly Asn Ile Met Met Thr Gln Ser Pro Ser Ser Leu Ala 
20 25 30 

Val 	Ser Ala Gly Glu Lys Val Thr Met Ser Cys Lys Ser Ser Gln Ser 
35 	 40 45 

Val 	Leu Tyr Ser Ser Asn Gln Lys Asn Tyr Leu Ala Trp Tyr Gln Gln 
50 	 55 60 

Lys Pro Gly Gln Ser Pro Lys Leu Leu Ile Tyr Trp Ala Ser Ala Arg 
65 	 70 75 80 

Lys Ser Gly val Pro Asp Arg Phe Thr Gly Ser Gly Ser Gly Thr Asp 
85 90 95 

Phe Thr Leu Thr Ile Ser Ser Val Gln Ala Glu Asp Leu Ala Val Tyr 
100 105 110 

Tyr Cys His Gln Tyr Leu Ser Ser Tyr Thr Phe Gly Gly Gly Thr Lys 
115 	 120 125 
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Leu Glu Ile Lys Arg Ala Asp Ala Ala Pro Thr val ser Ile Phe Pro 
130 135 140 

Pro ser ser Glu Gln Leu Thr Ser Gly Gly Ala ser val val cys Phe 
145 150 155 160 

Leu Asn Asn Phe Tyr Pro Lys Asp Ile Asn val Lys Trp Lys Ile Asp 
165 170 175 

Gly ser Glu Arg Gln Asn Gly val Leu Asn Ser Trp Thr Asp Gln Asp 
180 185 190 

ser Lys Asp ser Thr Tyr Ser Met ser Ser Thr Leu Thr Leu Thr Lys 
195 200 205 

Asp Glu Tyr Glu Arg His Asn Ser Tyr Thr cys Glu Ala Thr His Lys 
210 215 220 

Thr Ser Thr Ser Pro Ile 
225 230 

<210> 	8 
<211> 	223 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	based on mus musculus 

<400> 	8 

Met Asp Trp val Trp Thr Leu Leu Phe Leu Ile Ala Ala Ala Gln ser 
1 	 5 10 15 

Ala Gln Ala Gln Ile Gln Leu Val Gln Ser Gly Pro Glu Leu Lys Lys 
20 25 30 

Pro Gly Glu Thr Val Lys Ile Ser cys Lys Ala Ser Gly Tyr Thr Phe 
35 40 45 

Thr Glu Tyr Pro Met His Trp val Lys Gln Ala Pro Gly Lys Asp Phe 
50 55 60 

Lys Trp met Gly met Ile Tyr Thr Asp Thr Gly Glu Pro Thr Tyr Ala 
65 70 75 80 

Glu Glu Phe Lys Gly Arg Phe Ala Phe Ser Leu Glu Thr Ser Ala Asn 
85 90 95 

Thr Ala Tyr Leu Gln Ile Asn Asn Leu Lys Asn Glu Asp Thr Ala Thr 
100 105 110 

Tyr Phe cys Val Gly Gly Tyr Leu Phe Ser Tyr Trp Gly Gln Gly Thr 
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115 	 120 	 125 

Leu Val Thr Val Ser Ala Ala Lys Thr Thr Pro Pro Ser Val Tyr Pro 
130 	 135 140 

Leu Ala Pro Gly Ser Ala Ala Gln Thr Asn Ser Met val Thr Leu Gly 
145 	 150 155 160 

Cys Leu Val 	Lys Gly Tyr Phe Pro Glu Pro val Thr Val Thr Trp Asn 
165 170 175 

Ser Gly Ser Leu Ser Ser Gly val His Thr Phe Pro Ala Val Leu Gln 
180 185 190 

Ser Asp Leu Tyr Thr Leu Ser Ser Ser Val Thr Val 	Pro Ser Ser Thr 
195 	 200 205 

Trp Pro Ser Gln Thr Val Thr Cys Asn Val Ala His Pro Ala Ser 
210 	 215 220 

<210> 	9 
<211> 	681 
<212> 	DNA 
<213> 	Artificial 	Sequence 

<220> 
<223> 	based on mus musculus 

<400> 	9 
atggacatga ggacccctgc tcagtttctt ggaatcttgt tgctctggtt tccaggtatc 60 

aaatgtgaca tcaaactgac ccagtctcca tcttccatgt atgcatctct aggagagaga 120 

gtcactatca cttgcaaggc gagtgaggac attaatagct atttaagctg gttccagcag 180 

aaaccaggga aatctcctaa gaccctgatc tatcgtgcaa acagattggt agatggggtc 240 

ccatcaaggt tcagtggcag tggatctggg caagattatt ctctcaccat cagcagcctg 300 

gagtatgaag atatgggaat ttattattgt ctacagtatg atgagtttcc tctcacgttc 360 

ggtgctggga ccaagctgga gctgacacgg gctgatgctg caccaactgt atccatcttc 420 

ccaccatcca gtgagcagtt aacatctgga ggtgcctcag tcgtgtgctt cttgaacaac 480 

ttctacccca aagacatcaa tgtcaagtgg aagattgatg gcagtgaacg acaaaatggc 540 

gtcctgaaca gttggactga tcaggacagc aaagacagca cctacagcat gagcagcacc 600 

ctcacgttga ccaaggacga gtatgaacga cataacagct atacctgtga ggccactcac 660 

aagacatcaa cttcacccat t 681 

<210> 	10 
<211> 	398 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	based on mus musculus 
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<400> 	10 
atggcagcag ctcaaagtat ccaagcacag atccagttgg tgcagtctgg acctgagctg 60 

aagaagcctg gagagacagt caagatctcc tgcaaggctt ctgggtatac cttcacaact 120 

gctggaatgc agtgggtgca aaagatgcca ggaaagggtt ttaagtggat tggctggata 180 

aacacccact ctggagagcc aaaatatgca gaagatttca agggacggtt tgccttctct 240 

ttggaaacct ctgccagcac tgcctattta cagataagca acctcaaaaa tgaggacacg 300 

gctacgtatt tctgtgcgag aatgggaggc tatgctatgg actactgggg tcaaggaacc 360 

tcagtcaccg tctcctctgc caaaacaaca cccccatc 398 

<210> 	11 
<211> 	227 
<212> 	PRT 
<213> 	Artificial 	sequence 

<220> 
<223> 	based on mus musculus 

<400> 	11 

Met Asp Met Arg Thr Pro Ala Gln Phe Leu Gly Ile Leu Leu Leu Trp 
1 	 5 10 15 

Phe Pro Gly Ile Lys Cys Asp Ile Lys Leu Thr Gln Ser Pro Ser Ser 
20 25 30 

Met Tyr Ala Ser Leu Gly Glu Arg Val Thr Ile Thr Cys Lys Ala Ser 
35 	 40 45 

Glu Asp Ile Asn Ser Tyr Leu Ser Trp Phe Gln Gln Lys Pro Gly Lys 
50 	 55 60 

Ser Pro Lys Thr Leu Ile Tyr Arg Ala Asn Arg Leu Val Asp Gly Val 
65 	 70 75 80 

Pro Ser Arg Phe Ser Gly Ser Gly Ser Gly Gln Asp Tyr Ser Leu Thr 
85 90 95 

Ile Ser Ser Leu Glu Tyr Glu Asp Met Gly Ile Tyr Tyr Cys Leu Gln 
100 105 110 

Tyr Asp Glu Phe Pro Leu Thr Phe Gly Ala Gly Thr Lys Leu Glu Leu 
115 	 120 125 

Thr Arg Ala Asp Ala Ala Pro Thr Val 	Ser Ile Phe Pro Pro Ser Ser 
130 	 135 140 

Glu Gln Leu Thr Ser Gly Gly Ala Ser Val Val Cys Phe Leu Asn Asn 
145 	 150 155 160 

Phe Tyr Pro. Lys Asp Ile Asn Val Lys Trp Lys Ile Asp Gly Ser Glu 
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165 170 175 

Arg Gln Asn Gly Val 	Leu Asn Ser Trp Thr Asp Gln Asp Ser Lys Asp 
180 185 190 

Ser Thr Tyr Ser Met Ser Ser Thr Leu Thr Leu Thr Lys Asp Glu Tyr 
195 200 205 

Glu Arg His Asn Ser Tyr Thr Cys Glu Ala Thr His Lys Thr Ser Thr 
210 215 220 

Ser Pro Ile 
225 

<210> 	12 
<211> 	133 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	based on mus musculus 

<400> 	12 

Met Ala Ala Ala Gln Ser Ile Gln Ala Gln Ile Gln Leu Val Gln ser 
1 	 5 10 15 

Gly Pro Glu Leu Lys Lys Pro Gly Glu Thr Val Lys Ile Ser Cys Lys 
20 25 30 

Ala Se 	Gly Tyr Thr Phe Thr Thr Ala Gly Met Gln Trp Val Gln Lys 
35 40 45 

met Pro Gly Lys Gly Phe Lys Trp Ile Gly Trp Ile Asn Thr His Ser 
50 55 60 

Gly Glu Pro Lys Tyr Ala Glu Asp Phe Lys Gly Arg Phe Ala Phe ser 
65 70 75 80 

Leu Glu Thr Ser Ala Ser Thr Ala Tyr Leu Gln Ile Ser Asn Leu Lys 
85 90 95 

Asn Glu Asp Thr Ala Thr Tyr Phe Cys Ala Arg Met Gly Gly Tyr Ala 
100 105 110 

met Asp Tyr Trp Gly Gln Gly Thr Ser Val Thr Val Ser Ser,Ala Lys 
115 120 125 

Thr Thr Pro Pro ser 
130 

<210> 	13 
<211> 	690 
<212> 	DNA 
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<213> 	Artificial sequence 

<220> 
<223> 	based on mus musculus 

<400> 	13 
atggaatcac agactcaggt cttcctctcc ctgctgctct gggtatctgg tacctgtggg 60 

aacattatga tgacacagtc gccatcatct ctggctgtgt ctgcaggaga aaaggtcact 120 

atgagctgta agtccagtca aagtgtttta tacagttcaa atcagaagaa ctacttggcc 180 

tggtaccagc agaaaccagg gcagtctcct aaactgctga tctactgggc atccactagg 240 

gaatctggtg tccctgatcg cttcacaggc agtggatctg ggacagattt tactcttacc 300 

atcaccaatg tacaagctga agacctggca gtttattact gtcatcaata cctctcctcg 360 

tacacgttcg gaggggggac caagttggaa ataaaacggg ctgatgctgc accaactgta 420 

tccatcttcc caccatccag tgagcagtta acatctggag gtgcctcagt cgtgtgcttc 480 

ttgaacaact tctaccccaa agacatcaat gtcaagtgga agattgatgg cagtgaacga 540 

caaaatggcg tcctgaacag ttggactgat caggacagca aagacagcac ctacagcatg 600 

agcagcaccc tcacgttgac caaggacgag tatgaacgac ataacagcta tacctgtgag 660 

gccactcaca agacatcaac ttcacccatt 690 

<210> 	14 
<211> 	670 
<212> 	DNA 
<213> 	Artificial 	Sequence 

<220> 
<223> 	based on mus musculus 

<400> 	14 
atggattggg tgtggacctt gctattcctg atagcagctg cccaaagtgc ccaagcacag 60 

atccagttgg tgcagtctgg acctgagctg aagaagcctg gagagacagt caagatctcc 120 

tgcaaggctt ctgggtatac cttcacagaa tatccaatgc actgggtgaa gcaggctcca 180 

ggaaagggtt tcaagtggat gggcatgata tacaccgaca ctggagagcc aacatatgtt 240 

gaagagttca agggacggtt tgccttctct ttggagacct ctgccagcac tgcctatttg 300 

cagatcaaca acctcaaaaa tgaggacacg gctacatatt tctgtgtagg tggttacttg 360 

ttttcttact ggggccaagg gactctggtc actgtctctg cagccaaaac gacaccccca 420 

tctgtctatc cactggcccc tggatctgct gcccaaacta actccatggt gaccctggga 480 

tgcctggtca agggctattt ccctgagcca gtgacagtga cctggaactc tggatccctg 540 

tccagcggtg tgcacacctt cccagctgtc ctgcagtctg acctctacac tctgagcagc 600 

tcagtgactg tcccctccag cacctggccc agccagaccg tcacctgcaa cgttgcccac 660 

ccggccagca 670 

<210> 	15 
<211> 	230 
<212> 	PRT 
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<213> 	Artificial sequence 

<220> 
<223> 	based on mus musculus 

<400> 	15 

Met Glu Ser Gln Thr Gln val Phe Leu Ser Leu Leu Leu Trp val Ser 
1 5 10 15 

Gly Thr Cys Gly Asn Ile Met Met Thr Gln Ser Pro Ser Ser Leu Ala 
20 25 30 

Val Ser Ala Gly Glu Lys Val Thr Met Ser Cys Lys Ser Ser Gln Ser 
35 40 45 

val Leu Tyr Ser Ser Asn Gln Lys Asn Tyr Leu Ala Trp Tyr Gln Gln 
50 55 60 

Lys Pro Gly Gln Ser Pro Lys Leu Leu Ile Tyr Trp Ala Ser Thr Arg 
65 70 75 80 

Glu Ser Gly Val Pro Asp Arg Phe Thr Gly Ser Gly Ser Gly Thr Asp 
85 90 95 

Phe Thr Leu Thr Ile Thr Asn val Gln Ala Glu Asp Leu Ala val Tyr 
100 105 110 

Tyr Cys His Gln Tyr Leu Ser Ser Tyr Thr Phe Gly Gly Gly Thr Lys 
115 120 125 

Leu Glu Ile Lys Arg Ala Asp Ala Ala Pro Thr Val Ser Ile Phe Pro 
130 135 140 

Pro Ser Ser Glu Gln Leu Thr Ser Gly Gly Ala Ser Val Val Cys Phe 
145 150 155 160 

Leu Asn Asn Phe Tyr Pro Lys Asp Ile Asn Val Lys Trp Lys Ile Asp 
165 170 175 

Gly Ser Glu Arg Gln Asn Gly Val Leu Asn Ser Trp Thr Asp Gln Asp 
180 185 190 

Ser Lys Asp Ser Thr Tyr Ser met Ser Ser Thr Leu Thr Leu Thr Lys 
195 200 205 

Asp Glu Tyr Glu Arg His Asn Ser Tyr Thr Cys Glu Ala Thr His Lys 
210 215 220 

Thr Ser Thr Ser Pro Ile 
225 230 

<210> 	16 
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<211> 	223 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	based on mus musculus 

<400> 	16 

met Asp Trp val Trp Thr Leu Leu Phe Leu Ile Ala Ala Ala Gln Ser 
1 5 10 15 

Ala Gln Ala Gln Ile Gln Leu Val Gln Ser Gly Pro Glu Leu Lys Lys 
20 25 30 

Pro Gly Glu Thr Val Lys Ile Ser Cys Lys Ala Ser Gly Tyr Thr Phe 
35 40 45 

Thr Glu Tyr Pro Met His Trp val Lys Gln Ala Pro Gly Lys Gly Phe 
50 55 60 

Lys Trp Met Gly Met Ile Tyr Thr Asp Thr Gly Glu Pro Thr Tyr Val 
65 70 75 80 

Glu Glu Phe Lys Gly Arg Phe Ala Phe Ser Leu Glu Thr Ser Ala Ser 
85 90 95 

Thr Ala Tyr Leu Gln Ile Asn Asn Leu Lys Asn Glu Asp Thr Ala Thr 
100 105 110 

Tyr Phe Cys Val Gly Gly Tyr Leu Phe Ser Tyr Trp Gly Gln Gly Thr 
115 120 125 

Leu Val Thr Val Ser Ala Ala Lys Thr Thr Pro Pro Ser Val Tyr Pro 
130 135 140 

Leu Ala Pro Gly Ser Ala Ala Gln Thr Asn Ser Met val Thr Leu Gly 
145 150 155 160 

Cys Leu Val Lys Gly Tyr Phe Pro Glu Pro Val Thr val Thr Trp Asn 
165 170 175 

Ser Gly Ser Leu Ser Ser Gly Val His Thr Phe Pro Ala val Leu Gln 
180 185 190 

Ser Asp Leu Tyr Thr Leu Ser Ser Ser Val Thr Val Pro Ser Ser Thr 
195 200 205 

Trp Pro Ser Gln Thr val Thr Cys Asn Val Ala His Pro Ala Ser 
210 215 220 

<210> 	17 
<211> 	10 
<212> 	PRT 
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<213> 	Artificial Sequence 

<220> 
<223> 	based on mus musculus 

<400> 	17 

Gly Tyr Thr Phe Thr Asp Tyr Asn Met His 
1 	 5 10 

<210> 	18 
<211> 	17 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	based on mus musculus 

<400> 	18 

Tyr Ile Asn Pro Asn Asn Gly Gly Thr Ser Tyr Asn Gln Lys Phe Lys 
1 	 5 10 15 

Gly 

<210> 	19 
<211> 	15 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	based on mus musculus 

<400> 	19 

Arg Ala Ser Glu Ser Val Glu Tyr Tyr Gly Thr Ser Leu met Gln 
1 	 5 10 15 

<210> 	20 
<211> 	7 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	based on mus musculus 

<400> 	20 

Ala Ala Ser Asn Val Glu Ser 
1 	 5 

<210> 	21 
<211> 	9 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	based on mus musculus 

<400> 	21 

Gin Gln Ser Arg Lys val 	Pro Trp Thr 
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1 5 

<210> 22 
<211> 10 
<212> PRT 
<213> Artificial 	Sequence 

<220> 
<223> based on mus musculus 

<400> 22 

Gly Tyr Thr Phe Thr Glu Tyr Pro Met His 
1 5 10 

<210> 23 
<211> 17 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> based on mus musculus 

<400> 23 

Met Ile Tyr Thr Asp Thr Gly Glu Pro Thr Tyr Ala Glu Glu Phe Lys 
1 5 10 15 

Gly 

<210> 24 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> based on mus musculus 

<400> 24 

Gly Tyr Leu Phe Ser Tyr 
1 5 

<210> 25 
<211> 17 
<212> PRT 
<213> Artificial 	Sequence 

<220> 
<223> based on mus musculus 

<400> 25 

Lys Ser Ser Gln Ser Val 	Leu Tyr Ser Ser Asn Gln Lys Asn Tyr Leu 
1 5 10 15 

Ala 

<210> 26 
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<211> 	7 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	based on mus musculus 

<400> 	26 

Trp Ala Ser Ala Arg Lys Ser 
1 	 5 

<210> 	27 
<211> 	8 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	based on mus musculus 

<400> 	27 

His Gln Tyr Leu Ser Ser Tyr Thr 
1 	 5 

<210> 	28 
<211> 	10 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	based on mus musculus 

<400> 	28 

Gly Tyr Thr Phe Thr Thr Ala Gly Met Gln 
1 	 5 10 

<210> 	29 
<211> 	17 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	based on mus musculus 

<400> 	29 

T
rp Ile Asn Thr His

5 	
Ser Gly Glu Pro 

L0 	
Tyr 

1 
Ala 

15
ys Glu Asp Phe Lys 

Gly 

<210> 	30 
<211> 	8 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	based on mus musculus 

<400> 	30 
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Met Gly Gly Tyr Ala Met Asp Tyr 
1 	 5 

<210> 	31 
<211> 	11 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	based on mus musculus 

<400> 	31 

Lys Ala Ser Glu Asp Ile Asn Ser Tyr Leu Ser 
1 	 5 10 

<210> 	32 
<211> 	7 
<212> 	PRT 
<213> 	Artificial 	sequence 

<220> 
<223> 	based on mus musculus 

<400> 	32 

Arg Ala Asn Arg Leu Val Asp 
1 	 5 

<210> 	33 
<211> 	9 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	based on mus musculus 

<400> 	33 

Leu Gln Tyr Asp Glu Phe Pro Leu Thr 
1 	 5 

<210> 	34 
<211> 	10 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	based on mus musculus 

<400> 	34 

Gly Tyr Thr Phe Thr Glu Tyr Pro met His 
1 	 5 10 

<210> 	35 
<211> 	17 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	based on mus musculus 
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<400> 35 

Met Ile Tyr Thr Asp Thr Gly Glu Pro Thr Tyr Val Glu Glu Phe Lys 
1 5 10 15 

Gly 

<210> 36 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> based on mus musculus 

<400> 36 

Gly Tyr Leu Phe Ser Tyr 
1 5 

<210> 37 
<211> 17 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> based on mus musculus 

<400> 37 

Lys Ser Ser Gln Ser Val Leu Tyr Ser Ser Asn Gln Lys Asn Tyr Leu 
1 5 10 15 

Ala 

<210> 38 
<211> 7 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> based on mus musculus 

<400> 38 

Trp Ala Ser Thr Arg Glu Ser 
1 5 

<210> 39 
<211> 8 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> based on mus musculus 

<400> 39 

His Gln Tyr Leu Ser Ser Tyr Thr 
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