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Fig 5
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Fig 6
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Fig 7
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Fig 8
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Fig 11
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Fig 15 Stimulation: 10.4 peptides
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Fig 16 Overview CD4 and CD8 responses
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Fig. 19: TB-1LM DNA sequence (SEQ ID NO:3)

aagcttgcecca
atcctgacca
ctggacagceg
gtggtggaca
agccgggaca
ctgectgttcee
ggcectgggece
cctgececgtga
ccecggectge
gtgcagttcc
gcccaggacg
agcggcectga
cagcccgect
gagctgecceg
ggcctgagca
gtgtacgceg
atcggcectgg
gaggaccccg
aacacccgcg
ctgccecgeca
tacaacgccg
tgggagtact
gccaccceca
ggagccgecyg
c¢gggacggcce
tceceecteta
gcecgtgtatce
acacctgect
cagtccagct
tacaaatggg
gtgaagccta
ctggcecgect
ccctetecagg
aaggccgcecg
cagcagatcc
acccccaacg
agcagcaacc
aatttccceccee
aagggggacc
gccgetgeca
gacgggcaga
ggcgacatgg
caggccgcecc
gcccagtgga
cacgaggcca
ggcagcaaga

ccatgctggce
acaccggcag
gagccgacat
ccgccaaccce
tgatcgagct
ccgceegtgge
tgcggctgac
gcctggetat
ccgtggagta
agagcggcgg
acttcagcgg
gcgtggtgat
gcggcaaggce
gctggctgeca
tggcecgecag
gagccatgag
ccatgggcga
cctggcageg
tgtgggtgta
agttcctgga
gaggcggcca
ggggagccca
acaccggccc
ctatgagcag
agaccggcett
tgggccgcega
tgctggatgg
ttgagtggta
tctactctga
aaacatttct
caggctctgce
atcaccctcea
gcatgggccece
atatgtgggg
ccaaactggt
agctgggagg
tgaagtttca
ccaacggcac
tgcagagcag
tgtctagecge
ctggcatgag
ccggcetacge
tgcagtctgce
accaggceccat
acaccatggc
aaaccgagca

catgaccatg
ccacccegtg
caccatcatc
ccagatccac
gggcgtgatc
catggtgcgg
caacctgggce
gacaatggaa
cctgcaggtg
agccaacagc
ctgggacatc
gccegtggge
cggctgecag
ggccaaccgg
cagcgcectg
cggectgetg
cgccggaggce
gaacgacccc
ctgcggcaac
gggcttcgtg
caacggcgtg
gctgaacgec
tgcceececag
cgccateccag
cagccggcect
tattaaagtg
gctgagagcec
ctatcagtct
ctggtactct
gacctcecgag
cgccateggce
gcagtttatc
ttctectgatt
acccagcagc
ggccaacaat
cgccaacatc
ggatgcctat
ccactcttgg
cctgggagcec
cattcagcct
ccagatcatg
cggcacactg
ctggcagggc
ggaggacctg
catgatggcc
gaagctgatc
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gagcaccggg
aagcagcgga
agcgaggagg
ggcatcggceg
aaccgggacg
ggcagcatcc
agcagcggcce
cacagagaca
cccagceccea
cctgceccecetgt
aacacccccg
ggccagagca
acctacaagt
cacgtgaagc
accctggcca
gacceccagec
tacaaggcca
ctgctgaacg
ggcaagccca
cggaccagca
ttcgacttce
atgaagccceg
ggcgctcececce
ccecctggtga
ggcctgectg
cagtttcagt
caggacgatt
ggcctgtcca
cctgcctgtg
ctgccececagt
ctgtctatgg
tacgccggcea
ggactggcta
gaccctgect
accaggctgt
ccecgecgagt
aatgccgecg
gaatattggg
ggccctececea
ctggtgatgg
tacaactacc
cagagcctgg
gacaccggca
gtgcgggect
cgggacaccg
tcecgaggagg

accggcceect
gcgtgtacat
actggcccac
gaggcatccc
gcagcctgga
tgggccggga
cctggcectge
gacccctggt
gcatgggcceg
acctgctgga
ccttcgagtg
gcttctacag
gggagacctt
ccaccggcag
tctaccaccce
aggccatggg
gcgacatgtg
tgggcaagct
gcgacctggg
acatcaagtt
ccgacagcgg
acctgcagcg
ccagcaagag
tggccgtggt
tggaatatct
ccggcggcaa
acaatggctg
tcgtgatgec
gcaaagccgg
ggctgagcgce
ccggcagetce
gcectgtetge
tgggggacgc
gggagagaaa
gggtgtactg
ttctggagaa
gaggccacaa
gcgctcagcet
gcaagtctaa
ctgtggtgaa
ccgceccatgcet
gcgccgagat
tcacctacca
accacgceccat
ccgaggccgce
acctgtgata

ggtgagagtg
caccgcecectg
cgactggccece
catgcggaag
gcggecectg
ctgcctgcag
ccccgagecc
gttcagcaga
ggacatcaaa
cggcctgegg
gtacgaccag
cgactggtat
cctgaccagce
cgcegtggtg
ccagcagttc
ccecaccecetg
gggccccaag
gatcgccaac
cggcaacaac
ccaggacgcc
cacccacagc
ggccctggge
caagaagggc
gaaccgggag
gcaggtgccece
caatagccca
ggatatcaat
tgtgggagga
atgtcagaca
caacagagcc
tgccatgatc
cctgctggat
tggcggatac
cgaccccacc
tggaaatggc
cttcgtgaga
tgccgtgtte
gaatgctatg
gaagggaggc
cagagagagg
gggccacgcc
cgcegtggag
ggcctggeag
gagcagcacc
caagtggggc
atctaga

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2757



Fig. 20: TB-SM DNA sequence (SEQ ID NO:4)

aagcttgcca
cccagcatgg
ctgtacctgce
cccgectteg
agcagcttcect
aagtgggaga
aagcccaccg
gccatctacc
agccaggcca
gccagcgaca
aacgtgggca
cccagcgacce
agcaacatca
ttcceecgaca
cccgacctge
ttcagecegge
gatattaaag
gggctgagag
tactatcagt
gactggtact
ctgacctceg
gccgecateg
cagcagttta
ccttectetga
ggacccagca
gtggccaaca
ggcgccaaca
caggatgcct
acccactcectt
agcctgggag
ggcgacatgg
caggccgecc
gcccagtgga
cacgaggcca
ggcagcaaga

ccatgttcag
gccgggacat
tggacggcct
agtggtacga
acagcgactg
ccttectgac
gcagcgecgt
acccccagceca
tgggccecac
tgtggggcee
agctgatcgce
tgggcggcaa
agttccagga
gcggcaccca
agcgggecct
ctggeetgece
tgcagtttca
cccaggacga
ctggcctgte
ctcectgectg
agctgcecca
gcectgtetat
tctacgecgg
ttggactggc
gcgacccetge
ataccaggct
tcceegecga
ataatgccge
gggaatattg
ccggecatgag
ccggcetacge
tgcagtctge
accaggceccat
acaccatggc
aaaccgagca

cagacccggce
caaagtgcag
gcgggccecag
ccagagcggc
gtatcagccce
cagcgagctg
ggtgggcctg
gttcgtgtac
cctgategge
caaggaggac
caacaacacc
caacctgccece
cgcctacaac
cagctgggag
gggcgccacce
tgtggaatat
gtccggegge
ttacaatggc
catcgtgatg
tggcaaagcc
gtggctgage
ggccggeage
cagcctgtet
tatgggggac
ctgggagaga
gtgggtgtac
gtttctggag
cggaggccac
gggcgctcag
ccagatcatg
cggcacactg
ctggcagggc
ggaggacctg
catgatggcc
gaagctgatc
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ctgceegtgg
ttccagagceg
gacgacttca
ctgagcgtgg
gcctgecggcea
ccecggetgge
agcatggccg
gccggagceca
ctggccatgg
cccgectgge
cgcgtgtggg
gccaagttce
gccggaggceg
tactggggag
cccaacaccg
ctgcaggtge
aacaatagcc
tgggatatca
cctgtgggag
ggatgtcaga
gccaacagag
tctgccatga
gccctgetgg
gctggcggat
aacgacccca
tgtggaaatg
aacttcgtga
aatgccgtgt
ctgaatgcta
tacaactacc
cagagcctgg
gacaccggca
gtgcgggect
cgggacaccg
tcecgaggagg

agtacctgca
gcggagccaa
gcggctggga
tgatgcecegt
aggccggetg
tgcaggccaa
ccagcagcgce
tgagcggect
gcgacgccgg
agcggaacga
tgtactgcgg
tggagggctt
gccacaacgg
cccagctgaa
gccetgeccece
ccteccecte
cagccgtgta
atacacctgce
gacagtccag
catacaaatg
ccgtgaagcec
tcectggecge
atcecctetea
acaaggccgc
cccagcagat
gcacccccaa
gaagcagcaa
tcaatttcce
tgaaggggga
ccgceccatgcet
gcgccgagat
tcacctacca
accacgceccat
ccgaggccgce
acctgtgata

ggtgcccagce
cagcccectgece
catcaacacc
gggcggccag
ccagacctac
ccggecacgtg
cctgaccctg
gctggaccece
aggctacaag
ccceetgetg
caacggcaag
cgtgcggacc
cgtgttecgac
cgccatgaag
ccagggcegcet
tatgggcege
tctgctggat
ctttgagtgg
cttctactct
ggaaacattt
tacaggctct
ctatcaccct
gggcatgggc
cgatatgtgg
ccccaaactg
cgagctggga
cctgaagttt
ccccaacggce
cctgcagagce
gggccacgcc
cgcecgtggag
ggcctggcag
gagcagcacc

caagtggggc
atctaga

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2097



Fig. 21: TB-FLM DNA sequence (SEQ ID NO:5)

aagcttgcca
cccagcatgg
ctgtacctgce
cccgectteg
agcagcttcect
aagtgggaga
aagcccaccg
gccatctacc
agccaggcca
gccagcgaca
aacgtgggca
cccagcgacce
agcaacatca
ttcceecgaca
cccgacctge
ggcaccggceg
ggcctgectg
cagtttcagt
caggacgatt
ggcctgtcca
cctgectgtg
ctgcceceagt
ctgtctatgg
tacgccggcea
ggactggcta
gaccctgect
accaggctgt
cccgecgagt
aatgccgecg
gaatattggg
ggcggcaccyg
atcatgtaca
acactgcaga
cagggcgaca
gacctggtgce
atggcccggg
ctgatctceg

ccatgttcag
gccgggacat
tggacggcct
agtggtacga
acagcgactg
ccttectgac
gcagcgeecgt
acccccagceca
tgggccecac
tgtggggcece
agctgatcgce
tgggcggcaa
agttccagga
gcggcaccca
agcgggecct
gcagcggcegyg
tggaatatct
ccggcggcaa
acaatggctg
tcgtgatgcece
gcaaagccgg
ggctgagcgce
ccggeagcetce
gcectgtetge
tgggggacgc
gggagagaaa
gggtgtactg
ttctggagaa
gaggccacaa
gcgctcaget
gaggctctgg
actaccceccgce
gcctgggege
ccggcecatcac
gggcctacca
acaccgccga
aggaggacct

cagacccggce
caaagtgcag
gcgggccecag
ccagagcggce
gtatcagccce
cagcgagctg
ggtgggcctg
gttcgtgtac
cctgategge
caaggaggac
caacaacacc
caacctgccece
cgcctacaac
cagctgggag
gggcgccacce
caccggcage
gcaggtgccce
caatagccca
ggatatcaat
tgtgggagga
atgtcagaca
caacagagcc
tgccatgatc
cctgctggat
tggcggatac
cgaccccacc
tggaaatggc
cttcgtgaga
tgcecgtgtte
gaatgctatg
cggcacaggc
catgctgggce
cgagatcgcec
ctaccaggcc
cgccatgagce
ggccgccaag
gtgataatct
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ctgccegtgg
ttccagagceg
gacgacttca
ctgagcgtgg
gcctgecggcea
ccecggetgge
agcatggccg
gccggagceca
ctggccatgg
cccgectgge
cgcgtgtggg
gccaagttce
gccggaggcyg
tactggggag
cccaacaccg
ggcacaggcg
tcecececteta
gcecgtgtate
acacctgcect
cagtccagct
tacaaatggg
gtgaagccta
ctggccgect
ccctectecagg
aaggccgcecg
cagcagatcc
acccccaacg
agcagcaacc
aatttccccee
aagggggacc
tctggcaccg
cacgccggceg
gtggagcagg
tggcaggccece
agcacccacg
tggggcggca
aga

agtacctgca
gcggagccaa
gcggctggga
tgatgccecgt
aggccggetg
tgcaggccaa
ccagcagcgce
tgagcggect
gcgacgcecgg
agcggaacga
tgtactgcgg
tggagggctt
gccacaacgg
cccagctgaa
gccetgeccece
gctetgtgtt
tgggccgega
tgctggatgg
ttgagtggta
tctactectga
aaacatttct
caggctctgce
atcaccctca
gcatgggccece
atatgtgggg
ccaaactggt
agctgggagg
tgaagtttca
ccaacggcac
tgcagagcag
gcggatectgt
acatggccgg
ccgecectgea
agtggaacca
aggccaacac
gcaagaaaac

ggtgcccagce
cagcccectgece
catcaacacc
gggcggccag
ccagacctac
ccggecacgtg
cctgaccectg
gctggacccece
aggctacaag
cccecetgetg
caacggcaag
cgtgcggacc
cgtgttecgac
cgccatgaag
ccagggcegcet
cageceggect
tattaaagtg
gctgagagcec
ctatcagtct
ctggtactct
gacctcecgag
cgccatecgge
gcagtttatc
ttctectgatt
acccagcagc
ggccaacaat
cgccaacatc
ggatgcctat
ccactcttgg
cctgggagcec
gatgagccag
ctacgceggce
gtctgcectgg
ggccatggag
catggccatg
cgagcagaag

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2193
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Fig. 22: TB-1M protein sequence (SEQ ID NO:6)

MLAMTMEHRD
ANPQIHGIGG
RLTNLGSSGP
SGGANSPALY
GKAGCQTYKW
AMSGLLDPSQ
WVYCGNGKPS
GAQLNAMKPD
TGEFSRPGLPV
EWYYQSGLST
GSAAIGLSMA
MWGPSSDPAW
KFQDAYNAAG
SSATQPLVMA
QSAWQGDTGL
TEQKLISEED

RPLVRVILTN
GIPMRKSRDM
WPAPEPPAVS
LLDGLRAQDD
ETFLTSELPG
AMGPTLIGLA
DLGGNNLPAK
LORALGATPN
EYLQVPSPSM
VMPVGGQSSFE
GSSAMILAAY
ERNDPTQQIP
GHNAVENEPP
VVNRERDGQT
TYQAWQAQWN
L

TGSHPVKQRS
IELGVINRDG
LAMTMEHRDR
FSGWDINTPA
WLOANRHVKP
MGDAGGYKAS
FLEGEVRTSN
TGPAPQGAPP
GRDIKVQFQS
YSDWYSPACG
HPQOFIYAGS
KLVANNTRLW
NGTHSWEYWG
GMSQIMYNYP
QAMEDLVRAY

VYITALLDSG
SLERPLLLFP
PLVEFSRPGLP
FEWYDQSGLS
TGSAVVGLSM
DMWGPKEDPA
IKFQDAYNAG
SKSKKGGAAA
GGNNSPAVYL
KAGCQTYKWE
LSALLDPSQG
VYCGNGTPNE
AQLNAMKGDL
AMLGHAGDMA
HAMSSTHEAN

ADITIISEED
AVAMVRGSIL
VEYLQVPSPS
VVMPVGGQSS
AASSALTLAT
WORNDPLLNV
GGHNGVFDFP
MSSAIQPLVM
LDGLRAQDDY
TFLTSELPQW
MGPSLIGLAM
LGGANIPAEF
QSSLGAGPPS
GYAGTLQSLG
TMAMMARDTA

WPTDWPVVDT
GRDCLQGLGL
MGRDIKVQFQ
FYSDWYQPAC
YHPQQFVYAG
GKLIANNTRV
DSGTHSWEYW
AVVNRERDGQ
NGWDINTPAF
LSANRAVKPT
GDAGGYKAAD
LENFVRSSNL
KSKKGGAAAM
AETIAVEQAAL
EAAKWGGSKK

Fig. 23: TB-SM protein sequence (SEQ ID

MESRPGLPVE
WYDQSGLSVV
SAVVGLSMAA
WGPKEDPAWQ
FODAYNAGGG
GLPVEYLQVP
GLSIVMPVGG
LSMAGSSAMI
DPAWERNDPT
NAAGGHNAVFEF
GYAGTLQSLG
TMAMMARDTA

YLOVPSPSMG
MPVGGQSSEY
SSALTLAIYH
RNDPLLNVGK
HNGVEDFPDS
SPSMGRDIKV
QSSEFYSDWYS
LAAYHPQQFTI
QQIPKLVANN
NFPPNGTHSW
AETAVEQAAL
EAAKWGGSKK

RDIKVQFQSG
SDWYQPACGK
POQFVYAGAM
LIANNTRVWV
GTHSWEYWGA
QFQSGGNNSP
PACGKAGCQT
YAGSLSALLD
TRLWVYCGNG
EYWGAQLNAM
QSAWQGDTGL
TEQKLISEED

GANSPALYLL
AGCQTYKWET
SGLLDPSQAM
YCGNGKPSDL
QLNAMKPDLQ
AVYLLDGLRA
YKWETFLTSE
PSQGMGPSLI
TPNELGGANT
KGDLOSSLGA
TYQAWQAQWN
L

DGLRAQDDE'S
FLTSELPGWL
GPTLIGLAMG
GGNNLPAKFL
RALGATPNTG
QDDYNGWDIN
LPOWLSANRA
GLAMGDAGGY
PAEFLENEVR
GMSQIMYNYP
QAMEDLVRAY

Fig. 24: TB-FLM protein sequence

MESRPGLPVE
WYDQSGLSVV
SAVVGLSMAA
WGPKEDPAWQ
FODAYNAGGG
SGGTGSGTGG
NGWDINTPAF
LSANRAVKPT
GDAGGYKAAD
LENFVRSSNL
GSGGTGSGTG
GITYQAWQAQ
EDL

YLOVPSPSMG
MPVGGQSSFEY
SSALTLAIYH
RNDPLLNVGK
HNGVEDFPDS
SVFSRPGLPV
EWYYQSGLST
GSAAIGLSMA
MWGPSSDPAW
KFQDAYNAAG
GSVMSQIMYN
WNQAMEDLVR

RDIKVQFQSG
SDWYQPACGK
POQFVYAGAM
LIANNTRVWV
GTHSWEYWGA
EYLQVPSPSM
VMPVGGQSSFE
GSSAMILAAY
ERNDPTQQIP
GHNAVENFEPP
YPAMLGHAGD
AYHAMSSTHE

GANSPALYLL
AGCQTYKWET
SGLLDPSQAM
YCGNGKPSDL
QLNAMKPDLQ
GRDIKVQFQS
YSDWYSPACG
HPQQFIYAGS
KLVANNTRLW
NGTHSWEYWG
MAGYAGTLQS
ANTMAMMARD

DGLRAQDDE'S
FLTSELPGWL
GPTLIGLAMG
GGNNLPAKFL
RALGATPNTG
GGNNSPAVYL
KAGCQTYKWE
LSALLDPSQG
VYCGNGTPNE
AQLNAMKGDL
LGAEIAVEQA
TAEAAKWGGS

GWDINTPAFE
QANRHVKPTG
DAGGYKASDM
EGFVRTSNIK
PAPQGAFSRP
TPAFEWYYQS
VKPTGSAAIG
KAADMWGPSS
SSNLKFQDAY
AMLGHAGDMA
HAMSSTHEAN

NO

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
911

:7)

60
120
180
240
300
360
420
480
540
600
660
691

(SEQ ID NO:8)

GWDINTPAFE
QANRHVKPTG
DAGGYKASDM
EGEVRTSNIK
PAPQGAGTGG
LDGLRAQDDY
TFLTSELPQW
MGPSLIGLAM
LGGANIPAEF
QSSLGAGGTG
ALQSAWQGDT
KKTEQKLISE

60
120
180
240
300
360
420
480
540
600
660
720
723












