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tgteeteten

tgtgootiztc

coagetecta

sooacetist

tgototoaaa

gotecagmes

atitteates
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pagatizaag

gepeotgase

tetggggate

srosgggate

ctggateaca

catactecag

cpcaagctot
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seaatgEtEs CIECBCCLES
ctgacgaace 1ZatRECCHE

gegetacteg cateagigas

attottosne casccegace
gegateceng goteggoote
gaggactioa tatoagotac
tegattecage ttiestgcts

ggascotort ctacagosac
castonnsaa accsgocatyg
ﬂtaaﬁtaaac caagpagaag
ptgoteagtg ggatgacete
gtetateeat gasgnosgac
cagagacggs goagotgtta

coactoc8ga AREACEHEED

crtoagagae ooaggtotas

etctgetite
cuotgotoos
aagagootag
sgoacgtoto
teteosogtt
gecattggty
Tacagrcaca

cootootass
tTacascoags
gtonagates
gagcaactgs
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CagpangagG

totoigoosg
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<400> 3

¥Met Gly Arg Val Ser Phe Ser Val Arg Val Ser 3er Val Arg Arg Als
1 B 10 15

Arg Cys Ser Cys Pro Gly Arg Cys Tyr Leu 3zr Cys Arg VYal Pro Pro
20 25 30

The Thr Ala Leu Arg Als Leu Asn Gly Leu Gly Gys Ala Gty Vai Pro
35 ‘ 40 45

Gly 6lu Thr Ala Gly Gly Ala Val Gly Pro Gly Pro Ley &y Thr Arg
80 b5 &0

Gly Phe Leu Sar Gly Ser Lys Phe 8in Ala Pro Bly Ser Trp Lvs Asp
i) 70 75 80

Cys Phe Gly Ala Pro Pro Ala Pro Asp Val Lauy Arg Ala Asp Arg Bar
g5 g0 410

Val Gly Glu Gly Cys Pro Gin Lys Leu Val Thr Ala Asn Leu Leu Arg
100 108 110

Phe Leu Leu Leu Val Leu lie Pro Cvs ile Gys Ala tey Jle ¥al Leu
115 120 125

{eu Ala ile Leu Leu Ser Phe Val Gly Thr Leu Lys Arg Val Tyr Phe
130 185 140



Lys Ser
145

Pra Gly

Pro Ser

Pro Ser

[ia Thr

210

Pro Leu
225

Phe Phe

Fhe Gly

Arg His
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Asn Asp Ser Glu Pro Leu Val Thr Asp Gly flu Ala Arg V=l
180 155 160

Va! fie Pro Val Asn Thr Val Tyr Tyr Glu Asn Thr Gly Ala
165 170 175

Leu Pro Pro Ser Gln Ser Thr Pro Ala Trp Thf Proe Arg Ala
180 185 1a0

Pro Glu Asp Gin Ser His Arg Asn Thr Ser Thr Cys Met Asn
185 200 205

His Ser §in Cys GlIn tle Leu Pro Tyr His Ser Thr Leu Ala
215 220

Lau Pro [la Val Lys Asn Met Asp Met Glu Lys Phe Leu Lys
230 235 C 240

Thr Tyr Leu His Arg Leu Ser Cys Tyr Gin His lle Leu Leu
245 250 285

Cys Ser Leu Ala Phe Pro Glu Oys Val Val Asp Gy Asp Asp
280 265 270

Gly Leu Leu Pro Oys Arg Ser Phs Cys Glu Ala Ala Lys Glu
275 280 285
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giy Cys Glu Ser Val Leu Gly Met Val Asn Ser Ser Trp Pro Asp Ser
280 205 300

Loy Arg Cys Ser Gin Phe Arg Asp His Thr ity Thr Asn Bar Ser Val
305 310 K 320

4rz Lys Ser Cys Phe Ser Leu Gin &in Glu His Gly Lve Gln Ser Ley
325 330 335

Cys Gly Gly Gly 8lu Ser Phe Leu Cys Thr Ser Gly Leu Cys Val Pro
340 345 380

Lys Lys Leu GIn Cys Asn @ly Tyr Asn Asp Cys Asp Asp Trp Ser Asp
355 360 365

Glu Ala His Gys Asn Cys 8Ser Lys Asp Leu Phe His Gys Gly Thr Gly
370 375 380

Lys Gys Leu His Tyr Ser Leu leu Cys Asp Gly Tyr Asp Ahsp Cye Gly
385 380 395 400

ksp Pro Ser Asp Glu Bin Asn Cys Asp Cys Asn leu Thr Lys Gilu His
405 410 ' 415

Arg Cvs Gly Asp Gly Arg Cys lle Ala Ala Glu Trp Val Cvs Asp 8ly
420 425 430
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Asp His Agp Cys Val Asp Lys Ser Asp Glu Val
435 440

Ser Gin Gy Leu Val Glu Cys Thr Ser Gly GIn
450 A5h

Pha Gin Cys Asp Bly Asp €lu Asp Cys Lys Asp
465 470 478

Asn Oys Ser Asp Ber Gin Thr Pro Gys Pro Giu
485 30

Phe Gly Ser Ser Cys Val Glu Ser Gys Ala Gly
500 505

Ser Asp Ser Ser Leu Ser Asn Cys Ser Gin Cys
515 520

Glu Lau Cys Met Asn Leu Leu Tyr Asn His Thr
Bak 35

Ley Gly His Arg Thr 8in Lys Glu Ala Ser lie
545 550 585

Leu Phe Pro Ala Leu Val Gin Thr Asn Cys Tyr
565 570

Asn Cvs Sar Cvz His
445

Cys tle Pro Ser Thr
480

@iy Ser Asp Glu Glu
480

Gly Glu Gln Gly Cys
AQS

Ser Ser Leu Cys Asp
© 510

Gl Pra s The Leu
525

Hig Tyr Fro Asn Tyr
B4D

Sar Trp Glu Ser Ser
580

Lys Tyr Leu Met Phe
575



Phe Ala Cys Thr
580

Arg lie Pro Pro
RBh

Giy Ser Val Leu
810

Cys Asn Gin Phe
625

Pro Asn 1y Asp

Ser Gly Arg Cya
B8O

Cvs Asp Asp Asp
B75

Lew Trp Giu Gys
B20

Cys Asp Giy Phe
105

16/41
lle Leu Val Pro Lys Cys Asp Val Asn Thr Gly Gin
B85 540

Oys Arg Leu Leu Qys Glu Hies Ser Lys Glu Arg Cys
8OO &05

Gly lie Val Gly Lew Gin Trp
615

Pro Glu Asp Thr Asp
g20

Pro Glu Glu Ser Ser Asp Asn
630 535

Gin Thr Cys Leu Lau
B40

val Glu Glu Cys Ser Pro Ber
845 8B

His Phe Lys Cya Arg
555

val Leu Bly Ber Arg Arg Cys
865

Asn Biy Gin Alg Asp
870

Ser Asp Giu Glu Asn COys Gly
BR0

ivs Glu Arg Ala

Cys
- BBh

Pro Phe Asn Lys Gln Oys Leu
685

Lys His The Leu lle
700

Pra Asp Cys Pro Asp Ser Met
710 715

Asp Glu Lys Asn Cys
720



Ser Pha Cys fin

Pro Arg Asp leu
140

hep Glu Trp Gly
755

Leu Leu Thr Val
776

Gly Trp Arg Glu
785

Gly Glu Pro Ser

Trp Leu Arg Leu
B2

Gin Giu Ley Leu
835

Ser Leu Leu Ovs
BEO

17/41

Asp Asn Blu Leu Glu Cys Ala Asn His Glu Cys Val

725 730

135

Trp Cys Asp Gly Trp Val Asp Cys Ser Asp Ser Ser

748

750

Cys Val Thr Leu 8Ser Lys han Gly Asn Ser Ber Ser

760

His Lys Ser Ala Lvs Giu His
775

Thr Leu Ser fin Lau Ala Uys
780 795

Val Thr Lvs Leu llg Pro @iy
BO5 810

Tyr Pro Asn Trp Glu Asn Leu
B25

Val Tyr Arg His Ser Gys Pro
840

Sar Lys Gin Asp Cvs Gly Arg
8h&

765

His Val Cys Ala Asp

iys 8in Met Gy Leu

800

Gin &lu Gly &in Gin

815

Asn Gly Ser Thr Leu

830

Ser Arg Ser Giu lla

845

Arg Pro Ala Alg Arg
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Mat Azn Lys Arg lie Ley Gly Giy Arg The Ser Arg Pro Gly Arg Trp
BE&S B70 875 Bao

Pro Trp 4in Cys Ser Leu &in Ser Glu Pro Ser Gly His [ie Gys Gly
885 RO 895

Ovs Val Leu lie Ala Lys Lys Trp Val Leu Thr Val Ata His Cys Phe
800 805 810

Giu Giy Arg Glu Asp Ala Asp Val Trp Lys Vai Val Pha Gly lle Aen
918 820 §25

Amsn Lau Asp Hiz Pro Ber @iy Phe Met Gln Thr Arg Phe Val Lys Thr
830 845 DAl

[le Leu Leu Higz Pro Arg Tyr Ser Arg Als Yal Val Asp Tyr Asp lle
045 850 485 880

Ser Val Val 6ju Leu Ser Asp Asp lle Asn Glu Thr Ser Tyr Val Arg
Q&5 570 975

Fro Val Gys Leu Pro Ser Pro &lu 8lu Tyr Leu Glu Pro Azp Thr Tyr
980 985 - 880

Gys Tyr [le Thr Gly Trp Giy His Met Gly Asn Lys Met Pro Phe Lys
285 1000 1005
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fey Bln Giu 8ly Glu Val Arg [ie He Pry Leu Glu Gin Gys Gln

101

Ser Tyr Pha Asp Het Lys

0

1025

Giy Tyr Giu Ber Gly Thr

1040

Giy Pro Lau Val Cya Qlu

1058

Gly Ley Thr Sar Trp Gly

107

Pro Gly V¥al Tyr Ber Asn

0

1085

Arg Gin

11400

2100
SARD
L212>
{218

e Tyr lie Gin

4

1848

PRT

Homo saplens

<400> 4

1018 1020

Thr 1le Thr Asn Arg Met (le Oys Ala
1030 1035

Val Asp Ser Cvs Mat Gly Asp Ser Gly
1045 1050

Arg Pro Gly Gly 8ln Trp Thr Leu Phe
1080 1085

Sar Val Cys Phe Ser Lvs Vel Leu Oty
1075 1080

Val 8er Tyr Phe Va] Gly Trp ile Glu
1080 1085

Thr Phe Leu Gin Lvs Lys Ser Gln Gly
1108 1110



Vet Arg Arg &in
1

His Vai leu Pro
20

fys Cys Lle Arg
35

Asp Asp Ser Aszp
50

Glu Phe Pro Cvs
85

Asp Gly Asp Asn

Arz Lys Oys Ser
100

Ala Glo His Trp
118

Asp Biu Blu Asn
130

Trp Giy Ala Lsu Leu Leu &ly Ala Leu Leu Gys

5

Thr Cys Ser Pro Leu Asp Phe His Cys Asp Asn

Arez Ser Trp Val {vs Asp Giv Asp Asn Asp Qys

Glu Ain Asp Cys Pro Pro Arg Glu Oys Glu Giu

BB

Gin Asn Giv Tyr Gys lle Arg Ser Leu Trp His

70

Asp Gve Gly Asp Asn Sar Asp Glu Gln Cys Aep

85

Asp Lvs Glu Phe Arg Cys Ser Asp Giy Ser Cys

Tyr Cys Asp Gly Asp Thir Asp Cys Lys Asp Giy

Cye Pro Ser Als Vai Pro Afa Pro Pro Gys Asn

185

40

120

25

108

20/41

10

80

75

60

140

45

125

30

110

15

85

Als

Gly

Giu

Aso

Cys
BG

Ret

[RE:]

Sar

Lau
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&lu Blu Phe Gin Cys Ala Tyr Gly Arg Oys lle Leu Asp Ila Tyr His
145 150 155 168

Cys Asp Gly Asp Asp Asp Cys Giy Asp Trp Ser Asp Glu Ser Asp Cys
185 - 176G 175

Cys Glu Tyr Ser Gly Gin Leu Gly Ala Ser His &In Pro Oys Arg Sar
180 185 150

Gly Giu Pha Met Cys Asp Ser Gly Leu Cys 1le Asn Ala Gly Trp Arg
195 280 205

Cys Asp Gly Asp Ala Asp Cys Asp Asp @ln Ser Asp Glu Arg Asn Gys
210 215 220

Lys @in Phe Arg Cye His Ser Gly Arg Ovs Val Arg Leu Ser Trp Arg
225 230 235 240

Cys Asp Gly Giu Asp Asp Cys Ala Asp Asn Ser Asp Glu Glu Asn Cys
245 250 255

Giu Asr Thr Gly Ser Pro Gin Gys Ala Leu Asp Gin Phe Leu Cys Trp
280 268 276

Asn Gly Arg Cvs lle 8ly Gin Arg Lys Leu Oys Asn Gly Val Asn Asp
278 280 235
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Cys Gly Asp Asn Ser Asp Glu Ser Pro Gin &in Asnh Oys Arg Pro Arg

280

Th Bly Glu §lu
305

Bys Gin Met Val

Arg Leu Thr Glo
340

Gig Glu 8ly Tyr
355

Bin Cvs Tro Gys
370

Cvs Lvs Ala Leu
285

Asp 'ie Arg Gln

Asn Asn Lew flu
A20

295 300

Asn Ovs Asn Val Asn Asn Gly Gly Gys Aia GIn
310 318

Arg Gly Ala Val @in Cys Thr Cys His Thr Gly
325 330 385

Asp Gly Hig The Cys Gin Asp Val Asn Glu Gvs
345 350

Cvs Ser Gin Gly Cys Thr Asn Ser Giu Gly Ale
360 368

Glu Thr Gly Tyr Glu Leu Arg Pro Asp Arg Arg
375 380

Gty Pro Glu Pro Val Leu Leu Phe Ala Asn Arg
380 Ins '

val Leu Pro Hiz Arg Ser Glu Tyr Thr Leu Leu
405 410 415

Asn Ala lle Ala Lsu Asp Phe His His Arg Arg
425 430

Lys
320

Tyr

Aig

Phe

Ser

lle
400

Leu

Glu
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Leu Val Phe Trp Ser Asp Val Thr Leu Asp Arg [le Leu Arg Ala Asn
435 440 445

Lat Asn @ly Ser Asn Val &iu &lu Val val Ser Thr Gly Leu Giu Ser
450 455 460

Pro Gly Gly Leu Ala Val Asp Trp Val Hiz Asp Lys Leu Tyr Trp Thr
ABS 470 475 ABG

Asp Ser Giy Thr Ser Arg ile Glu Val Ala A=n Leu Asp Giy Ala Hie
485 450 485

Arg Lvs Vai Leu Leu Trp Gin Asn Leu &1u Lys Pro Arg Ala lis Ala
500 505 510

Ley His Pro Met Glu Gly Thr {le Tyr Trp Thr Asp Trp Giy Asn Tar
518 520 525

Bro Arg |le Giu Ala Ser Sar Met Asp &ly Ser &y Arg Arg lle e
530 5358 BAD

Ala Asp Thr His Leu Pne Trp Pro Asn Biy Leu Thr lle Asp Tyr Ala
545 550 555 560

Gly Arg Arg Met Tyr Trp Val Asp Ala Lys Hie His Val lle &lu Arg
&b 570 R75
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Ala Asn Leu Asp Gly Ser Hig Arg Lys Ala Val
B0 585

Glu Asp Ser Leu Tyr Trp Thr Asp Trp His Thr
£85 800

Ala Asn Lys Phe Thr Gly Lys Agn Gin Glu lle
B0 81b

Hiz Pha Pro Met Asn lie Hig Thr teu His Pro
B25 B30 835

Giy Lys Ash Arg Cys Gly Asp Asn Asn Gly Gly
B45 B5D

Leuy Pro Sar 81y &in Asn Tyr Thr Gye Alz Cys
860 G65

Lys 1le Ser Ser Hiz Ala Ovs Alz Gin Ser Ley
&75 880

Phe Al Arg Arg Met Asp lis Arg Arg 1le Ser
550 85

Leu Ser Asp Asp Val lle Pro Lsu Als Asp Val
705 710 Al

Iie Ser Gin Val Phe

580

Lys Ser lle
805

lla Arg Asn

820

Gin Arz Gin

Oys Thr His

Pro Thr @ly

870

Aksp Lys Phse
885

Pha Asp
700

Thr

krg Ser Ala

Asn Ber

Lya Leu

Pro kia
840

Leu Oys
655

Phe Arg

Ley Leu

Glu Asp

Val Aiz
720
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Leu Asp Trp Asp Ser Arg Asp Asp Him Val Tyr Trp Thr Asp Val Ser
725 T30 735

Thr Asp Thr tle Ser Arg Ala Lys Trp Asp 8ly Thr @iy §in Glu Val
740 745 750

Val Val Asp Thr Ser Leu Glu Sar Pro Ala 8ly Leu Als lle Asp Trp
755 780 165

Vai Thr Asn Lys Lau Tyr Trp Thr Asp Ala Gly Thr Asp Arg lle Glu
770 178 780

Val Ala Asn Thr Asp Bly Ser Met Arg Thr Val Leu tie Trp Glu Aen
785 790 795 80O

Leu Asp Arg Pro Arg Asp lie Val Val Glu Pro Met Giy Gly Tyr Het
805 810 815

Tyr Trp Thr Asp Trp @ly Ale Ser Pro Lys lie Glu Arg Ala 8ly Net
B20 825 830

Asp Ala Ser Giy Arg Gln Val !le lle Ser Ser Asn Leu Thr Trp Pro
835 840 Ba5

Asn Gly Leu Alz lie Asp Tyr Gly Ser Gin Arg Leu Tyr Trp Ala Asp
850 1 860 ‘



Ala
265

lys

Tyr

Sar

Lasu

Val

045

Leu

e

Phe

Giv Mat Lvg Thr lle
870

¥zl Leu lie Gly Ser
B85

Gty Qiu Arg tie Tyr
a0

Ata Asp Arg Leu Thr
8156

Giu Asn Leu Met Asp
830

Sar Thr Pro Cys Ala
a50

Arg Ser Pro Asn Pro
965

Asn Leu Lsu Ser Asp
80

fey 1le Phe Ala Arg
845

26/41

Glu Phe Ala Gly Leu Asp Gly Ser Lys Arg

B75

280

Gln Leu Pro His Pro Phe Giy Leu Thr Lsu

880

885

Trp Thr Asp Trp Gin Thr Lvs Ser lie Gin

805

810

Gly Leu Asp Arz Glu Thr Leu 8In Giy Asn

920

925

11a His Val Phe Hiz Arg Arg Arg Pro Pro

83b

840

Met Giu Asn Gty Gly Gys Ber His Leu Cvs

955

260

Sar Gly Pha Sar Cya Thr Cys Pro Thr Gly

870

875

Gly Lys Thr Cys Ser Pro Gly Met Asn Ser
290

285

Arg Tie Aso §le Arg ¥et Val

1000

1008

Sar Leu Asp



tle Pro  Tyr Pha Ala Asp
1010

Lys Asn Thr lie Ala lie
1025

Tyr Trpn  Ber Asp Ser Thr
1040

Asp Gly Ser &in His Glu
1085

Thr Azp Gy Leu Ala Val
1070

Thr Asp  Thr Gly Thr Asn
1088

Sar Met Arg Lvs Val Leu
1100

Ala 1le Val Leu Tyr Hin
1115

Trp Giy &lu Asn Ala Lys
1130

Yal Val
1015

Gly Val
1030

Leu His
1045

kap lle
1060
Asp Ala
1078

Arg lle
1088

Val Trp
1106

Glu Met
1120

Leu Glu
1135

27 /41

val Pro fle

Azp Pro Gin

Arg 1le Ser

lie Thr Thr

iie Giy Arg

Gluy Vel Giy

&ln Asn Leu

Gly Phs Met

Arg Ser {ly

Asn le Thr Wet
1020

Glu Gly Lys Ya!
1035

Arg Ala Asn Leu
1080

Gly Leu Gin Thr
1065

Lys Val Tyr Trp
1080

Asn Leu Asp Giy
1085

hap  Ser Pro Are
1110

Tyr Trp Thr Asp
1125

NMat Asp Gly Ber
1140



Asp

leu

His

His

Lau

His

Ser

Gin

Sar

28/41

Arz Ala Va! Leu lle Asn Asn Asn Leu Gly Trp Pro Asn fily
1145 1150 1155

Thr Val Aep lLys Ala Ser Ser Gin Leu Leu Trp Ala Asp Ala
1160 1165 1M

Thr Glu Arg lle Glu Alz Ala Asp Leu Asn &ly Ala Asn Arg
1175 1180 1185

Thr Leu Val Ser Pro Val Gin His Pro Tyr 81y Leu Thr Leu
1160 1195 1200

Asp Ser Tvr lle Tyr Trp Thr Asp Tro @in Thr Arg Ser fla
1208 1210 1215

Arg Ala Asp Lys Gly Thr Gly 8er Asn Val lle Leu Val Arg
1220 1225 1230

hsn Leu Pro Gly Leu Met Asp Met Gin Ala Val Asp Arg Ala
1235 1240 1245

Pro Leu Glv Phe Asn Lys Oys Gly Ser Arg Asn Gly Gly Cys
1250 1255 1280

His leu Cys Leu Pro Arg Pro Ser &ly Phe Ser Cys Ala Cys
1265 1270 1275



Pro

Ser

ArE

Val

AsD

Arg

Gly

Amn

Arg

Thr  &ly
1280

Pra 8&lu
12856

ila Ser
1310

Pro Glu
1325

Gly Lys
1340

Afa Azp
1385

teu Lys
1370

Lay Tyr
1385

Leu Asp
1400

1ia §in Leu

Thr Tyr Leu

Lau Asp Thr

L4t Asn Azn

Val Tyr Tyr

Laue Asn Gly

Thr Thr Asp

Trp Thr Asp

Gly Ser Gys

Lys Gy Asp
1285
Loy Phe Ser
1300
Ser Asp His
1315
Vat 1{le Ser
1330
Thr Aszp Val
1345
Ser Asn Met
13860
gly leu Ala
1375
Thr Gly Arg
1380
Arg Lys Val
1405

20/41

Gly Lys

Sar Arg

Thr Asp

Eou Asp

Phe Leu

gluy Thr

Vai Asp

Asn Thr

Leu lis

Thr Qvys
1280

Giy Ser
1305

Val Hisg
1320

Tyr  Asp
1385

Asp Val
1350

val lle
1386

Tro Val
1380

[{e Glu
1385

Asn  Asn
1410

Asp Pro

1le Arg

Vel PFro

Ser Yal

liea Arg

gly Arg

Ala Arg

Atz Ber

Ser Ley



CAmp Giu Pro Arg Ala

Phe

Leu

Trp

Trp

Gly

Ala

Thr

Glu

1415
Tre  Thr Asp
1430
Asp Gly Ser
1445
Pro  Asn Gly
1460
Val Asp Ala
1475
lys Leu Arg
1480
Leuy Thr Gln
1808
Lve Ser 1le
1620
Thr Vai Lsu
1635

Trp

Leuy

His

&in

&ln

Gin

Als

e

Gly

Arg

Thr

Leu

Val

Kan

Arg

Azn

30/41

Ala Val Phe Pro Arg
1420

His 1le Ala Lys lla
1438
Lys Va! Leu Ils Asn

1450

Lau Asp Tyr Asp Thr
1485

Asn  Arg tla Giu Ser
1480

Leu Val Ser His Val

1485

hrg frp iie Tyr Trp
1510

Yal
1825

Asp Lvys Ty Ser

Val
1540

Giu GBly Leu Het

Lys Gly Tyr Ley
1428

Glu Arg Ala Asn
1440

Thr Asp Leu Sly
1455

Arg Arg lle Tyr
1470

Ala Asp Lsu Asn

1485

Ssr His Pro Phe

1500

Thr  Azp Trp Gin
1815

Gly Arg Asn Lys
16830

Asp lle 1la Val

1645



val Ser
1550

Asn Gly
1565

Val Cvs
1580

Val Pro
1585

Glu Lvs
1610

Sar Ser
16825

Arg Cya
1840

Asn Asp
1855

Tyr Ala
1670

31/41

Pro Gln Arg Gin Thr Gly Thr Asn Ala Cys  Gly Val Asn
1555 1560

Gly Cve Thr His Leu Cye Phe Ala Arg Ala Ser Asp Pha
15870 1875

Atz Cys Pro Asp Glu Pro Asp Ser Arg Pro Cys Ser Leu
1588 1580

Gly Leu Vat Pro Pro Ala Pro Arg Als Thr Gly et Ser
1600 1805

Ser Pro Vel Léu Pro Asn Thr Pro Pro Thr Thr Leu Tyr
1615 1620

Thr Thr Arg Thr Arg Thr Ser Leu Glu Glu Val Glu Gly
1630 1635

Ssr Giu Arg Asp Ala Arg Leu Gly Leu Oysz Ala Arg Ser
1645 1880

Ala Va! Pro Ala Ala Pro 8iy 6lu Gly Leu His [le Ser
1860 ' 1665

Ite Gly Gly Leu Leu Ser lle Leu Leu tle Leu Val Vai
16878 1680



ile Ala Ala Lau Met Leu
1685

Azp Pro  Gly Met By Asn
1700

Thr e+ The 8ln Glu Val
1715

Met Tyr  Asn Bln Leu Gys
17130

Asn Tyr Thr Lys Giu Lys
1745

Leu Ser Giv Asp Asp Alm
1780

Sor Ser Arg Gly Giy Lsu
1775

Asp The Vai Ser lle Gin
1780

Glu Thr &lu &ln Lsu Lau
1805

22/81

Tyr Arg His Ly Lys
1680

iap Thr Tyr Ser Asn
1705

Lys lle Gis Ala ile
1720

Tyr Lys Lvs Glu Glvy
1735

{te Lys lie Val Glu
1750

Glu Trp Asp Asp Leu
1765

Leu Arg Asp His Val
1780

Ala Ser Ser Gly Ser
1785

&ln Giu Glu Gln Ser
1810

Ser Lys Phe Thr

1685
Bro  Ser Tyr
1710
Pro Lys Pro
1725
fity Pro Asp
1740
Gty lie Cys
1785
Lys &in Leu
1770
Lys Met Lys
1785
Leu  Asp AsD
1800
Glu Qys Ser

1815

Arg

kla

His

Leu

Arg

Thr

Thr

Sar
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Val His Thr Ala Ala Thr Pro &lu Arg Arg Gly Sar Leu Pro Asp
1820 18256 1830

Thr @iy Trp Lys His Glu Arg Lys Leu Ser Ber Giu Ser Gln Val
1835 1840 1845

210> 5

211> 28

212> DNA

{213> Artificial

L0800
o0  An artiTiclzlly eynthesized adaptor ssgusnce

CAQL> 5
vagctocaca acctacaten tteegt 28

210> 6

211> 1z

212> DNA

<213> Artificial

{2207 .
<204y An artificlially synthesized adapter seguence

<400 8B
goeggaatest gt 12

210 7
211> 28



212
213

{220>
223>

L4000

34/41

DNA
Artificial

An artificially synthesized adsptor sedquence

7

gtocatotic toteteagne totget 26

210>
211>

o125
{213

{2200
<oz

<400>

&
12

DNA
Artificial

an artificially synthesized adeptor ssgusnce

8

accagaghet oa ' 12

<2162
211>
212
L2138

220>
{223>

{4000

ergatggetr tottotgten gtetet

210>
211>

9

26

DNA
Artificial

An artificially syntheslzed sdeptor seguance
g

26

10
12
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212> DHA
{218 Artificial

220>
202> An artificially synthesized adaptor senquence

400> 10
acacasions ag . : 12

210> 11

211> 28

212> DNA

213> Artificial

220>
£ouny  An artificialiy synthesized sdaptor saqusance

<a00> 14
coageatogs gastcagtet gacagt 26

210> 12

L21i> 12

<212> DNA

213> Artificial

oo
£293>  An artiticial iy synthasized adaptor meguence

400> 12
sotptoacas tg 12

S Le10> 13
211> 28



212>
£213>

2200
{228

<4005

36/4

DNA
Artificial

An artificislly synthesized adaptor sequence

13

rrogatpaas tiogactgte gatogt 26

{210
211
{212
{213

<on0>y
223>

<A00>

14

12

DNA
Artificial

An artificially synthesized adaptor seguence

14

angatogeca gt 12

{218
211
21
L21®

220,
223>

<400

15

26

DNA
Artificial

An artlficialtly synthesized primer seguence

15

tagictacca ctegolcgact graasy 26

210>
SR D

16
28



L2212
<213

<2200
{223>

{4007
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DNA
Artificial

An artificially synthesized primer ssguencé

16

cagastgaae coagtzgaca tatolg 28

<210>
21>
{212>
218>

220>
223>

{400>

17

26

BRA
Artificial

An mrtifleially synthesized primer sequence

17

gttoscaagg ssagtgtoag aglhtes 26

210>
{211
212>
213>

220>
Lzasy

{4007

18

26

DNA
Artificial

An artiTlolally synthesized primer sequencs

18

gaagatEgsa aguotonage tgticc 26

L2107
{212

19
28



/4

{21%> DHA
{NEr Artificial

{2200
395>  An artifieslally synthesized primer sequence

<400> 19
ctoogazoag acaceatgas ottage 2B

L210r 20

211> 28

<212 DNA

£218> Artificial

{220
£223> An artificlally synthesized primer sequence

L4000 20
gggagtaper asttgtetocs aacctg 26

210> 21

211> 28
<212 DNA

213> Artificial

{220
{223 An artificlally synthasized primer sequence

<400> 21

cactestets totagetges agatigo 6

{1o> 22
211> 28



L1
213

220>
<223

<400>

38/41

DNA
Artificial

An artificially synthesized primsr sstgushoe

22

aghtpeaaaca oootagtect gacage

216>
<211
212>
{218

{220
{2237

{400>

23

26

DA
Artificial

An artificially synthesized primer seguencs

23

gatpaagass saggepears stongg

L2180
{211
12>
{218

{z20>
L2235

<400>

24

26

DNA
Artifictai

An artificially synthesized primar ssguence

24

sttoactige totgactoca egtigs

o>

211>

25
26

28

28

26
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212> DNA
213> Artificlal

{9800
223> An artificially synthesized primer sequance

400> 25
coatgatott toccototge citetg 28

210> 28

211> 26

212> DHA

<213> Artificial

{2200
<223> An artificially synthesized primer sequence

<A00> 28
ttigrctzga sagggtgnct otpege 28

210> 27

211> 28

{212> DNA

<2138> Artificial

{220
{203 An artificialiy synthasized primsr seguence

{400> 27
teototoroe atoeagatga otoace 26

210> 28
L211> 26
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<212>  DNA
213> Artificial

220>
223> An artificially synthesized primer sequence

<400> 28
tgracoatat ctgotgoeas tgptos 28

216> 28

211> 28
<212> DNA

<213> Artificial

{2200
223> An artificially synthesized primer sequence

{400> 29
tecageagat goaagaacte tocteo 28

210> 3D

L2y PR

212> DNA
CB13»>  Artificial

£220>
4223> An artificially synthesized primer setusnce

<ADG> 30
ttatggagoey papoageatt codage 26





