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Figure 1

(a) Light Chain variable region of antibody CA028 496 (SEQ ID NO:7)
ATQLTQSPSSLSASVGDRVTITCRADESVTITLMEWYQQKPGKAPKLLIYLVSNRESGVESRE
SGSG3GTDFTLTISSLOPEDFATYYCOQTWSDPWTFGQGTKVEIKR

{b) Heavy Chain variable region of antibody CA028_496 (SEQ ID NO:9)
EVQLVESGGELVQPGGSLRLSCAASGRTFSDYNMAWVROAPGKELEWVATITYEGRNTYYRD

SVRGREFTISRDNARNSLYLOMNSTLRAEDTAVYYCASPPQYYEGSIYRLWFAHWGQGTLVTVS
S

{c)

CDRH1: GFTFSDYNMA (SEQ ID NO:1)

CDRH2: TITYEGRNTYYRDSVKG (SEQ ID NO:2)
CDRH3: PPQYYEGSIYRLWFAH (SEQ ID NO:3)
CDRLI: RADESVTTLMH (SEQIDNO:4)
CDRL2: LVSNRES (SEQ ID NO:5)

CDRL3: QQTWSDPWT (SEQ ID NO:6)

{d} Light chain of antibody CA028 496 (SEQ ID NO:11)
AIQLTQSPSSLSASVGDRVIITCRADESYVTTLMHWYQQOKPGKAPKLLIYLVSNRESGVPSRE
SGESGSGETDEFTLTISSLOPEDFATYYCQOTWSDPWI FGQGTRVETKRTVAAPSVIFIFPPSDEQ
LKSGTASVVCLLNNFYPREAKVOWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADY
EKHKVYACEVTHQGLSSPVTKSENRGEC

(e) Heavy chain of antibody CA028_ 496 (SEQ ID NO:15)
EVOLVESGGGLVQPGGSLRLSCAASGRTEFSDYNMAWVROAPGKGLEWVATITYEGRNTYYRD
SVKGRFTISRDNAKNSLYLOMNSLRAEDTAVYYCASPPOYYRGSIYRLWFAHWGOGTLVTVS
SASTKGPSVFPLAPCSRETSESTAALGCLVKDYFPEPVIVSWNSGALTEGVHTFPAVLOSSEG
LYSLSSVVIVPSSSLGTKTYTCNVDHKPSNTRYVDKRVESKYGPPCPPCPAPEFL.GGPSVELE
PPRPKDTLMISRTPEVICVVVDVEQEDPEVOFNWYVDGVEVHNARKTKPREEQFNSTYRVVSV
LTVLHQDWLNGEEYRCKVSNKGLPSSIEKT L SKAKGQPREPQVYTLPPSQEEMTRKNQVSLITC
LVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVESCSVMH
EALHNHYTOKSLSLSLGK .

{f} DNA encoding light chain of antibody CA028 496 including signal
sequence (SEQ ID NO:14)
atgtcagttceccacacaggtgetgggoctgettetgttatggctecacegatgetaggtatge
catccagetgacccagageccttectetetecagegecagtgbeggagacagagtgactatta
cctgeagggcetgacgaaagegtgaccacattgatgeactggtacecaacagaagectggeaaa
gccoccaagetoctgatetatctggtticeaategggagtctggagteccocagecaggticag
cggcagtgggtcetggaactgactttacccetgacaatctectcactccagecegaagattteg
ccacctactattgecagcagacttggagegaccettggacatttogacagggcacaaaagtyg
gagatcaagcgtacggtageggeccecatectgtcetteatettcocgecatetygatgageagtt
gaaatctygaactygcctetgttgitgtgectgetgaataacttotatcecagagaggecaaag
tacagtggaaggtggataacgeecteraategggtaactecccaggagagtgtcacagageag
gacagcaaggacageacctacagectcagecageaccectgacgetgageaaagcagactacyga
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Figure 1 continued

gaaacacaaagtctacgeatgegaaghcacceatcagggectgagetegeeegt cacaaaga
gettcaacaggggagagtgttag

(g) DNA encoding heavy chain of antibody CA028 496 including signal
sequence (SEQ ID NO:18)
atggaatggtectgggtctcctgtttttectttctgteacaaccggggtgeacagegaggt
tecagetogttgaatecoggaggeggacteghgecagectgggggetecttgeggetgagetgey
ctgecagtggettecactttoagegattacaatatggectgggtgegecaggcococaggcaayg
ggtctggagtgggtggocacaattacctatgagggeagaaacacttattaccgggatteagt
gaaagggagatttaceatcageagggataatgoaaagaacagtectgtacctgeagatgaact
ctetgagagetgaggacaceogetgtcectactattgtgecaageccaccecagtactatgaggge
tcaatctacagattgtggtttgeccattggggocagggaacactggtgacegtetogagege
ttctacasagggcoccatcecegtettoecececctggegecctgoetocaggagecaccetccgagagea,
cagecgacctgggcetgoetggtecaaggactacttoccegaaceggtgacggtgtegtggaac
teaggegeoctgaccageggegtgoacacettceceggetgtectacagtectcaggacteta
cteceteageagegtggtgacegtgeactecageaget tggycacgaagacetacacctgea
acgtagatcacaagcccageaacaccaaggtggacaagagagttggtgagaggccagcacag
ggagggagggt.gtetgetggaagecaggetcagecectectgectggacgeaceceggetgtg
cagceccageccagggcagaeaagygeatgeceaeatetgtetectcaceeggaggectotgace
accccactcatgeoccagggagagggtcttetyggatttttecaccaggeteecgggeagecaca
ggetggatgccectaccocaggeectgogeatacaggggecaggtgetgegetecagacctgee
aagagecatatecgggaggaccctgocecctgacctaagoecacoceraaaggecaaacteteo
actecoetecagetcagacaccttatetecteeccagatectgagtaactcacaatecttotoctety
cagagtccaaatatggtceeccatgececaccatgoocaggbaagecaacccaggectaogaaa
tececagetecaaggegggacaggtigecctagagtagectgeatoccagggacaggodacagaoogg
gtgctgacgcatecacctecatetettoctecageacetgagttocctggggggaccateagta
tteetgttocecccaaaaccocaaggacactoctcatgatebeogggacceectgaggtecacygty
cgtggtggtggacgtgagocaggaagaccccgaggtccagttcaactggtacgtggatggey
tggaggtgeataatgecaagacaaagceegcgggaggageagttcaacagecacgtacegtgtyg
gteagegtectecaccgtectgeaccaggactggaetgaacggcaaggagtacaagtgeaaggt
cteceaacaaaggccteccgtactecatecgagaaaaccatoctecaaagoeaaaggtgggacee
acggggtgcgagggecacatggacagaggtcageteggeccacaeotetgeectgggagtgaca
cgetgtgecaacctotgteoectacagggeagaeccegagagacacaggtgtacacecctgeceg
catoccaggaggagatgaccaagaaceaggtecagectgacctgectggtecaaaggettatac
cecagogacatogeocgtggagtgggagageaatgggragecggagaacaactacaagaccac
gcectecogtgectggactocgacggetocttettectoctacagecagygctaacegtggacaaga
graggtggeaggaggagaatgtetict catgeteegtgatgeatgaggetetgecacaaceaa
tacacacagaagagcocteteectgteteigggtaaa

SUBSTITUTE SHEET (RULE 26)
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Figure 2a
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Figure 2b
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