
eolf-seql

                                SEQUENCE LISTING

<110> GlycoVaxyn AG

<120> Methods of Host Cell Modification
  
<130> 103650PC

<140> TBA
<141> On even date herewith

<150> US 61/889,672
<151> 2013-10-11

<160> 72

<170> FastSEQ for Windows Version 4.0

<210> 1
<211> 9
<212> PRT
<213> Artificial Sequence

<220> 
<223> structural group found in homing endonuclease

<400> 1
Leu Ala Gly Leu Ile Asp Ala Asp Gly
 1               5                  

<210> 2
<211> 6
<212> PRT
<213> Artificial Sequence

<220> 
<223> structural group found in homing endonuclease

<400> 2
Gly Ile Tyr Tyr Ile Gly
 1               5      

<210> 3
<211> 18
<212> DNA
<213> Artificial Sequence

<220> 
<223> sequence recognized by SceI

<400> 3
tagggataac agggtaat                                               18

<210> 4
<211> 24
<212> DNA
<213> Aspergillus nidulans

<220> 
<223> recognition site of homing endonuclease AniI

<400> 4
ttgaggaggt ttctctgtaa ataa                                        24

<210> 5
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<211> 24
<212> DNA
<213> Aspergillus nidulans

<220> 
<223> recognition site of homing endonuclease AniI

<400> 5
ttatttacag agaaacctcc tcaa                                        24

<210> 6
<211> 26
<212> DNA
<213> Chlamydomonas eugametos

<220> 
<223> recognition site of homing endonuclease CeuI

<400> 6
taactataac ggtcctaagg tagcga                                      26

<210> 7
<211> 26
<212> DNA
<213> Chlamydomonas eugametos

<220> 
<223> recognition site of homing endonuclease CeuI

<400> 7
tcgctacctt aggaccgtta tagtta                                      26

<210> 8
<211> 30
<212> DNA
<213> Chlamydomonas humicola

<220> 
<223> 5-prime recognition site of homing endonuclease ChuI

<400> 8
gaaggtttgg cacctcgatg tcggctcatc                                  30

<210> 9
<211> 30
<212> DNA
<213> Chlamydomonas humicola

<220> 
<223> 5-prime recognition site of homing endonuclease ChuI

<400> 9
gatgagccga catcgaggtg ccaaaccttc                                  30

<210> 10
<211> 23
<212> DNA
<213> Chlamydomonas pallidostigmata

<220> 
<223> recognition site of homing endonuclease CpaI

<400> 10
cgatcctaag gtagcgaaat tca                                         23

<210> 11
<211> 23
<212> DNA
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<213> Chlamydomonas pallidostigmata

<220> 
<223> recognition site of homing endonuclease CpaI

<400> 11
tgaatttcgc taccttagga tcg                                         23

<210> 12
<211> 20
<212> DNA
<213> Chlamydomonas pallidostigmata

<220> 
<223> recognition site of homing endonuclease CpaII

<400> 12
cccggctaac tctgtgccag                                             20

<210> 13
<211> 20
<212> DNA
<213> Chlamydomonas pallidostigmata

<220> 
<223> recognition site of homing endonuclease CpaII

<400> 13
ctggcacaga gttagccggg                                             20

<210> 14
<211> 30
<212> DNA
<213> Chlamydomonas reinhardtii

<220> 
<223> recognition site of homing endonuclease CreI

<400> 14
ctgggttcaa aacgtcgtga gacagtttgg                                  30

<210> 15
<211> 30
<212> DNA
<213> Chlamydomonas reinhardtii

<220> 
<223> recognition site of homing endonuclease CreI

<400> 15
ccaaactgtc tcacgacgtt ttgaacccag                                  30

<210> 16
<211> 30
<212> DNA
<213> Desulfurococcus mobilis

<220> 
<223> recognition site of homing endonuclease DmoI

<400> 16
atgccttgcc gggtaagttc cggcgcgcat                                  30

<210> 17
<211> 30
<212> DNA
<213> Desulfurococcus mobilis
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<220> 
<223> recognition site of homing endonuclease DmoI

<400> 17
atgcgcgccg gaacttaccc ggcaaggcat                                  30

<210> 18
<211> 24
<212> DNA
<213> Escherichia coli pI-DreI

<220> 
<223> recognition site of homing endonuclease DreI

<400> 18
caaaacgtcg taagttccgg cgcg                                        24

<210> 19
<211> 24
<212> DNA
<213> Escherichia coli pI-DreI

<220> 
<223> recognition site of homing endonuclease DreI

<400> 19
cgcgccggaa cttacgacgt tttg                                        24

<210> 20
<211> 24
<212> DNA
<213> Bacillus subtilis phage SPO1

<220> 
<223> recognition site of homing endonuclease HmuI

<400> 20
agtaatgagc ctaacgctca gcaa                                        24

<210> 21
<211> 24
<212> DNA
<213> Bacillus subtilis phage SPO1

<220> 
<223> recognition site of homing endonuclease HmuI

<400> 21
ttgctgagcg ttaggctcat tact                                        24

<210> 22
<211> 24
<212> DNA
<213> Bacillus subtilis phage SP82

<220> 
<223> recognition site of homing endonuclease HmuII

<400> 22
agtaatgagc ctaacgctca acaa                                        24

<210> 23
<211> 24
<212> DNA
<213> Bacillus subtilis phage SP82

<220> 
<223> recognition site of homing endonuclease HmuII
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<400> 23
ttgttgagcg ttaggctcat tact                                        24

<210> 24
<211> 24
<212> DNA
<213> Lactococcus lactis

<220> 
<223> recognition site of homing endonuclease LlaI

<400> 24
cacatccata accatatcat tttt                                        24

<210> 25
<211> 24
<212> DNA
<213> Lactococcus lactis

<220> 
<223> recognition site of homing endonuclease LlaI

<400> 25
aaaaatgata tggttatgga tgtg                                        24

<210> 26
<211> 30
<212> DNA
<213> Monomastix sp.

<220> 
<223> recognition site of homing endonuclease MsoI

<400> 26
ctgggttcaa aacgtcgtga gacagtttgg                                  30

<210> 27
<211> 30
<212> DNA
<213> Monomastix sp.

<220> 
<223> recognition site of homing endonuclease MsoI

<400> 27
ccaaactgtc tcacgacgtt ttgaacccag                                  30

<210> 28
<211> 30
<212> DNA
<213> Pyrococcus furiosus Vc1

<220> 
<223> recognition site of homing endonuclease PI-PfuI

<400> 28
gaagatggga ggagggaccg gactcaactt                                  30

<210> 29
<211> 30
<212> DNA
<213> Pyrococcus furiosus Vc1

<220> 
<223> recognition site of homing endonuclease PI-PfuI

<400> 29
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aagttgagtc cggtccctcc tcccatcttc                                  30

<210> 30
<211> 15
<212> DNA
<213> Pyrococcus kodakaraensis KOD1

<220> 
<223> recognition site of homing endonuclease PI-PkoII

<400> 30
cagtactacg gttac                                                  15

<210> 31
<211> 15
<212> DNA
<213> Pyrococcus kodakaraensis KOD1

<220> 
<223> recognition site of homing endonuclease PI-PkoII

<400> 31
gtaaccgtag tactg                                                  15

<210> 32
<211> 25
<212> DNA
<213> Pyrobaculum organotrophum

<220> 
<223> recognition site of homing endonuclease PorI

<400> 32
gcgagcccgt aagggtgtgt acggg                                       25

<210> 33
<211> 25
<212> DNA
<213> Pyrobaculum organotrophum

<220> 
<223> recognition site of homing endonuclease PorI

<400> 33
cccgtacaca cccttacggg ctcgc                                       25

<210> 34
<211> 29
<212> DNA
<213> Physarum polycephalum

<220> 
<223> recognition site of homing endonuclease PpoI

<400> 34
taactatgac tctcttaagg tagccaaat                                   29

<210> 35
<211> 29
<212> DNA
<213> Physarum polycephalum

<220> 
<223> recognition site of homing endonuclease PpoI

<400> 35
atttggctac cttaagagag tcatagtta                                   29
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<210> 36
<211> 30
<212> DNA
<213> Pyrococcus sp.

<220> 
<223> recognition site of homing endonuclease PI-PspI

<400> 36
tggcaaacag ctattatggg tattatgggt                                  30

<210> 37
<211> 30
<212> DNA
<213> Pyrococcus sp.

<220> 
<223> recognition site of homing endonuclease PI-PspI

<400> 37
acccataata cccataatag ctgtttgcca                                  30

<210> 38
<211> 28
<212> DNA
<213> Saccharomyces capensis

<220> 
<223> recognition site of homing endonuclease ScaI

<400> 38
tgtcacattg aggtgcacta gttattac                                    28

<210> 39
<211> 28
<212> DNA
<213> Saccharomyces capensis

<220> 
<223> recognition site of homing endonuclease ScaI

<400> 39
gtaataacta gtgcacctca atgtgaca                                    28

<210> 40
<211> 30
<212> DNA
<213> Saccharomyces cerevisiae

<220> 
<223> recognition site of homing endonuclease SceI

<400> 40
agttacgcta gggataacag ggtaatatag                                  30

<210> 41
<211> 30
<212> DNA
<213> Saccharomyces cerevisiae

<220> 
<223> recognition site of homing endonuclease SceI

<400> 41
ctatattacc ctgttatccc tagcgtaact                                  30

<210> 42
<211> 39

Page 7



eolf-seql
<212> DNA
<213> Saccharomyces cerevisiae

<220> 
<223> recognition site of homing endonuclease PI-SceI

<400> 42
atctatgtcg ggtgcggaga aagaggtaat gaaatggca                        39

<210> 43
<211> 39
<212> DNA
<213> Saccharomyces cerevisiae

<220> 
<223> recognition site of homing endonuclease PI-SceI

<400> 43
tgccatttca ttacctcttt ctccgcaccc gacatagat                        39

<210> 44
<211> 29
<212> DNA
<213> Saccharomyces cerevisiae

<220> 
<223> recognition site of homing endonuclease SceII

<400> 44
ttttgattct ttggtcaccc tgaagtata                                   29

<210> 45
<211> 29
<212> DNA
<213> Saccharomyces cerevisiae

<220> 
<223> recognition site of homing endonuclease SceII

<400> 45
tatacttcag ggtgaccaaa gaatcaaaa                                   29

<210> 46
<211> 29
<212> DNA
<213> Saccharomyces cerevisiae

<220> 
<223> recognition site of homing endonuclease SceIII

<400> 46
attggaggtt ttggtaacta tttattacc                                   29

<210> 47
<211> 29
<212> DNA
<213> Saccharomyces cerevisiae

<220> 
<223> recognition site of homing endonuclease SceIII

<400> 47
ggtaataaat agttaccaaa acctccaat                                   29

<210> 48
<211> 29
<212> DNA
<213> Saccharomyces cerevisiae
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<220> 
<223> recognition site of homing endonuclease SceIV

<400> 48
tcttttctct tgattagccc taatctacg                                   29

<210> 49
<211> 29
<212> DNA
<213> Saccharomyces cerevisiae

<220> 
<223> recognition site of homing endonuclease SceIV

<400> 49
cgtagattag ggctaatcaa gagaaaaga                                   29

<210> 50
<211> 24
<212> DNA
<213> Saccharomyces cerevisiae

<220> 
<223> recognition site of homing endonuclease SceV

<400> 50
aataattttc ttcttagtaa tgcc                                        24

<210> 51
<211> 24
<212> DNA
<213> Saccharomyces cerevisiae

<220> 
<223> recognition site of homing endonuclease SceV

<400> 51
ggcattacta agaagaaaat tatt                                        24

<210> 52
<211> 24
<212> DNA
<213> Saccharomyces cerevisiae

<220> 
<223> recognition site of homing endonuclease SceVI

<400> 52
gttatttaat gttttagtag ttgg                                        24

<210> 53
<211> 24
<212> DNA
<213> Saccharomyces cerevisiae

<220> 
<223> recognition site of homing endonuclease SceVI

<400> 53
ccaactacta aaacattaaa taac                                        24

<210> 54
<211> 28
<212> DNA
<213> Saccharomyces cerevisiae

<220> 
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<223> recognition site of homing endonuclease SceVII

<400> 54
tgtcacattg aggtgcacta gttattac                                    28

<210> 55
<211> 28
<212> DNA
<213> Saccharomyces cerevisiae

<220> 
<223> recognition site of homing endonuclease SceVII

<400> 55
gtaataacta gtgcacctca atgtgaca                                    28

<210> 56
<211> 19
<212> DNA
<213> Synechocystis sp. PCC 6803

<220> 
<223> recognition site of homing endonuclease Ssp6803I

<400> 56
gtcgggctca taacccgaa                                              19

<210> 57
<211> 19
<212> DNA
<213> Synechocystis sp. PCC 6803

<220> 
<223> recognition site of homing endonuclease Ssp6803I

<400> 57
ttcgggttat gagcccgac                                              19

<210> 58
<211> 24
<212> DNA
<213> Escherichia coli phage T4

<220> 
<223> recognition site of homing endonuclease TevI

<400> 58
agtggtatca acgctcagta gatg                                        24

<210> 59
<211> 24
<212> DNA
<213> Escherichia coli phage T4

<220> 
<223> recognition site of homing endonuclease TevI

<400> 59
catctactga gcgttgatac cact                                        24

<210> 60
<211> 30
<212> DNA
<213> Escherichia coli phage T4

<220> 
<223> recognition site of homing endonuclease TevII
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<400> 60
gcttatgagt atgaagtgaa cacgttattc                                  30

<210> 61
<211> 30
<212> DNA
<213> Escherichia coli phage T4

<220> 
<223> recognition site of homing endonuclease TevII

<400> 61
gaataacgtg ttcacttcat actcataagc                                  30

<210> 62
<211> 30
<212> DNA
<213> Escherichia coli phage RB3

<220> 
<223> recognition site of homing endonuclease TevIII

<400> 62
tatgtatctt ttgcgtgtac ctttaacttc                                  30

<210> 63
<211> 30
<212> DNA
<213> Escherichia coli phage RB3

<220> 
<223> recognition site of homing endonuclease TevIII

<400> 63
gaagttaaag gtacacgcaa aagatacata                                  30

<210> 64
<211> 22
<212> DNA
<213> Artificial Sequence

<220> 
<223> recognition site of homing endonuclease PI-TliI

<220> 
<221> misc_feature   
<222> 6, 12
<223> n = A,T,C or G

<400> 64
taygcngaya cngacggytt yt                                          22

<210> 65
<211> 22
<212> DNA
<213> Thermococcus litoralis

<220> 
<223> recognition site of homing endonuclease PI-TliI

<220> 
<221> misc_feature   
<222> 11, 17
<223> n = A,T,C or G

<400> 65
araatccgtc ngtrtcngcr ta                                          22
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<210> 66
<211> 30
<212> DNA
<213> Thermococcus litoralis

<220> 
<223> recognition site of homing endonuclease PI-TliII

<400> 66
aaattgcttg caaacagcta ttacggctat                                  30

<210> 67
<211> 30
<212> DNA
<213> Thermococcus litoralis

<220> 
<223> recognition site of homing endonuclease PI-TliII

<400> 67
atagccgtaa tagctgtttg caagcaattt                                  30

<210> 68
<211> 19
<212> DNA
<213> Thermoproteus sp. IC-061

<220> 
<223> recognition site of homing endonuclease Tsp061I

<400> 68
cttcagtatg ccccgaaac                                              19

<210> 69
<211> 19
<212> DNA
<213> Thermoproteus sp. IC-061

<220> 
<223> recognition site of homing endonuclease Tsp061I

<400> 69
gtttcggggc atactgaag                                              19

<210> 70
<211> 24
<212> DNA
<213> Vulcanisaeta distributa IC-141

<220> 
<223> recognition site of homing endonuclease Vdi141I

<400> 70
cctgactctc ttaaggtagc caaa                                        24

<210> 71
<211> 24
<212> DNA
<213> Vulcanisaeta distributa IC-141

<220> 
<223> recognition site of homing endonuclease Vdi141I

<400> 71
tttggctacc ttaagagagt cagg                                        24

<210>  72
<211>  5
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<212>  PRT
<213>  Artificial Sequence

<220>
<223>  synthetic - N-Glycosylation Consensus Sequence

<220>
<221>  MISC_FEATURE
<222>  (1)..(1)
<223>  Xaa = Asp or Glu

<220>
<221>  MISC_FEATURE
<222>  (2)..(2)
<223>  Xaa = any natural amino acid except Pro

<220>
<221>  MISC_FEATURE
<222>  (4)..(4)
<223>  Xaa = any natural amino acid except Pro

<220>
<221>  MISC_FEATURE
<222>  (5)..(5)
<223>  Xaa = Ser or Thr

<400>  72

Xaa Xaa Asn Xaa Xaa 
1               5   
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