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"Multi-Proteomics” techniques to elucidate enzyme/kinase activity
Control SFN {Sorafenib)

r_j Global Enzyme Activity Analysis /

] Phospho-Proteome Analysis /

/
/ Whole Proteome Analysis :/
{

é Bioinformatics

Causal Molecular Network
Applying “Multi-Proteomics” techniques to elucidate enzyme/kinase activity.
integration of multiple proteomics datasets generated from in-vitro model

provides a unique system to understand causal relationship between
enzymes/kinases and their metabolites/ substrates in the context of global

changes in cellular proteome.
Fig. 41A
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Significant decrease in ENO1 activity not protein expression in
HepG2 treated with Sorafenib.
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Significant decrease in PGK1 activity not protein expression in
HepG2 treated with Soratenib.
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