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8rP206637PC00_sr2 5
SEQUENCE LISTTNG

<110> centre National de la Recherche scientifìque (cruns)
LINGUEGLIA, ETic
DIOCHOT-GEORGI , Sy-lvì e
BARON-FORSTER, Anne
SALINAS, M'igueì
LAZDUNSKI, Mi chel

<120> NOVEL PEPTIDES WHTCH HAVE ANALGESIC EFFECTS AND WHICH TNHTBIT
ASIC CHANNELS

<l_30> 8rP206637PCO0

<150> FR 1-003136
<151> 20L0-07-26

<160> 22

<L70> Patentln version 3.5

<2l-0> l-
<2L!> 57
<2L2> PRT
<2L3> Dendroaspis poìyìepis

<220>
<22I> misc-feature
<222> (4). , (4)
<223> Xaa can be any naturally occurring amino acid

<400> 1,

Leu Lys cys Xaa cln His Gìy Lys val val rhr cys H-is Rrg Asp Met
1510 1-5

Lys Phe cys Tyr His Asn Thr Gly Met Pro phe Arg Asn Leu Lys Leu
20 25 30

Ile Leu cln Gly cys Ser Ser Ser cys Ser clu Thr Glu Asn Asn Lys
35 40 45

cys cys ser Thr Asp Arg cys Asn Lys
50 55

<210> 2
<zrL> 57
<2L2> PRT
<2L3> Dendroaspìs poìylepis

<400> 2

Leu Lys Cys Tyr Cln t-tjs Gly rys val Val rhr Cys Hjs Arg Asp Met
1_ 5 l-0 15

Lys ehe cys Tyr His Asn rhr cly Met pro phe Arg Asn Leu Lys Leu
20 2s 30

Ile Leu Gln Gly cys Ser Ser Ser cys Ser Glu Thr Glu Asn Asn Lys
35 40 4s

eage 1



8rP206637PC00_ST2 5

cys cys Ser Thr Asp Arg cys Asn Lys
50 s5

<2L0> 3
<2r1> 57
<212> PRT
<21-3> Dendroaspis polylepìs

<400> 3

Leu Lys Cys ehe cln His G1y Lys val val rhr cys Hìs nrg Asp Met
1510 1-5

Lys Phe Cys Tyr His Rsn Thr Gly Met Pro Phe Arg Asn Leu Lys Leu
20 2s 30

Ile Leu Gln Gly cys Ser Ser Ser cys Ser Glu Thr Glu Asn Asn Lys
35 40 45

cys cys Ser Thr Asp Arg cys Asn Lys
50 55

<21-0> 4
<ztL> 237
<2L2> DNA
<2L3> Dend roaspì s poì y'l epì s

<220>
<22L> misc-feature
<222> (74)..(74)
<223> n corresponds to a or t
<220>
<22L> misc-feature
<222> (75)..(75)
<223> n corresponds to c or t
<400> 4
atgaaaactc tgctgctgac cttgctggtg gtgacaatcg tgtgcctaga cttaggatac 60

tccctgaaat gttnncaaca tggtaaagtt gtgacttgtc atcgagatat gaagttttgc LzO

tatcataaca ctggcatgcc ttttcgaaat ctcaagctca tcctacaggg atgttcttct 180

tcatgcagtg aaacagaaaa caataagtgt tgctcaacag acagatgcaa caaatag 237

<210> 5
<2rr> 446
<2L2> DNA
<2I3> Dend roaspi s po1 y-l epì s

<220>
<22L> cDs
<222> (1)..(237)

<220>
<22t> sìg-peptide
<222> (1).. (63)

eage 2



<220> 
8rP206637Pc00 ST25

<22I> polyR-site
<222> (446)..(446)

<400> 5

atg aaa act ctg ctg ctg acc ttg ctg gtg gtg aca atc gtg tgc cta 48
Met Lys Thr Leu Leu Leu Thr Leu Leu Val Val rhr lle Val Cys Leu
1_510 1s

gac tta gga tac tcc ctg aaa tgt tac caa cat ggt aaa gtt gtg act 96
Asp Leu cly ryr Ser Leu Lys cys Tyr Gln H'is cly lys val val rhr

20 25 30

tgt cat cga gat atg aag ttt tgc tat cat aac act ggc atg cct ttt 744
cys Hjs Arg Asp Met Lys Phe Cys Tyr His Asn Thr Gly Met Pro Phe

3s 40 45

cga aat ctc aag ctc atc cta cag gga tgt tct tct tcg tgc agt gaa L92
Arg Asn Leu Lys Leu lle Leu Cln Cly Cys Ser Ser Ser Cys Ser Glu

50 55 60

aca gaa aac aat aag tgt tgc tca aca gac aga tgc aac aaa tag 237
Thr Glu Asn Asn Lys cys cys Ser Thr Asp Arg cys Asn Lys
65 70 75

ctctacgagt ggctaaattc attgagtttt gctctcatcc attgtggacc atccttgaaa 297

atttatgctt gtggccttta ccaccagatg gtccatcatc cccctctccc ctgctttctt 357

tgatacctca tcatctttcc cttttctctt gttctgtaat ttccttctgc tagttctgta 417

gtttgagaat caaataaaac tcagcattc 446

<210> 6
<2L1"> 78
<2L2> PRT
<2t3> Dendroaspis poìyìepis

<400> 6

Met Lys Thr Leu Leu Leu Thr Leu Leu Val val fhr Ile Val cys Leu
l_ 5 l_0 15

Asp Leu C1y ryr Ser Leu Lys Cys Tyr Gln His Gìy Lys Val Val thr
20 25 30

cys His Arg Asp Met Lys Phe Cys Tyr His Asn Thr cly Met Pro Phe
35 40 45

Arg Asn Leu Lys Leu rle Leu Gln Gly cys Ser Ser Ser Cys Ser Glu
50 55 60

Thr Glu Asn Asn Lys cys cys Ser Thr Asp Arg cys Asn Lys
65 70 75

<210> 7
<271> 20
<212> DNA
<2L3> Artificial sequence

<220>
<223> ol 'igonucl eoti de

eage 3



8rP206637PCo0_Sr2 5

<220>
<221> misc-feature
<222> (3). . (3)
<223> n corresponds to the inosine base capable of hybridizing w'ith a,

t, g or c

<220>
<22L> misc-feature
<222> (6). . (6)
<223> y can be t or c

<220>
<22L> misc-feature
<222> (9). . (9)
<223> r can be g or a

<220>
<22L> misc-feature
<222> (r2)..(L2)
<223> y can be t or c

<220>
<22L> misc-feature
<222> (1s). . (1s)
<223> n corresponds to the inosine base capable of hybridizing wìth a,

t, g or c

<220>
<221> misc_feature
<222> (18). . (18)
<223> r can be g or a

<400> 7
tgnttycarc ayggnaargt

<210> 8
<zLL> 2L
<2L2> DNA
<2L3> Arti fi c'i a'l sequence

<220>
<223> o1ìgonucleotide

<220>
<22I> m-i sc_feature
<222> (1)..(1)
<223> y can be t or c

<220>
<22I> misc_feature
<222> (4). .(4)
<223> n corresponds to the inosine base capable of hybrìdizing with a,

t, g or c

<220>
<22I> misc_feature
<222> (6). . (7)
<223> r can be g or a

<220>
<22I> mi sc-feature
<222> (1_0)..(10)
<223> n corresponds to the inosjne base capable of hybridizing wìth a,

t, g or c
eage 4
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<220>
<22L> mi sc-feature
<222> (13). . (13)
<223> r can be g or a

<220>
<22I> misc-feature
<222> (16). . (16)
<223> n corresponds to the

t, g or c

<400> I
yttnarrttn cgraanggca t

<210> 9
<ZLr> 30
<2!2> DNA
<2L3> Artificial Sequence

<220>
<223> oligonucìeotide

<400> 9
acacgaattc gctatcataa cactggcatg

<210> 10
<zLL> 40
<2L2> DNA
<213> Artificial Sequence

<220>
<223> o-li gonucl eoti de

<400> 1-0
acacgaattc tttttttttt tttttttttt

<2ro> 11_

<zLL> 31
<2L2> DNA
<2L3> Artificiaì Sequence

<220>
<223> olìgonucleotide

<400> 11
acacgaattc tccagagaag atcgcaagat

<210> 72
<2r1> 31_

<2L2> DNA
<2L3> Artificial sequence

<220>
<223> o1-i gonucl eoti de

<400> t2
acacgaattc atttagccac tcgtagagct

<210> 13
<ztl> 6
<2L2> PRT
<2L3> Dendroaspi s poì y'lepi s

8rP206637PCO0_sr2 5

inosine base capabìe of hybridizing with a,

tttttttttt

2T

30

40

31

31.

eage 5



8rP206637 PC00_ST2 5

<400> 1_3

Cys Phe Gln His Gly Lys
15

<210> 74
<211> 6
<2].,2> PRT
<21-3> Dendroaspì s polyìepis

<400> 14

cys Tyr Gln His Gly Lys1s
<21-0> l-5
<ztl> 12
<2L2> PRT
<213> Dendroasp'is po'lyì ep'is

<400> 15

cys ehe Gln His Gly lys val val rhr cys uis arg
1sl_0

<210> 16
<211-> L2
<2I2> PRT
<2L3> Dendroaspis po-lyìepìs

<400> 16

cys Tyr Gln His cly Lys va] val thr cys His Arg
1s1-0

<210> 17
<2LL> 6
<2I2> PRT
<2L3> Dendroasp'is pol yl epi s

<400> L7

val val thr cys His nrg

<210> 1B
<2LL> 1"4
<2T2> PRT
<2L3> Dendroaspis polyìepìs

<400> 18

Asp Met Lys Phe Cys Tyr His Asn Thr Gly Met Pro Phe Arg

<zLO> l-9
<zLL> T7
<2L2> PRT
<2L3> Dendroaspì s po'lyl epi s

<400> 1_9

eage 6
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8rP206637PC00_ST2 5

Leu rle Leu Gln cly cys Ser Ser Ser cys Ser Glu Thr Glu Asn Asn
151015

Lys

<210> 20
<211> 6
<2T2> PRT
<2L3> Dend roaspi s po'l y'l ep'i s

<400> 20

cys cys ser Thr Asp Arg
15

<210> 2t
<21b 23
<2L2> PRT
<213> Dendroaspìs polylepis

<400> 2L

Leu Ile Leu Cln Cly Cys Ser Ser Ser Cys Ser
1510

Lys cys cys Ser Thr Asp Arg
20

<210> 22
<zLL> 1-74
<2I2> DNA
<2L3> Dend roaspi s pol y1 ep'i s

<220>
<22L> misc-feature
<222> (11_)..(1_1)
<223> n corresponds

<220>
<22L> misc-feature
<222> (L2)..(r2)
<223> n corresponds

<400> 22
ctgaaatgtt nncaacatgg

cataacactg gcatgccttt

tgcagtgaaa cagaaaacaa

toaort

tocort

taaagttgtg acttgtcatc

tcgaaatctc aagctcatcc

taagtgttgc tcaacagaca

clu rhr Glu Asn Asn
15

gagatatgaa gttttgctat
tacagggatg ttcttcttcg
gatgcaacaa atag

60

L20

174

eage 7


