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Figure 6: In Vivo Activity of 5F11
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FIGURE 8

Anti-CD30 17Gl VL
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FIGURE 10
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FIGURE 12
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FIGURE 13

ANTI-CD30 GERMLINE SEQUENCES

VH4-34 (5F11 & 2HS VH)

CAG GTG CAG CTA CAG CAG TGG GGC GCA GGA CTG TTG AAG CCT TCG GAG ACC
CTE TCC CTC ACC TGC GCT GTC TAT GGT GGG TCC TTC AGT GGT TAC TAC TGG
AGC TGG ATC CGC CAG CCC CCA GGG ARG GGG CTG GAG TGS ATT GGG GAA ATC
AAT CAT AGT GGA AGC ACC AAC TAC AAC CCG TCC CTC ARG AGT CGA GTC ACC
ATA TCA GTA GAC ACG TCC AAG AAC CAG TTC TCC CTG ARG CTG AGC TCT GTG
ACC GCC GCG GAC ALG GCT GTG TAT TAC TGT GCG AGA

L15 (5F11 VL)

GAC ATC CAG ATG ACC CAG TCT CCA TCC TCA CTG TCT GCA TCT GTA GGA GAC
AGA GTC ACC ATC ACT TGT CGG GOG AGT CAG GOT ATT AGC AGC TEG TTA GCC
TGE TAT CAG CAG AAA CCA GAG ARA GCC CCT AAG TCC CTG ATC TAT GCT GCA
TCC AGT TTG CAA AGT GGG GTC CCA TCA AGGE TTC AGC GGC AGT GGA TCT GGG
ACA GAT TTC ACT CTC ACC ATC AGC AGC COTG CAG CCT GAA GAT TTT GCA ACT
TAT TAC TGC CAA CAG TAT AAT AGT TAC CCT

VH3-11 (1761 VH)

GAG GTG CAG CTG GTG GAG TCT GGG GGA GGC TTG GTC CAG CCT GGG GGG TCC
CTG AGA CTC TCC TGT GCA GCC TCT GGA TTC ACC TTT AGT AGC TAT TGG ATG
AGC TGEGE GTC CGC CAG GCT CCA GGG AAA GGG CTG GAG TGG GTG GCC AAC ATA
ARG CAAR GAT GGA AGT GAG AAA TAC TAT GTG GAC TCT GTGE AAG GGC CGA TTC
ACC ATC TCC AGA GAC AAC GCC AAG AAC TCA CTG TAT CTG CAA ATG AAC AGC
CTG AGA GCC GAG GAC ACG GCT GTG TAT TAC TGT GCG AGA :

A27 (17G1 VL)

GAA ATT GTG TITG ACG CAG TCT CCa GGC ACC CTG TCT TTG TCT CCA GGG GAA
AGA GCC ACC CTC TCC TGC AGG GCC AGT CAG AGT GTT AGC AGC AGC TAC TTA
GCC TGG TAC CAG CAG AAR CCT GGC CAG GCT CCC AGG CTC CTC ATC TAT GGT
GCA TCC AGC AGG GCC ACT GGC ATC CCA GAC AGG TTC AGT GGC AGT GGG TCT
GGG ACA GAC TTC ACT CTC ACC ATC AGC AGA CTG GAG CCT GAA GAT TTT GCA
GTG TAT TAC TGT CAG CAG TAT GGT AGC TCA CCT

L6 (2HS VL)

GAA ATT GTG TTG ACA CAG TCT CCA GCC ACC CTG TCT TTG TCT CCA GGG GAA
AGA GCC ACC CTC TCC TGC ABG GCC AGT CAG AGT GTT AGC AGC TAC TTA GCC
TEG TAC CAR CAG ABA CCT GGC CAG GCT CCC AGG CTC CTC ATC TAT GAT GCA
TCC BAC AGG GCC ACT GGC ATC CCA GCC AGG TTC AGT GGC AGT GGG TCT GGG
ACE GAC TTC ACT CTC ACC ATC AGC AGC CTA GAG CCT GAA-GAT TTT GCA GTT
TAT TAC TGT CAG CAG CGET AGC AARC TSG CCT
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Figure 14: Epitope characterization of HuMAb 5F11
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Figure 15: Effect of 5F11 treatment on disseminated L540Cy tumors in SCID mice
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