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BIP206637PCO0_ST25
SEQUENCE LISTING

<110> Centre National de Ta Recherche Scientifique (CNRS)
LINGUEGLIA, Eric
DIOCHOT-GEORGI, Sylvie
BARON-FORSTER, Anne
SALINAS, Miguel
LAZDUNSKI, Michel

<120> NOVEL PEPTIDES WHICH HAVE ANALGESIC EFFECTS AND WHICH INHIBIT
ASIC CHANNELS

<130> BIP206637PC00

<150> FR 1003136
<151> 2010-07-26

<160> 22
<170> PatentIn version 3.5
<210> 1
<211> 57

<212> PRT
<213> Dendroaspis polylepis

<220>

<221> misc_feature

<222> (A)..(4)

<223> Xaa can be any naturally occurring amino acid

<400> 1
Eeu Lys Cys Xaa Gln His Gly Lys val V81 Thr Cys His Arg Qsp Met
5 1 5

Lys Phe Cys T%r His Asn Thr Gly Met Pro Phe Arg Asn ggu Lys Leu
2 25

ITe Leu GIn Gly Cys Ser Ser Ser Cys Ser Glu Thr Glu Asn Asn Lys
35 40 45

Cys Cys Ser Thr Asp Arg Cys Asn Lys
50 55

<210> 2

<211> 57

<212> PRT

<213> Dpendroaspis polylepis

<400> 2
&eu Lys Cys Tyr GIn His Gly Lys val val Thr Cys His Arg ﬁgp Met
5 10

Lys Phe Cys ;%r His Asn Thr Gly Met Pro Phe Arg Asn ggu Lys Leu
25

Ile Leu §1n Gly Cys Ser Ser SSr Cys Ser Glu Thr ggu Asn Asn LyS
5 4

Page 1



BIP206637PCO0_ST25

Cys Cys Ser Thr Asp Arg Cys Asn Lys
50 55

<210>
<211>
<212>
<213>

<400>

3

57

PRT

Dendroaspis polylepis

3

Leu Lys Cys Phe Gln His Gly Lys val val Thr Cys His Arg Asp Met
1 5 10 15

Lys Phe Cys ;%r His Asn Thr Gly Met Pro Phe Arg Asn ggu Lys Leu
25

Ile Leu g1n Gly Cys Ser Ser Sgr Cys Ser Glu Thr Glu Asn Asn Lys
5 4

Cys Cys Ser Thr Asp Arg Cys Asn Lys
50 55

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

atgaaaactc tgctgctgac

4
237
DNA
Dendroaspis polylepis

misc_feature
(748)..(78
n corresponds to a or t

misc_feature

@75..(5

n cor‘r‘esponds to cor t

4

45

cttgctggtg gtgacaatcg tgtgcctaga cttaggatac

tccctgaaat gttnncaaca tggtaaagtt gtgacttgtc atcgagatat gaagttttgce

tatcataaca ctggcatgcc

tcgtgcagtg aaacagaaaa

<210>
<211>
<212>
<213>

<220>
<221>
<222>

<220>
<221>
<222>

5

446

DNA

Dendroaspis polylepis

CDS
(1D..(237)

sig_peptide
(1)..(63)

ttttcgaaat ctcaagctca tcctacaggg atgttcttct

caataagtgt tgctcaacag acagatgcaa caaatag

Page 2
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<220>

<221>
<222>

<400> 5

atg
Met
1

gac
Asp

tgt
cys

cga
Arg

aca
Thr
65

aaa act
Lys Thr

tta g?a
Leu Gly

cat cga
His Arg
35

aat ctc
Asn Leu
50

gaa aac
Glu Asn

ctg
Leu

tac
Tyr
20

gat
ASp

aag
Lys

aat
Asn

polyA_site
(446)..(446)

ctyg
Leu
5

tcc
Ser

atg
Met

ctc
Leu

aag
Lys

ctg
Leu

ctyg
Leu

aag
Lys

atc
Ile

tgt
Cys
70

acc
Thr

aaa
Lys

ttt
Phe

cta
Leu
55

tgc
Cys

ttg
Leu

tgt
Cys

tgc
Cys
40

cag
Gin

tca
ser

BIP206637PC00_ST25

ctg
Leu

tac
Tyr
25

tat
Tyr

oty

aca
Thr

gt
va
10

caa
Gln

cat
His

tgt
Cys

gac
Asp

gt
va

cat
His

aac
Asn

tct
ser

aga
Arg
75

ctctacgagt ggctaaattc attgagtttt gctctcatcc

atttatgctt gtggccttta ccaccagatg gtccatcatc

tgatacctca tcatctttcc cttttctctt gttctgtaat

gtttgagaat caaataaaac tcagcattc

<210> 6
<211> 78
<212> PRT
<213>

<400> 6

Met Lys Thr Leu
1

Asp Leu Gly Tyr
20

Leu
5

Ser

Leu

Leu

Cys His Arg Asp Met Lys
35

Arg Asn Leu Lys
50

Thr Glu Asn Asn

65

<210> 7
<211> 20
<212> DNA

<213>

<220>

<223>

Leu

Lys

ITe

Cys
70

oTigonucieotide

Dendroaspis polylepis

Thr

Lys

Phe

Leu

55

Cys

Artificial Sequence

Leu

Cys

Ser

Leu

Tyr

Tyr

Gly

Thr

val

10

Gln

His

Cys

Asp

val

His

Asn

sSer

Arg
75

Page 3

aca atc
Thr Ile

g?t aaa
Gly Lys

act ggc
Thr G%y
45

tct tcg
Ser Ser
60

tgc aac
Cys Asn

attgtggacc atccttgaaa
cccectcteece ctgetttett

ttcecttctge tagttctgta

Thr Ile

Gly Lys

Thr Gly
45

ser Ser
60

Cys Asn

gt
Va

gtt
val
30

atg
Met

tgc
Cys

aaa
Lys

tgc
Cys
15

gt
va

cct
Pro

agt
ser

tag

cta
Leu

act
Thr

ttt
Phe

gaa
Glu

val Cys Leu
15

val val Thr

30

Met Pro Phe

Cys Ser Glu

Lys

48

96

144

192

237

297

357

417
446



<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

tgnttycarc aygghaargt

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

BIP206637PC0O0_ST25

misc_Ffeature

3)..03

n corresponds to the 1inosine base capable of hybridizing with a,
t, gorc

misc_feature
(6)..(6)
y can be t or c

misc_feature

(9)..(09)
r can be g or a

misc_feature
(12)..(12)
y can be t or ¢

misc_feature

(15)..(15) . .
n corresponds to the inosine base capable of hybridizing with a,

t, gorc

misc_feature
(18)..(18)
r can be g or a

7
20

8

21

DNA

Artificial Sequence

Oligonucleotide

misc_feature

W..(D

y can be t or c

misc_feature

(4)..(4H

n corresponds to the inosine base capable of hybridizing with a,
t, gorc

misc_feature
6)..(7)

r can be g or a

misc_feature
(10)..(10) ) i o ]
n corresponds to the inosine base capable of hybridizing with a,
t, g orc
Page 4
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<220>

<221> misc_feature
<222> (13)..(13)
<223> r can be g or a

<220>
<221> misc_feature
<222> (16)..(16)

<223> n corresponds to the inosine base capable of hybridizing with a,

t, gorc

<400> 8
yttnarrttn cgraanggca t

<210> 9

<211> 30

<212> DNA

<213> Artificial Sequence
<220>

<223> Oligonucleotide
<400> 9

acacgaattc gctatcataa cactggcatg

<210> 10

<211> 40

<212> DNA

<213> Artificial Sequence

<220>
<223> 0Oligonucleotide

<400> 10

acacgaattc tttttttttt ttrttttttt tttttttttt

<210> 11

<211> 31

<212> DNA

<213> Artificial Sequence
<220>

<223> Oligonucleotide
<400> 11

acacgaattc tccagagaag atcgcaagat ¢

<210> 12

<211> 31

<212> DNA

<213> Artificial Sequence
<220>

<223> Oligonucleotide
<400> 12

acacgaattc atttagccac tcgtagagct a

<210> 13
<211> 6
<212> PRT

<213> Dendroaspis polylepis

Page 5
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40
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<400> 13

Cys Phe GIn His Gly Lys
1 5

<210> 14

<211> 6

<212> PRT

<213> Dendroaspis polylepis

<400> 14
Eys Tyr Gln His Gly Lys
5

<210> 15

<211> 12

<212> PRT

<213> Dendroaspis polylepis

<400> 15
gys Phe GIn His Gly Lys val val Thr E%s His Arg
5

<210> 16

<211> 12

<212> PRT

<213> Dendroaspis polylepis

<400> 16
gys Tyr GIn His g1y Lys val val Thr g%s His Arg

<210> 17

<211> 6

<212> PRT

<213> Dendroaspis polylepis

<400> 17
val val Thr Cys His Arg
1 5

<210> 18

<211> 14

<212> PRT

<213> Dendroaspis polylepis

<400> 18

ésp Met Lys Phe gys Tyr His Asn Thr Ggy Met Pro Phe Arg
1

<210> 19

<211> 17

<212> PRT

<213> Dendroaspis polylepis

<400> 19
Page 6



Leu Ile Leu GIn Gly Cys Ser Ser Ser Cys Ser Glu Thr Glu Asn Asn
5 10 15

Lys

<210>
<211>
<212>
<213>

<400>

20

6

PRT

bendroaspis polylepis

20

Eys Cys Ser Thr Asp Arg
5

<210>
<211>
<212>
<213>

<400>

Leu Ile Leu GIn Gly Cys Ser Ser Ser Cys Ser Glu Thr Glu ﬁgn Asn
5 10

21

23

PRT

Dendroaspis polylepis

21

Lys Cys Cys Sgr Thr Asp Arg

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

ctgaaatgtt nncaacatgg taaagttgtg acttgtcatc gagatatgaa gttttgctat
cataacactg gcatgccttt tcgaaatctc aagctcatcc tacagggatg ttcttcttcg

tgcagtgaaa cagaaaacaa taagtgttgc tcaacagaca gatgcaacaa atag

22

174

DNA

Dendroaspis polylepis

misc_feature
(1Dn..an
n corresponds to a or t

misc_feature
(12)..a2»
n corresponds to c or t

22

BIP206637PC00_ST25
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