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FIGURE 2

UTL - Fe (38er)

[%’ffi““‘”&g

-
i

.

.- RO o g 4
¥ PAMEI I A\ RN
X

N

°® g & & O & £ L i = s £ 8 & &6 B X ¥ OH

2/10



FIGURE 3

Tl
b3
A

A 025
% 2
%
#% e
5 ¢t
[4
E] o o3
. %
Py ; 2o
P g 7
P (5]
4 % Y-
W\\-\ \\\w 1
ur ff .
¥LOtL o 2 o
LSRN - B 3 o
W i »
3 Iy b
; " 03
e 22 &3
% Az
= e %
i3 ) £s.,

"

SRR
TR

o NN ANy
~ T

3/10



FIGURE 4

DNA assembly and cloning via SLIC
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Ll MZ and Elledge SI (2007), Harnessing homelogous
recombination in vitro to generate recomblnant SMA via
SLIC. Nature Methods 4(3}:251-2586.
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Vivo

FIGURE 5

Trypsin Inhibition UTI-Fcvs UTH
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FIGURE 6

Compoumnd K50 for Chymotry psin
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FIGURE 7
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FIGURE 8

8
150+ ,
# Un
¥ UTLFe
100+
50+
4 r ,
0.0001 0.0 4 160 16000
song; {uginl}
gy values (ugiml)
Un UTHe
-8 production 8,88 S

8/10




FIGURE 9

Load
agim|Concentali Volurnaiml volume{ml %
ProteinMame FFR £ oa{raaimb} K ieldimas} g4 Reooyery
U -Fri35ert ) F1 2.8 2 5.58 284 60.7
U T -Foi3Ser)-SerinAla 712 34 2 6.75 240 5.3
L T-Fof35er-K215/K32% 713 2.3 2 4,67 00 58.1
T mi-Fof35er 714 2.9 2 5.71 280 56.%
U md-Fo{3%e: 715 2
LT dl-Foi3Se ’:; 716 41 2.5 2 .54 230 &7
LT d2-Foi3Sern) 717 52 2.7 2y 542 2830 523
UTFELL-Fo {35ar 718 33 2.1 2 418 240 {7
UTIL2-Fe{35er} F1% 40 2.4 2 4 8% 2480 &0.3
LT E3-Foi3%er} {Glyd 5er)2
iinker 730 38 2.5 2 4,93 280 o4, 7
PT-FoiipG2) 72t 39 2.5 2 .06 280 4.3
Fof3Seri-UTHGpASer3
finker 722 31 1.9 2 3,85 268 #2.8
mouse YT - mouse }gGl 723 4
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Figure 10

Effect of SEQ 1D NO:1 on LPS Induced C5a in C3H Mice
(mean+sem n=28§)
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