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Figure 1
EL11l_strain_ JCP8017A MSKRGIDVSVWQGDIDFNAVKASGVEFVIIRAGYGIGHKDKWFEQNYRKAKTTGLDVGAY 60
EL3_strain Gv18-4 MSKKGIDVSVWQGDIDFNSVKASGVEFVIIRAGYGIGHKDKWFEENYRKAKTAGLDVGSY 60
EL10_strain_G30-4 MSKRGIDVSVWQGDIDFNAVKASGVEFVIIRAGYGIGHKDKWFEENYRKAKTVGLDVGAY 60
EL12_strain_3549624_non-prophage MSKKGIDVSVWQGDIDFNAVKASGVEFVIIRAGYGIGHKDKWFEENYRKAKTAGLDVGSY 60
EL8_strain_JCP7719 MSKKGIDVSEWQGDIDFNAVKASGVEFVIIRAGYGIGCKDKWFEQNYRKAKTAGLDVGAY 60
EL5_strain JCP7276 MSKKGIDVSEWQGDIDFNAVKASGVEFVIIRAGYGIGCKDKWFEQNYRKAKTAGLDVGAY 60
EL7_strain_ AMD MSKKGIDVSEWQGDIDFNAVKASGVEFVIIRAGYGIGCKDKWFEQNYRKAKTAGLDVGAY 60
EL4_strain_Gv5-1 MSKKGIDVSEWQGDIDFNAVKASGVEFVIIRAGYGIGCKDKWFEQNYRKAKTCGLDVGAY 60
EL6_strain_ 1400E_frameshift MSKKGIDVSVWQGDIDFNAVKASGVEFVIIRAGYGIGCKDKWFEQNYRKAKTCGLDVGAY 60
ELl1_strain_HMP9231 MSKKGIDVSEWQGDIDFNAVKASGVEFVIIRAGYGIGCKDKWFEQNYRKAKTAGLDVGAY 60
EL9_strain_0288E_incomplete_contig MSKKGIDVSEWQGDIDFNAVKASGVEFVIIRAGYGIGCKDKWFEQNYRKAKTCGLDVGAY 60
EL2_strain_Gv18-4 MSKRGIDVSEWQGDIDFNAVKASGVEFVIIRAGYGIGCKDKWFEQNYRKAKTCGLDVGAY 60
EL13_strain Gv37_1 MSKKGIDVSVWQGDIDFNAVKASGVEFVIIRAGYGIECKDKWFEQNYRKAKTAGLDVGAY 60
EL14_strain Gv37_2 MSKKGIDVSVWQGDIDFNAVKASGVEFVIIRAGYGIGCKDKWFEQNYRKAKTCGLDVGAY 60
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EL11l_strain_ JCP8017A WYSYASSAGEAAEEAQSCVNILSGKSFEYPVYFDLEEKSQLNRGRDFCDSLITSFCNKLE 120
EL3_strain Gv18-4 WYSYASSAGEASEEAQSCVNILSGKSFEYPIYFDLEEKSQLNRGRDFCDSLITSFCNKLE 120
EL10_strain_G30-4 WYSYASSAGEASEEAQSCVNILSGKSFEYPVYFDLEEKSQLNRGRDFCDSLITSFCNKLE 120
EL12_strain_3549624_non-prophage WYSYASSAGEVALEAQSCVNILSGKSFEYPVYFDLEEKSQLNRGRDFCDSLITSFCNKLE 120
EL8_strain_JCP7719 WYSYANSSSEAAEEAQSCVNMLSGKSFEYPVYFDLEEKSQLNRGRAFCDSLITSFCSKLE 120
EL5_strain_JCP7276 WYSYANSSSEAAEEAQSCANMLSGKSFEYPVYFDLEEKSQLNRGRAFCDSLITGFCSKLE 120
EL7_strain_ AMD WYSYANSASEAAEEAQSCANMLSGKSFEYPVYFDLEEKSQLNRGRAFCDSLITSFCSKLE 120
EL4_strain_Gvb5-1 WYSYANSGFEAAEEAQSCYVNMLSGKSFEYPVYFDLEEKSQLNRGRAFCDSLITSFCSKLE 120
EL6_strain_1400E_frameshift WYSYANSGFEAAEEAQSCVNMLSGKSFEYPVYFDLEEKSQLNRGRAFCDSLITSFCSKLE 120
EL1_strain_ HMP9231 WYSYANSGFEAAEEAQSLMNMLSGKSFEYPVYFDLEEKSQLNRGRAFCDSLITSFCNKLE 120
EL9_strain_0288E_incomplete_contig WYSYANSGFEAAEEAQSCVNMLSGKSFEYPVYFDLEEKSQLNRGRVFCDSLITSFCNKLE 120
EL2_strain Gv18-4 WYSYANSGFEAAEEAQSCVNMLSGKSFEYPVYFDLEEKSQLNRGRAFCDSLITGFCNKLE 120
EL13_strain _Gv37_1 WYSYANSGFEAAEEAQSCVNMLSGKSFEYPVYFDLEEKSQLNRGRAFCDSLITSFCNKLE 120
EL14_strain Gv37_2 WYSYANSGFEAAEEAQSCVNMLSGKSFEYPVYFDLEEKSQLNRGRAFCDSLITSFCNKLE 120
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EL11_strain_JCP8017A TYGYYAGFYTSLSVANNLVSSHVRDRYALWIAQWNTHCDYQGSYGLWQYSSSGSVDGIAG 180
EL3_strain_Gv18-4 ACGYYAGFYTSLSVANNLVSSHVRDRYALWIAQWNTHCSYQGSYGLWQYSSSGSVNGIAG 180
EL10_strain G30-4 ACGYYAGFYTSLSVANNLVSSHVRDRYALWIAQWNTHCSYQGSYGLWQYSSSGSVNGIAG 180
EL12_strain_3549624_non-prophage ACGYYAGFYTSLSVANNLVSSHVRDRYALWIAQWNTHCSYQGSYGLWQYSSSGSVNGIAG 180
EL8_strain_ JCP7719 TYGYYAGFYTSLSTANNLVSSHVRNRYALWIAQWNTHCSYQGSYGLWQYSSNGSVPGVAG 180
EL5_strain_JCP7276 ACGYYAGFYTSLSTANNLVSAHVRNRYALWIAQWNTHCSYQGSYGLWQYSSNGSVPGVAG 180
EL7_strain_AMD TYGYYAGFYTSLSTANNLVSSHVRNRYALWIAQWNTHCSYQGSYGLWQYSSSGSVPGVAG 180
EL4_strain Gv5-1 TYGYYAGFYTSLSVVNNLVSAHVRDRYALWIAQWNTHCSYQGSYGLWQYSSSGSVPGVAG 180
EL6_strain_1400E_frameshift SCGYYAGFYTSLSTANNLVSAHVRNRYALWIAQWNTHCDYQGSYGLWQYSSSGSVPGVAG 180
EL1_strain HMP9231 ACGYYAGFYTSLSTANNLVSAHVRNRYALWIAQWNTHCNYQGSYGLWQYSSNGSVPGVAG 180
EL9_strain_0288E_incomplete_contig ACGYYAGFYTSLSTANNLVSSHVRNRYALWIAQWNTHCDYQGSYGLWQYSSSGSVPGVAG 180
EL2_strain_Gv18-4 SCGYYAGFYTSLSTANNLVSAHVRNRYALWIAQWNTHCSYQGSYGLWQYSSSGSVPGVAG 180
EL13_strain Gv37_1 SCGYYAGFYTSLSTANNLVPAHVRNRYALWIAQWNTHCDYQGSYGLWQYSSSGSVPGVAG 180
EL14_strain Gv37_2 ACGYYAGFYTSLSTANNLVSAHVRNRYALWIAQWNTHCSYQGSYGLWQYSSSGSVPGVAG 180
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EL11_strain_JCP8017A RVDMDYTYVDYPSVIKKAGLNGYKNGGSYTAPQTSSIDEVAREVINGDWGNGNERKNRLT 240
EL3_strain_Gv18-4 RVDMDYAYVDYPSVIKNAGLNGYQNGGSYTAPQTSSIDEVAREVINGDWGNGNDRKNRLI 240
EL10_strain_G30-4 RVDMDYAYVDYPSVIKNAGLNGYRKNGGSYTAPQISSIDEVAREVINGDWGNGNERKQRLT 240
EL12_strain_3549624_non-prophage RVDMDYAYVDYPSVIKNAGLNGYQNGGSYTAPQTSSIDEVAREVINGDWGNGIERKNRLT 240
EL8_strain_JCP7719 RVDMDYAYVDYPSIIKNAGLNGYKNGGSYTAPQTSSIDDVAREVINGAWGNGNERKQRLT 240
EL5_strain_JCP7276 RVDMDYAYKDYPSIIKNAGLNGCKNGGSDQAARTSSIDEVAREVINGAWGNGNERKQRLT 240
EL7_strain_AMD RVDMDYAYKDYPSIIKNAGLNGCKNGGSDQAARTSSIDEVAREVINGAWGNGNERKQRLT 240
EL4_strain_Gv5-1 RVDMDYAYVDYPSIIKNVGLNGCKNGGSDQATRTSSIDEVAREVINGAWGNGNERKQRLT 240
EL6_strain_1400E_frameshift RVDMDYAYKNYPSIIKNAGLNGCKNGGSNQAARTSSIDDVAREVINGAWGNGNERKQRLT 240
ELl_strain_HMP9231 RVDMDYAYVDYPSIIKNAGLNGCKNGGSDQAARTSSIDEVAREVINGAWGNGSTRKQRLT 240
EL9_strain_0288E_incomplete_contig RVDMDYAYVDYPSIIKNAGLNGCKNGGSDQAARTSSIDEVAREVINGAWGNGSTRKQRLT 240
EL2_strain_Gv18-4 RVDMDYAYVDYPSIIKNVGLNGCKNGGSDQAARTSSIDEVAREVINGAWGNGNERKQRLT 240
EL13_strain_Gv37_1 RVDMDYAYVDYPSIIKNAGLNGYKNGESHQATRTTSIDEVAREVINGAWGNGNERKQRLT 240
EL14_strain_Gv37_2 RVDMDYAYVDYPSIIKNAGLNGYKNGESHQATRTTSIDEVAREVINGAWGNGNERKQRLT 240
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EL11_strain_ JCP8017A SAGYDYTSVQONKVNELLGVKAYRKSVDELAREVIRGTWGNGS TRKQRLTQAGYDYDAVQK 300
EL3_strain_Gv18-4 SAGYDYASVQNKVNELLGVKAYRKSVDELAREVIRGTWGNGSMRKHRLTQAGYDYDAVQK 300
EL10_strain_G30-4 SAGYDYASVONKVNELLGVKAYRKSVDELAREVIRGTWGNGSTRKQRLTQAGYDYNAVQK 300
EL12_strain_3549624_non-prophage SAGYDYTSVQNKVNELLGVKAYRKSVDELAREVIRGTWGNGKTRKQRLTQAGYDYNAVQK 300
EL8_strain_JCP7719 QAGYDYTSVQNKVNKLLGVKACRKSVDELAREVIRGTWGNGNERKNRLTQAGYDYDTVQK 300
ELS5_strain_JCP7276 QAGYDYTSVONKVNKLLGVKACRKSVDELAREVIRGTWGNGNERKNRLTQAGYDYDTVQK 300
EL7_strain_AMD QAGYDYTSVQNKVNKLLGVKACRKSVDELAREVIRGTWGNGNERKNRLTQAGYDYDTVQK 300
EL4_strain_Gvb5-1 SAGYDYASVONKVNKLLGVKAYRKSVDELAREVIRGTWGNGNERKQRLAQAGYDYDTVQK 300
EL6_strain_1400E_frameshift QAGYDYASVAK 251
EL1_strain_HMP9231 SAGYDYASVONKVNELLGVKACRKSVDELAREVIRGAWGNGS TRKQRLAQAGYDYDTVQK 300
EL9_strain_0288E_incomplete_contig SAGYDYASVAK 251
EL2_strain_Gv18-4 SAGYDYASVQONKVNELLGVKACRKSVDEIAREVIRGTWGNGS TRKQRLTQAGYDYDTVQK 300
EL13_strain _Gv37_1 QAGYDYASVONKVNELLGVKACRKSVDELAREVIRGTWGNGNERKNRLTSAGYDYDTVQK 300
EL14_strain_Gv37_2 SAGYDYASVQNKVNELLGVKACRKSVDELAREVIRGAWGNGSTRKQRLTSAGYDYDTVQK 300

Lkkkk K g kK

EL11_strain_JCPS8O017A RVNELL 306
EL3_strain Gv18-4 RVNELL 306
EL10_strain G30-4 RVNELL 306
EL12_strain_3549624_non-prophage RVNELL 306
EL8_strain_JCP7719 RVNELL 306
EL5_strain_JCP7276 RVNELL 306
EL7_strain_AMD RVNELL 306
EL4_strain Gv5-1 RVNELL 306
EL6_strain 1400E_frameshift ~  —----- 251
EL1l_strain HMP9231 RVNELL 306
EL9_strain 0288E_incomplete_contig = = -----—- 251
EL2_strain_Gv18-4 RVNELL 306
EL13_strain Gv37_1 RVNELL 306
EL14_strain Gv37_2 RVNELL 306

1/14



WO 2020/225335

Figure 2

PCT/EP2020/062645

EL11_strain_JCP8017A 0.02243
EL3_strain_Gv18-4 0.02348

EL12 strain_3549624 non-prophage 0.019
EL10_strain_G30-4 0.01385

EL8 strain_JCP7719 0.02223

EL5 strain_JCP7276 0.01057
EL7_strain_AMD 0.00904

EL4 strain Gv5-1 0.0259

ELG strain_1400E_frameshift 0.0279
EL13_strain_Gv37_1 0.02171
EL14_strain_Gv37_2 0.01097

EL1_strain_ HMP9231 0.02023

EL9 strain 0288E_incomplete contig 0.01563
EL2 strain Gv18-4 0.01789

Figure 3
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Figure 4A

Gv10 lysis by phage endolysins, pH 6.0
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Figure 4B
Gv17 lysis by phage endolysins, pH7.0
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Figure 4C
Gv23 lysis by phage endolysins at pH 7.4
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Figure 5
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Figure 6

Untreated vs. imidazole control
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Figure 7
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Figure 8A
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Figure 8C
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Figure 9
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Figure 10
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Figure 11
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Figure 13
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Clindamycin

Figure 14

Metronidazol
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Figure 15

Clindamycin [ug/ml]
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Figure 16
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