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Figure 1A

NCBI gi 22123 230 ACTATGCGATTGCTTTCCTGGACCCGTGCAGCTGCGGTGGCATGGGAGGC
CONTIG 230 pl-62.1% ACTATGCGATTGCTTTCCTGGACCCGTGCAGCTGCGGTGGCATGGGAGGC
CONTIG 229 p2-7.43% ACTATGCGATTGCTTTCCTGGACCCGTGCAGCTGCGGTGGCATGGGAGGC
CONTIG 228 p3-3.91% ACTATGCGATTGCTTTCCTGGACCCGTGCAGCTGCGGTGGCATGGGAGGC
CONTIG 229 p4-3.9% ACTATGCGATTGCTTTCCTGGACCCGTGCAGCTGCGGTGGCATGGGAGGC
CONTIG 227 p5-3.63% ACTATGCGATTGCTTTCCTGGACCCGTGCAGCTGCGGTGGCATGGGAGGC
CONTIG 226 p6-3.32% ACTATGCGATTGCTTTCCTGGACCCGTGCAGCTGCGGTGGCATGGGAGGC
CONTIG 225 p7-2.93% ACTATGCGATTGCTTTCCTGGACCCGTGCAGCTGCGGTGGCATGGGAGGC
CONTIG 224 p8-2.68% ACTATGCGATTGCTTTCCTGGACCCGTGCAGCTGCGGTGGCATGGGAGGC
CONTIG 231 p9-2.57% ACTATGCGATTGCTTTCCTGGACCCGTGCAGCTGCGGTGGCATGGGAGGC
CONTIG 231 pl0-1.01% ACTATGCGATTGCTTTCCTGGACCCGTGCAGCTGCGGTGGCATGGGAGGC
CONTIG 224 pll-0.87% ACTATGCGATTGCTTTCCTGGACCCGTGCAGCTGCGGTGGCATGGGAGGC
CONTIG 227 pl2-0.65% ACTATGCGATTGCTTTCCTGGACCCGTGCAGCTGCGGTGGCATGGGAGGC
CONTIG 222 pl3-0.55% ACTATGCGATTGCTTTCCTGGACCCGTGCAGCTGCGGTGGCATGGGAGGC
CONTIG 226 pl4-0.51% ACTATGCGATTGCTTTCCTGGACCCGTGCAGCTGCGGTGGCATGGGAGGC
CONTIG 223 pl5-0.5% ACTATGCGATTGCTTTCCTGGACCCGTGCAGCTGCGGTGGCATGGGAGGC
CONTIG 220 pl6-0.36% ACTATGCGATTGCTTTCCTGGACCCGTGCAGCTGCGGTGGCATGGGAGGC
CONTIG 229 pl7-0.33% -ATATGCGATTGCTTTCCTGGACCCGTGCAGCTGCGGTGGCATGGGAGGC
CONTIG 228 pl8-0.32% ACTATGCGATTGCTTTCCTGGACCCGTGCAGCTGCGGTGGCATGGGAGGC
CONTIG 231 pl9-0.31% ACTATGCGATTGCTTTCCTGGACCCGTGCAGCTGCGGTGGCATGGGAGGC
CONTIG 221 p20-0.28% ACTATGCGATTGCTTTCCTGGACCCGTGCAGCTGCGGTGGCATGGGAGGC
CONTIG 229 p21-0.27% ACTATGCGATTGCTTTCCTGGACCCGTGCAGCTGCGGTGGCATGGGAGGC
CONTIG 221 p22-0.22% ACTATGCGATTGCTTTCCTGGACCCGTGCAGCTGCGGTGGCATGGGAGGC
CONTIG 227 p23-0.22% ACTATGCGATTGCTTTCCTGGACCCGTGCAGCTGCGGTGGCATGGGAGGC
CONTIG 228 p24-0.21% ACTATGCGATTGCTTTCCTGGACCCGTGCAGCTGCGGTGGCATGGGAGGC
CONTIG 225 p25-0.21% ACTATGCGATTGCTTTCCTGGACCCGTGCAGCTGCGGTGGCATGGGAGGC
CONTIG 237 p26-0.2% ACTATGCGATTGCTTTCCTGGACCCGTGCAGCTGCGGTGGCATGGGAGGC
CONTIG 263 p27-0.19% ACTATGCGATTGCTTTCCTGGACCCGTGCAGCTGCGGTGGCATGGGAGGC

CONTIG 221 p28-0.18% ACTATGCGATTGCTTTCCTGGACCCGTGCAGCTGCGGTGGCATGGGAGGC
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NCBI gi 22123 230 CGGCAAGCCACTGTCGATCGAGGAGGTGGAGGTAGCGCCTCCGCAGGCCA
CONTIG 230 pl-62.1% CGGCAAGCCACTGTCGATCGAGGAGGTGGAGGTAGCGCCTCCGCAGGCCA
CONTIG 229 p2-7.43% CGGCAAGCCACTGTCGATCGAGGAGGTGGAGGTAGCGCCTCCGCAGGCCA
CONTIG 228 p3-3.91% CGGCAAGCCACTGTCGATCGAGGAGGTGGAGGTAGCGCCTCCGCAGGCCA
CONTIG 229 p4-3.9% CGGCAAGCCACTGTCGATCGAGGAGGTGGAGGTAGCGCCTCCGCAGGCCA
CONTIG 227 p5-3.63% CGGCAAGCCACTGTCGATCGAGGAGGTGGAGGTAGCGCCTCCGCAGGCCA
CONTIG 226 p6-3.32% CGGCAAGCCACTGTCGATCGAGGAGGTGGAGGTAGCGCCTCCGCAGGCCA
CONTIG 225 p7-2.93% CGGCAAGCCACTGTCGATCGAGGAGGTGGAGGTAGCGCCTCCGCAGGCCA
CONTIG 224 p8-2.68% CGGCAAGCCACTGTCGATCGAGGAGGTGGAGGTAGCGCCTCCGCAGGCCA
CONTIG 231 p9-2.57% CGGCAAGCCACTGTCGATCGAGGAGGTGGAGGTAGCGCCTCCGCAGGCCA
CONTIG 231 pl0-1.01% CGGCAAGCCACTGTCGATCGAGGAGGTGGAGGTAGCGCCTCCGCAGGCCA
CONTIG 224 pll-0.87% CGGCAAGCCACTGTCGATCGAGGAGGTGGAGGTAGCGCCTCCGCAGGCCA
CONTIG 227 pl2-0.65% CGGCAAGCCACTGTCGATCGAGGAGGTGGAGGTAGCGCCTCCGCAGGCCA
CONTIG 222 pl3-0.55% CGGCAAGCCACTGTCGATCGAGGAGGTGGAGGTAGCGCCTCCGCAGGCCA
CONTIG 226 pl4-0.51% CGGCAAGCCACTGTCGATCGAGGAGGTGGAGGTAGCGCCTCCGCAGGCCA
CONTIG 223 pl5-0.5% CGGCAAGCCACTGTCGATCGAGGAGGTGGAGGTAGCGCCTCCGCAGGCCA
CONTIG 220 pl6-0.36% CGGCAAGCCACTGTCGATCGAGGAGGTGGAGGTAGCGCCTCCGCAGGCCA
CONTIG 229 pl7-0.33% CGGCAAGCCACTGTCGATCGAGGAGGTGGAGGTAGCGCCTCCGCAGGCCA
CONTIG 228 pl8-0.32% CGGCAAGCCACTGTCGATCGAGGAGGTGGAGGTAGCGCCTCCGCAGGCCA
CONTIG 231 pl9-0.31% CGGCAAGCCACTGTCGATCGAGGAGGTGGAGGTAGCGCCTCCGCAGGCCA
CONTIG 221 p20-0.28% CGGCAAGCCACTGTCGATCGAGGAGGTGGAGGTAGCGCCTCCGCAGGCCA
CONTIG 229 p21-0.27% CGGCAAGCCACTGTCGATCGAGGAGGTGGAGGTAGCGCCTCCGCAGGCCA
CONTIG 221 p22-0.22% CGGCAAGCCACTGTCGATCGAGGAGGTGGAGGTAGCGCCTCCGCAGGCCA
CONTIG 227 p23-0.22% CGGCAAGCCACTGTCGATCGAGGAGGTGGAGGTAGCGCCTCCGCAGGCCA
CONTIG 228 p24-0.21% CGGCAAGCCACTGTCGATCGAGGAGGTGGAGGTAGCGCCTCCGCAGGCCA
CONTIG 225 p25-0.21% CGGCAAGCCACTGTCGATCGAGGAGGTGGAGGTAGCGCCTCCGCAGGCCA
CONTIG 237 p26-0.2% CGGCAAGCCACTGTCGATCGAGGAGGTGGAGGTAGCGCCTCCGCAGGCCA
CONTIG 263 p27-0.19% CGGCAAGCCACTGTCGATCGAGGAGGTGGAGGTAGCGCCTCCGCAGGCCA

CONTIG 221 p28-0.18% CGGCAAGCCACTGTCGATCGAGGAGGTGGAGGTAGCGCCTCCGCAGGCCA
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Figure 1B

NCBI gi 22123 230 TGGAGGTGCGCGTCAAGATCCTCTTCACCTCGCTCTGCCACACCGACGT -
CONTIG 230 pl-62.1% TGGAGGTGCGCGTCAAGATCCTCTTCACCTCGCTCTGCCACACCGACGT -
CONTIG 229 p2-7.43% TGGAGGTGCGCGTCAAGATCCTCTTCACCTCGCTCTGCCACACCGACG- -
CONTIG 228 p3-3.91% TGGAGGTGCGCGTCAAGATCCTCTTCACCTCGCTCTGCCACACCGACG- -
CONTIG 229 p4-3.9% TGGAGGTGCGCGTCAAGATCCTCTTCACCTCGCTCTGCCACACCGACT -~
CONTIG 227 p5-3.63% TGGAGGTGCGCGTCAAGATCCTCTTCACCTCGCTCTGCCACACCGACG- -
CONTIG 226 p6-3.32% TGGAGGTGCGCGTCAAGATCCTCTTCACCTCGCTCTGCCACACCGACG- -
CONTIG 225 p7-2.93% TGGAGGTGCGCGTCAAGATCCTCTTCACCTCGCTCTGCCACACCGACG- -
CONTIG 224 p8-2.68% TGGAGGTGCGCGTCAAGATCCTCTTCACCTCGCTCTGCCACACCGACG- -
CONTIG 231 p9-2.57% TGGAGGTGCGCGTCAAGATCCTCTTCACCTCGCTCTGCCACACCGACGTT
CONTIG 231 pl0-1.01% TGGAGGTGCGCGTCAAGATCCTCTTCACCTCGCTCTGCCACACCGACGCT
CONTIG 224 pll-0.87% TGGAGGTGCGCGTCAAGATCCTCTTCACCTCGCTCTGCCACACCGAC- -~
CONTIG 227 pl2-0.65% TGGAGGTGCGCGTCAAGATCCTCTTCACCTCGCTCTGCCACACCGAC---
CONTIG 222 pl3-0.55% TGGAGGTGCGCGTCAAGATCCTCTTCACCTCGCTCTGCCACACCGACG--
CONTIG 226 pl4-0.51% TGGAGGTGCGCGTCAAGATCCTCTTCACCTCGCTCTGCCACACCGAC---
CONTIG 223 pl5-0.5% TGGAGGTGCGCGTCAAGATCCTCTTCACCTCGCTCTGCCACACCGACG- -
CONTIG 220 pl6-0.36% TGGAGGTGCGCGTCAAGATCCTCTTCACCTCGCTCTGCCACACCGAC---
CONTIG 229 pl7-0.33% TGGAGGTGCGCGTCAAGATCCTCTTCACCTCGCTCTGCCACACCGACGT-
CONTIG 228 pl8-0.32% TGGAGGTGCGCGTCAAGATCCTCTTCACCTCGCTCTGCCACACCGACC--
CONTIG 231 pl9-0.31% TGGAGGTGCGCGTCAAGATCCTCTTCACCTCGCTCTGCCACACCGACGAT
CONTIG 221 p20-0.28% TGGAGGTGCGCGTCAAGATCCTCTTCACCTCGCTCTGCCACACCGAC- -~
CONTIG 229 p21-0.27% TGGAGGTGCGCGTCAAGATCCTCTTCACCTCGCTCTGCCACACCGACGT-
CONTIG 221 p22-0.22% TGGAGGTGCGCGTCAAGATCCTCTTCACCTCGCTCTGCCACACCGACG--
CONTIG 227 p23-0.22% TGGAGGTGCGCGTCAAGATCCTCTTCACCTCGCTCTGCCACACCGACGT-
CONTIG 228 p24-0.21% TGGAGGTGCGCGTCAAGATCCTCTTCACCTCGCTCTGCCACACCGAT- -~
CONTIG 225 p25-0.21% TGGAGGTGCGCGTCAAGATCCTCTTCACCTCGCTCTGCCACACCGAC---
CONTIG 237 p26-0.2% TGGAGGTGCGCGTCAAGATCCTCTTCACCTCGCTCTGCCACACCGACGTT
CONTIG 263 p27-0.19% TGGAGGTGCGCGTCAAGATCCTCTTCACCTCGCTCTGCCACACCGACGGA

CONTIG 221 p28-0.18% TGGAGGTGCGCGTCAAGATCCTCTTCACCTCGCTCTGCCACACCG-----
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NCBI gi 22123 230 —---------mmommm- CT------- ACT- - - -TCTG- - - -GGAGGCCAA
CONTIG 230 pl-62.1%  ——-------m---omm- CT------- ACT- - - -TCTG- - - -GGAGGCCAA
CONTIG 229 p2-7.43%  ——------mommmmmmm CT------- ACT- - - -TCTG- - - -GGAGGCCAA
CONTIG 228 p3-3.91%  —--o-mmmmmmmmm e Toommm - ACT- - - -TCTG- - - -GGAGGCCAA
CONTIG 229 p4-3.9%  —-------mmmmmmmm- CT------- ACT- - - -TCTG- - - -GGAGGCCAA
CONTIG 227 P5-3.63%  —------mmmmmmmmmmmmmmm oo oo ACT- - - -TCTG- - - -GGAGGCCAA
CONTIG 226 pP6-3.32%  ——-----mcmmmmmmmmmooe oo CT- - - -TCTG- - - -GGAGGCCAA
CONTIG 225 pP7-2.93%  ——mm-mmmmmmmmmmmmmmmoemmm T----TCTG- - - -GGAGGCCAA
CONTIG 224 pP8-2.68%  ——-m----mmmmmmmmmmmmmo oo oo TCTG- - - -GGAGGCCAA
CONTIG 231 pP9-2.57%  —-------mm-mmmmm- CT------- ACT- - - -TCTG- - - -GGAGGCCAA
CONTIG 231 p10-1.01% —-------mmmmommm- CT------- ACT- - - -TCTG- - - -GGAGGCCAA
CONTIG 224 p11-0.87% ——-----mmmmmmmmmmmmmoommm o T----TCTG- - - -GGAGGCCAA
CONTIG 227 pl2-0.65% —------mmmmmmmamm Tommmm - ACT- - - -TCTG- - - -GGAGGCCAA
CONTIG 222 PI13-0.55% ——mm - -mmmmmmmmmmm oo mmmem oo TG- - - -GGAGGCCAA
CONTIG 226 pP14-0.51% —--m-mmmmmmmmmmmmmmmom oo oo ACT- - - -TCTG- - - -GGAGGCCAA
CONTIG 223 pP15-0.5%  ——----—mmmmmmmmmmmommmmom e CTG- - - -GGAGGCCAA
CONTIG 220 pP16-0.36% —--- = -mmm - mm oo mmmmmmmmoe oo G- - - -GGAGGCCAA
CONTIG 229 pl17-0.33% —------mmmmmmmmmm CT------- ACT- - - -TCTG- - - -GGAGGCCAA
CONTIG 228 p18-0.32% —--------o-mmmmm- T--mom - ACT- - - -TCTG- - - -GGAGGCCAA
CONTIG 231 pl19-0.31% —-------moommmmmn CT------- ACT- - - -TCTG- - - -GGAGGCCAA
CONTIG 221 pP20-0.28% ——-- - - oo mmmmmmm oo mmoo o TG- - - -GGAGGCCAA
CONTIG 229 p21-0.27% —-----mmmmmmmm e T-mmmm - ACT- - - -TCTG- - - -GGAGGCCAA
CONTIG 221 P22-0.22% —-m= == mmmmmmmm o mmmmmmmmmm oo G- - - -GGAGGCCAA
CONTIG 227 P23-0.22% ——----mmmmmmmmmmmmmmmmmmmm o CT- - - -TCTG- - - -GGAGGCCAA
CONTIG 228 p24-0.21% ——------coommmmmm CT------- ACT- - - -TCTG- - - -GGAGGCCAA
CONTIG 225 pP25-0.21% —----mmmmmmmmmmmmmmoee oo CT- - - -TCTG- - - -GGAGGCCAA
CONTIG 237 p26-0.2%  TTTTTT----------- CT------- ACT- - - -TCTG- - - -GGAGGCCAA
CONTIG 263 p27-0.19% AGAAAACCTGATGGAGTCTGCAAAAGACCTGAGACTGEGAGGGAGGCCAA
CONTIG 221 pP28-0.18% ——-----—mmmmmmmmmmmmoo oo TCTG- - - -GGAGGCCAA
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Figure 1C

NCBI gi 22123 230 GGTATCTAATCAGCCATCCCATTTGTGATCTTTGTCAGTAGATATGATAC
CONTIG 230 pl-62.1% GGTATCTAATCAGCCATCCCATTTGTGATCTTTGTCAGTAGATATGATAC
CONTIG 229 p2-7.43% GGTATCTAATCAGCCATCCCATTTGTGATCTTTGTCAGTAGATATGATAC
CONTIG 228 p3-3.91% GGTATCTAATCAGCCATCCCATTTGTGATCTTTGTCAGTAGATATGATAC
CONTIG 229 p4-3.9% GGTATCTAATCAGCCATCCCATTTGTGATCTTTGTCAGTAGATATGATAC
CONTIG 227 p5-3.63% GGTATCTAATCAGCCATCCCATTTGTGATCTTTGTCAGTAGATATGATAC
CONTIG 226 p6-3.32% GGTATCTAATCAGCCATCCCATTTGTGATCTTTGTCAGTAGATATGATAC
CONTIG 225 p7-2.93% GGTATCTAATCAGCCATCCCATTTGTGATCTTTGTCAGTAGATATGATAC
CONTIG 224 p8-2.68% GGTATCTAATCAGCCATCCCATTTGTGATCTTTGTCAGTAGATATGATAC
CONTIG 231 p9-2.57% GGTATCTAATCAGCCATCCCATTTGTGATCTTTGTCAGTAGATATGATAC
CONTIG 231 pl0-1.01% GGTATCTAATCAGCCATCCCATTTGTGATCTTTGTCAGTAGATATGATAC
CONTIG 224 pll-0.87% GGTATCTAATCAGCCATCCCATTTGTGATCTTTGTCAGTAGATATGATAC
CONTIG 227 pl2-0.65% GGTATCTAATCAGCCATCCCATTTGTGATCTTTGTCAGTAGATATGATAC
CONTIG 222 pl3-0.55% GGTATCTAATCAGCCATCCCATTTGTGATCTTTGTCAGTAGATATGATAC
CONTIG 226 pl4-0.51% GGTATCTAATCAGCCATCCCATTTGTGATCTTTGTCAGTAGATATGATAC
CONTIG 223 pl5-0.5% GGTATCTAATCAGCCATCCCATTTGTGATCTTTGTCAGTAGATATGATAC
CONTIG 220 pl6-0.36% GGTATCTAATCAGCCATCCCATTTGTGATCTTTGTCAGTAGATATGATAC
CONTIG 229 pl7-0.33% GGTATCTAATCAGCCATCCCATTTGTGATCTTTGTCAGTAGATATGATAC
CONTIG 228 pl8-0.32% GGTATCTAATCAGCCATCCCATTTGTGATCTTTGTCAGTAGATATGATAC
CONTIG 231 pl9-0.31% GGTATCTAATCAGCCATCCCATTTGTGATCTTTGTCAGTAGATATGATAC
CONTIG 221 p20-0.28% GGTATCTAATCAGCCATCCCATTTGTGATCTTTGTCAGTAGATATGATAC
CONTIG 229 p21-0.27% GGTATCTAATCAGCCATCCCATTTGTGATCTTTGTCAGTAGATATGATAC
CONTIG 221 p22-0.22% GGTATCTAATCAGCCATCCCATTTGTGATCTTTGTCAGTAGATATGATAC
CONTIG 227 p23-0.22% GGTATCTAATCAGCCATCCCATTTGTGATCTTTGTCAGTAGATATGATAC
CONTIG 228 p24-0.21% GGTATCTAATCAGCCATCCCATTTGTGATCTTTGTCAGTAGATATGATAC
CONTIG 225 p25-0.21% GGTATCTAATCAGCCATCCCATTTGTGATCTTTGTCAGTAGATATGATAC
CONTIG 237 p26-0.2% GGTATCTAATCAGCCATCCCATTTGTGATCTTTGTCAGTAGATATGATAC
CONTIG 263 p27-0.19% GGTATCTAATCAGCCATCCCATTTGTGATCTTTGTCAGTAGATATGATAC

CONTIG 221 p28-0.18% GGTATCTAATCAGCCATCCCATTTGTGATCTTTGTCAGTAGATATGATAC
Y

NCBI gi 22123 230 AACAACTCGCGGT
CONTIG 230 pl-62.1% AACAACTCGCGGT
CONTIG 229 p2-7.43% AACAACTCGCGGT
CONTIG 228 p3-3.91% AACAACTCGCGGT
CONTIG 229 p4-3.9% AACAACTCGCGGT
CONTIG 227 p5-3.63% AACAACTCGCGGT
CONTIG 226 p6-3.32% AACAACTCGCGGT
CONTIG 225 p7-2.93% AACAACTCGCGGT
CONTIG 224 p8-2.68% AACAACTCGCGGT
CONTIG 231 p9-2.57% AACAACTCGCGGT
CONTIG 231 pl0-1.01% AACAACTCGCGGT
CONTIG 224 pll-0.87% AACAACTCGCGGT
CONTIG 227 pl2-0.65% AACAACTCGCGGT
CONTIG 222 pl3-0.55% AACAACTCGCGGT
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CONTIG 226 pl4-0.51% AACAACTCGCGGT  (SEQ ID NO:61)
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SEQ ID NO:48
SEQ ID NO:49
SEQ ID NO:50

CONTIG 223 pl5-0.5% AACAACTCGCGGT
CONTIG 220 pl6-0.36% AACAACTCGCGGT
CONTIG 229 pl7-0.33% AACAACTCGCGGT
CONTIG 228 pl8-0.32% AACAACTCGCGGT
CONTIG 231 pl9-0.31% AACAACTCGCGGT
CONTIG 221 p20-0.28% AACAACTCGCGGT
CONTIG 229 p21-0.27% AACAACTCGCGGT
CONTIG 221 p22-0.22% AACAACTCGCGGT
CONTIG 227 p23-0.22% AACAACTCGCGGT
CONTIG 228 p24-0.21% AACAACTCGCGGT
CONTIG 225 p25-0.21% AACAACTCGCGGT
CONTIG 237 p26-0.2% AACAACTCGCGGT
CONTIG 263 p27-0.19% AACAACTCGCGGT
CONTIG 221 p28-0.18% AACAACTCGCGGT
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Figure 2A

NCBI_gi 392931134 255 GAAACCTACCAGTCTCTCCTTTGAAGAAGACATGAACAAAATTAGCCACG
CONTIG 256 _pl 55.02% GAAACCTACCAGTCTCTCCTTTGAAGAAAACATGAACAAAATTAGCCACG
CONTIG 256_p2 23.68% GAAACCTACCAGTCTCTCCTTTGAAGAAAACATGAACAAAATTAGCCACG
CONTIG 255 p3_5.63% GAAACCTACCAGTCTCTCCTTTGAAGAAAACATGAACAAAATTAGCCACG
CONTIG 257 _p4_4.3% GAAACCTACCAGTCTCTCCTTTGAAGAAAACATGAACAAAATTAGCCACG
CONTIG 250 _p5_2.36% GAAACCTACCAGTCTCTCCTTTGAAGAAAACATGAACAAAATTAGCCACG
CONTIG 257 _p6_1.43% GAAACCTACCAGTCTCTCCTTTGAAGAAAACATGAACAAAATTAGCCACG
CONTIG 257 _p7_1.03% GAAACCTACCAGTCTCTCCTTTGAAGAAAACATGAACAAAATTAGCCACG
CONTIG 254 p8 0.73% GAAACCTACCAGTCTCTCCTTTGAAGAAAACATGAACAAAATTAGCCACG
CONTIG 255 p9 0.64% GAAACCTACCAGTCTCTCCTTTGAAGAAAACATGAACAAAATTAGCCACG
CONTIG 255 plO _0.61% GAAACCTACCAGTCTCTCCTTTGAAGAAAACATGAACAAAATTAGCCACG
CONTIG 253 pll 0.52% GAAACCTACCAGTCTCTCCTTTGAAGAAAACATGAACAAAATTAGCCACG
CONTIG 252 pl2 0.45% GAAACCTACCAGTCTCTCCTTTGAAGAAAACATGAACAAAATTAGCCACG
CONTIG 257 _pl3_0.39% GAAACCTACCAGTCTCTCCTTTGAAGAAAACATGAACAAAATTAGCCACG
CONTIG 249 pl4 0.33% GAAACCTACCAGTCTCTCCTTTGAAGAAAACATGAACAAAATTAGCCACG
CONTIG 249 pl5 0.31% GAAACCTACCAGTCTCTCCTTTGAAGAAAACATGAACAAAATTAGCCACG
CONTIG 257 plé_0.29% GAAACCTACCAGTCTCTCCTTTGAAGAAAACATGAACAAAATTAGCCACG
CONTIG 252 pl7_0.25% GAAACCTACCAGTCTCTCCTTTGAAGAAAACATGAACAAAATTAGCCACG
CONTIG 251 pl8 0.2% GAAACCTACCAGTCTCTCCTTTGAAGAAAACATGAACAAAATTAGCCACG
CONTIG 253 pl9 0.17% GAAACCTACCAGTCTCTCCTTTGAAGAAAACATGAACAAAATTAGCCACG
CONTIG 255 p20_0.16% G-AACCTACCAGTCTCTCCTTTGAAGAAAACATGAACAAAATTAGCCACG
CONTIG 247 _p2l1 0.15% GAAACCTACCAGTCTCTCCTTTGAAGAAAACATGAACAAAATTAGCCACG
CONTIG 248 p22 0.15% GAAACCTACCAGTCTCTCCTTTGAAGAAAACATGAACAAAATTAGCCACG
CONTIG 251 p23 0.15% GAAACCTACCAGTCTCTCCTTTGAAGAAAACATGAACAAAATTAGCCACG
CONTIG 245 p24 0.14% GAAACCTACCAGTCTCTCCTTTGAAGAAAACATGAACAAAATTAGCCACG
CONTIG 257 _p25 0.14% GAAACCTACCAGTCTCTCCTTTGAAGAAAACATGAACAAAATTAGCCACG
CONTIG 257 _p26_0.13% GAAACCTACCAGTCTCTCCTTTGAAGAAAACATGAACAAAATTAGCCACG
CONTIG 253 _p27_0.11% GAAACCTACCAGTCTCTCCTTTGAAGAAAACATGAACAAAATTAGCCACG
CONTIG 254 p28 0.1% GAAACCTACCAGTCTCTCCTTTGAAGAAAACATGAACAAAATTAGCCACG
CONTIG 251 p29 0.1% GAAACCTACCAGTCTCTCCTTTGAAGAAAACATGAACAAAATTAGCCACG
CONTIG 254 p30_0.09% GAAACCTACCAGTCTCTCCTTTGAAGAAAACATGAACAAAATTAGCCACG
CONTIG 249 p31 0.09% GAAACCTACCAGTCTCTCCTTTGAAGAAAACATGAACAAAATTAGCCACG
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Figure 2B

NCBI_gi 392931134 255 GCGCTCTA-TCTCGGCCTTCCG-GTAACGTTTCTTGTTCAATAT-TGTTG
CONTIG 256 _pl 55.02% GCGCTCTC-TCTCGGCCTTCCG-GTAACGTTTCTTGTTCAGTATTTGTTG
CONTIG 256_p2 23.68% GCGCTCTC-TCTCGGCCTTCCG-GTAATGTTTCTTGTTCAGTATTTGTTG
CONTIG 255 p3_5.63% GCGCTCTC-TCTCGGCCTTCCG- -TAACGTTTCTTGTTCAGTATTTGTTG
CONTIG 257 _p4_4.3% GCGCTCTC-TCTCGGCCTTCCGGGTAACGTTTCTTGTTCAGTATTTGTTG
CONTIG 250 _p5_2.36% GCGCTCTC-TCTCGGCCTTCC-~-~--~-~-~ GTTTCTTGTTCAGTATTTGTTG
CONTIG 257 _p6_1.43% GCGCTCTC-TCTCGGCCTTCCAGGTAACGTTTCTTGTTCAGTATTTGTTG
CONTIG 257 _p7_1.03% GCGCTCTC-TCTCGGCCTTCCGGGTAATGTTTCTTGTTCAGTATTTGTTG
CONTIG 254 p8 0.73% GCGCTCTC-TCTCGGCCTTCC- - -TAACGTTTCTTGTTCAGTATTTGTTG
CONTIG 255 p9 0.64% GCGCTCTC-TCTCGGCCTTCCG- -TAATGTTTCTTGTTCAGTATTTGTTG
CONTIG 255 pl0 _0.61% GCGCTCTC-TCTCGGCCTTCG--GTAACGTTTCTTGTTCAGTATTTGTTG

CONTIG 253 pll 0.52% GCGCTCTC-TCTCGGCCTTCCG----ACGTTTCTTGTTCAGTATTTGTTG
CONTIG 252 pl2 0.45% GCGCTCTC-TCTCGGCCTTCCG----- CGTTTCTTGTTCAGTATTTGTTG
CONTIG 257 _pl3_0.39% GCGCTCTC-TCTCGGCCTTCCTGGTAACGTTTCTTGTTCAGTATTTGTTG
CONTIG 249 pl4 0.33% GCGCTCTC-TCTCGGCCTTCCG-------- TTCTTGTTCAGTATTTGTTG
CONTIG 249 pl5 0.31% GCGCTCTC-TCTCGGCCTTCC-------- TTTCTTGTTCAGTATTTGTTG
CONTIG 257 _plé_0.29% GCGCTCTC-TCTCGGCCTTCCCGGTAACGTTTCTTGTTCAGTATTTGTTG
CONTIG 252 pl7_0.25% GCGCTCTC-TCTCGGCCTTCC----- ACGTTTCTTGTTCAGTATTTGTTG
CONTIG 251 pl8 0.2% GCGCTCTC-TCTCGGCCTTCC-~-~--~-~ CGTTTCTTGTTCAGTATTTGTTG
CONTIG 253 pl9 0.17% GCGCTCTC-TCTCGGCCTTCC----AACGTTTCTTGTTCAGTATTTGTTG
CONTIG 255 p20_0.16% GCGCTCTC-TCTCGGCCTTCCG-GTAACGTTTCTTGTTCAGTATTTGTTG
CONTIG 247 _p2l1 0.15% GCGCTCTC-TCTCGGCCTTCC---------- TCTTGTTCAGTATTTGTTG
CONTIG 248 p22 0.15% GCGCTCTC-TCTCGGCCTTCC--------- TTCTTGTTCAGTATTTGTTG
CONTIG 251 p23_0.15% GCGCTCTC-TCTCGGCCTTCCG------ GTTTCTTGTTCAGTATTTGTTG
CONTIG 245 p24 0.14% GCGCTCTC-TCTCGGCCT------------ TTCTTGTTCAGTATTTGTTG

CONTIG 257 _p25 0.14% GCGCTCTC-TCTCGGCCTTCCGTGTAACGTTTCTTGTTCAGTATTTGTTG
CONTIG 257 _p26_0.13% GCGCTCTCATCTCGGCCTTCCG-GTAATGTTTCTTGTTCAGTATTTGTTG
CONTIG 253 _p27_0.11% GCGCTCTC-TCTCGGCCTTCCG----ATGTTTCTTGTTCAGTATTTGTTG
CONTIG 254 p28 0.1% GCGCTCTC-TCTCGGCCTTGG- - -TAATGTTTCTTGTTCAGTATTTGTTG

CONTIG 251 p29 0.1% GCGCTCTCTTCTCGGCCTTCC-~-~-~-~-~-~ GTTTCTTGTTCAGTATTTGTTG
CONTIG 254 p30_0.09% GCGCTCTC-TCTCGGCCTTCCG---AACGTTTCTTGTTCAGTATTTGTTG
CONTIG 249 p31 0.09% GCGCTCTC-TCTCGGCCTTCC-------- CTTCTTGTTCAGTATTTGTTG
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Figure 2C

NCBI_gi 392931134 255 TATTTGCTTTCATATGACCAAATTCTTCATAATTAAAGATCGGTATAGAA
CONTIG 256 _pl 55.02% TATTTGCTTTCATATGACCAAATTCTTCATAATTAAAGATCGGTATAGAA
CONTIG 256_p2 23.68% TATTTGCTTTCATATGACCAAATTCTTCATAATTAAAGATCGGTATAGAA
CONTIG 255 p3_5.63% TATTTGCTTTCATATGACCAAATTCTTCATAATTAAAGATCGGTATAGAA
CONTIG 257 _p4_4.3% TATTTGCTTTCATATGACCAAATTCTTCATAATTAAAGATCGGTATAGAA
CONTIG 250 _p5_2.36% TATTTGCTTTCATATGACCAAATTCTTCATAATTAAAGATCGGTATAGAA
CONTIG 257 _p6_1.43% TATTTGCTTTCATATGACCAAATTCTTCATAATTAAAGATCGGTATAGAA
CONTIG 257 _p7_1.03% TATTTGCTTTCATATGACCAAATTCTTCATAATTAAAGATCGGTATAGAA
CONTIG 254 p8 0.73% TATTTGCTTTCATATGACCAAATTCTTCATAATTAAAGATCGGTATAGAA
CONTIG 255 p9 0.64% TATTTGCTTTCATATGACCAAATTCTTCATAATTAAAGATCGGTATAGAA
CONTIG 255 pl0 _0.61% TATTTGCTTTCATATGACCAAATTCTTCATAATTAAAGATCGGTATAGAA
CONTIG 253 pll 0.52% TATTTGCTTTCATATGACCAAATTCTTCATAATTAAAGATCGGTATAGAA
CONTIG 252 pl2 0.45% TATTTGCTTTCATATGACCAAATTCTTCATAATTAAAGATCGGTATAGAA
CONTIG 257 _pl3 0.39% TATTTGCTTTCATATGACCAAATTCTTCATAATTAAAGATCGGTATAGAA
CONTIG 249 pl4 0.33% TATTTGCTTTCATATGACCAAATTCTTCATAATTAAAGATCGGTATAGAA
CONTIG 249 pl5 0.31% TATTTGCTTTCATATGACCAAATTCTTCATAATTAAAGATCGGTATAGAA
CONTIG 257 _pl6_0.29% TATTTGCTTTCATATGACCAAATTCTTCATAATTAAAGATCGGTATAGAA
CONTIG 252 pl7_0.25% TATTTGCTTTCATATGACCAAATTCTTCATAATTAAAGATCGGTATAGAA
CONTIG 251 pl8 0.2% TATTTGCTTTCATATGACCAAATTCTTCATAATTAAAGATCGGTATAGAA
CONTIG 253 pl9 0.17% TATTTGCTTTCATATGACCAAATTCTTCATAATTAAAGATCGGTATAGAA
CONTIG 255 p20 _0.16% TATTTGCTTTCATATGACCAAATTCTTCATAATTAAAGATCGGTATAGAA
CONTIG 247 _p2l1 0.15% TATTTGCTTTCATATGACCAAATTCTTCATAATTAAAGATCGGTATAGAA
CONTIG 248 p22 0.15% TATTTGCTTTCATATGACCAAATTCTTCATAATTAAAGATCGGTATAGAA
CONTIG 251 p23 0.15% TATTTGCTTTCATATGACCAAATTCTTCATAATTAAAGATCGGTATAGAA
CONTIG 245 p24 0.14% TATTTGCTTTCATATGACCAAATTCTTCATAATTAAAGATCGGTATAGAA
CONTIG 257 _p25 0.14% TATTTGCTTTCATATGACCAAATTCTTCATAATTAAAGATCGGTATAGAA
CONTIG 257 _p26_0.13% TATTTGCTTTCATATGACCAAATTCTTCATAATTAAAGATCGGTATAGAA
CONTIG 253 _p27_ 0.11% TATTTGCTTTCATATGACCAAATTCTTCATAATTAAAGATCGGTATAGAA
CONTIG 254 p28 0.1% TATTTGCTTTCATATGACCAAATTCTTCATAATTAAAGATCGGTATAGAA
CONTIG 251 p29 0.1% TATTTGCTTTCATATGACCAAATTCTTCATAATTAAAGATCGGTATAGAA
CONTIG 254 p30_0.09% TATTTGCTTTCATATGACCAAATTCTTCATAATTAAAGATCGGTATAGAA
CONTIG 249 p31 0.09% TATTTGCTTTCATATGACCAAATTCTTCATAATTAAAGATCGGTATAGAA
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Figure 2D

NCBI_gi 392931134 255 GTCATAGATTACATATATGTACATTTGCACGGGTGAGTTTGCAACAARATG
CONTIG 256 _pl 55.02% GTCATAGATTACATATATGTACATTTGCACGGGTGAGTTTGCAACAAATG
CONTIG 256_p2 23.68% GTCATAGATTACATATATGTACATTTGCACGGGTGAGTTTGCAACAAATG
CONTIG 255 p3_5.63% GTCATAGATTACATATATGTACATTTGCACGGGTGAGTTTGCAACAAATG
CONTIG 257 _p4_4.3% GTCATAGATTACATATATGTACATTTGCACGGGTGAGTTTGCAACAAATG
CONTIG 250 _p5_2.36% GTCATAGATTACATATATGTACATTTGCACGGGTGAGTTTGCAACAAATG
CONTIG 257 _p6_1.43% GTCATAGATTACATATATGTACATTTGCACGGGTGAGTTTGCAACAAATG
CONTIG 257 _p7_1.03% GTCATAGATTACATATATGTACATTTGCACGGGTGAGTTTGCAACAAATG
CONTIG 254 p8 0.73% GTCATAGATTACATATATGTACATTTGCACGGGTGAGTTTGCAACAAATG
CONTIG 255 p9 0.64% GTCATAGATTACATATATGTACATTTGCACGGGTGAGTTTGCAACAAATG
CONTIG 255 plO _0.61% GTCATAGATTACATATATGTACATTTGCACGGGTGAGTTTGCAACAAATG
CONTIG 253 pll 0.52% GTCATAGATTACATATATGTACATTTGCACGGGTGAGTTTGCAACAAATG
CONTIG 252 pl2 0.45% GTCATAGATTACATATATGTACATTTGCACGGGTGAGTTTGCAACAAATG
CONTIG 257 _pl3_0.39% GTCATAGATTACATATATGTACATTTGCACGGGTGAGTTTGCAACAAATG
CONTIG 249 pl4 0.33% GTCATAGATTACATATATGTACATTTGCACGGGTGAGTTTGCAACAAATG
CONTIG 249 pl5 0.31% GTCATAGATTACATATATGTACATTTGCACGGGTGAGTTTGCAACAAATG
CONTIG 257 plé_0.29% GTCATAGATTACATATATGTACATTTGCACGGGTGAGTTTGCAACAAATG
CONTIG 252 pl7_0.25% GTCATAGATTACATATATGTACATTTGCACGGGTGAGTTTGCAACAAATG
CONTIG 251 pl8 0.2% GTCATAGATTACATATATGTACATTTGCACGGGTGAGTTTGCAACAAATG
CONTIG 253 pl9 0.17% GTCATAGATTACATATATGTACATTTGCACGGGTGAGTTTGCAACAAATG
CONTIG 255 p20_0.16% GTCATAGATTACATATATGTACATTTGCACGGGTGAGTTTGCAACAAATG
CONTIG 247 _p2l1 0.15% GTCATAGATTACATATATGTACATTTGCACGGGTGAGTTTGCAACAAATG
CONTIG 248 p22 0.15% GTCATAGATTACATATATGTACATTTGCACGGGTGAGTTTGCAACAAATG
CONTIG 251 p23 0.15% GTCATAGATTACATATATGTACATTTGCACGGGTGAGTTTGCAACAAATG
CONTIG 245 p24 0.14% GTCATAGATTACATATATGTACATTTGCACGGGTGAGTTTGCAACAAATG
CONTIG 257 _p25_ 0.14% GTCATAGATTACATATATGTACATTTGCACGGGTGAGTTTGCAACAAATG
CONTIG 257 _p26_0.13% GTCATAGATTACATATATGTACATTTGCACGGGTGAGTTTGCAACAAATG
CONTIG 253 _p27_0.11% GTCATAGATTACATATATGTACATTTGCACGGGTGAGTTTGCAACAAATG
CONTIG 254 p28 0.1% GTCATAGATTACATATATGTACATTTGCACGGGTGAGTTTGCAACAAATG
CONTIG 251 p29 0.1% GTCATAGATTACATATATGTACATTTGCACGGGTGAGTTTGCAACAAATG
CONTIG 254 p30_0.09% GTCATAGATTACATATATGTACATTTGCACGGGTGAGTTTGCAACAAATG
CONTIG 249 p31l 0.09% GTCATAGATTACATATATGTACATTTGCACGGGTGAGTTTGCAACAAATG
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Figure 2E

NCBI gi_ 392931134 255 TCGTTTTACTTTGTGAAATTTAATCCCTAATCATGTTTTAGGAATGCTGC
CONTIG 256 _pl 55.02% TCGTTTTACTTTGTGAAATTTAATCCCTAATCATGTTTTAGGAATGCTGC
CONTIG 256 _p2 23.68% TCGTTTTACTTTGTGAAATTTAATCCCTAATCATGTTTTAGGAATGCTGC
CONTIG 255 p3_5.63% TCGTTTTACTTTGTGAAATTTAATCCCTAATCATGTTTTAGGAATGCTGC
CONTIG 257 _p4_4.3% TCGTTTTACTTTGTGAAATTTAATCCCTAATCATGTTTTAGGAATGCTGC
CONTIG 250 _p5_2.36% TCGTTTTACTTTGTGAAATTTAATCCCTAATCATGTTTTAGGAATGCTGC
CONTIG 257 _p6_1.43% TCGTTTTACTTTGTGAAATTTAATCCCTAATCATGTTTTAGGAATGCTGC
CONTIG 257 _p7_1.03% TCGTTTTACTTTGTGAAATTTAATCCCTAATCATGTTTTAGGAATGCTGC
CONTIG 254 p8 0.73% TCGTTTTACTTTGTGAAATTTAATCCCTAATCATGTTTTAGGAATGCTGC
CONTIG 255 p9 0.64% TCGTTTTACTTTGTGAAATTTAATCCCTAATCATGTTTTAGGAATGCTGC
CONTIG 255 plO _0.61% TCGTTTTACTTTGTGAAATTTAATCCCTAATCATGTTTTAGGAATGCTGC
CONTIG 253 pll 0.52% TCGTTTTACTTTGTGAAATTTAATCCCTAATCATGTTTTAGGAATGCTGC
CONTIG 252 pl2 0.45% TCGTTTTACTTTGTGAAATTTAATCCCTAATCATGTTTTAGGAATGCTGC
CONTIG 257 _pl3_0.39% TCGTTTTACTTTGTGAAATTTAATCCCTAATCATGTTTTAGGAATGCTGC
CONTIG 249 pl4 0.33% TCGTTTTACTTTGTGAAATTTAATCCCTAATCATGTTTTAGGAATGCTGC
CONTIG 249 pl5 0.31% TCGTTTTACTTTGTGAAATTTAATCCCTAATCATGTTTTAGGAATGCTGC
CONTIG 257 plé_0.29% TCGTTTTACTTTGTGAAATTTAATCCCTAATCATGTTTTAGGAATGCTGC
CONTIG 252 pl7_0.25% TCGTTTTACTTTGTGAAATTTAATCCCTAATCATGTTTTAGGAATGCTGC
CONTIG 251 pl8 0.2% TCGTTTTACTTTGTGAAATTTAATCCCTAATCATGTTTTAGGAATGCTGC
CONTIG 253 pl9 0.17% TCGTTTTACTTTGTGAAATTTAATCCCTAATCATGTTTTAGGAATGCTGC
CONTIG 255 p20_0.16% TCGTTTTACTTTGTGAAATTTAATCCCTAATCATGTTTTAGGAATGCTGC
CONTIG 247 p2l1 0.15% TCGTTTTACTTTGTGAAATTTAATCCCTAATCATGTTTTAGGAATGCTGC
CONTIG 248 p22 0.15% TCGTTTTACTTTGTGAAATTTAATCCCTAATCATGTTTTAGGAATGCTGC
CONTIG 251 p23 0.15% TCGTTTTACTTTGTGAAATTTAATCCCTAATCATGTTTTAGGAATGCTGC
CONTIG 245 p24 0.14% TCGTTTTACTTTGTGAAATTTAATCCCTAATCATGTTTTAGGAATGCTGC
CONTIG 257 _p25_0.14% TCGTTTTACTTTGTGAAATTTAATCCCTAATCATGTTTTAGGAATGCTGC
CONTIG 257 _p26_0.13% TCGTTTTACTTTGTGAAATTTAATCCCTAATCATGTTTTAGGAATGCTGC
CONTIG 253 _p27_0.11% TCGTTTTACTTTGTGAAATTTAATCCCTAATCATGTTTTAGGAATGCTGC
CONTIG 254 p28 0.1% TCGTTTTACTTTGTGAAATTTAATCCCTAATCATGTTTTAGGAATGCTGC
CONTIG 251 p29 0.1% TCGTTTTACTTTGTGAAATTTAATCCCTAATCATGTTTTAGGAATGCTGC
CONTIG 254 p30_0.09% TCGTTTTACTTTGTGAAATTTAATCCCTAATCATGTTTTAGGAATGCTGC
CONTIG 249 p31l 0.09% TCGTTTTACTTTGTGAAATTTAATCCCTAATCATGTTTTAGGAATGCTGC
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Figure 2F

NCBI_gi 392931134 255 ACCGTGCC
CONTIG 256 pl 55.02% ACCGTGCC
CONTIG 256 p2 23.68% ACCGTGCC
CONTIG 255 p3 5.63%  ACCGTGCC
CONTIG 257 p4 4.3% ACCGTGCC
CONTIG 250 p5 2.36%  ACCGTGCC
CONTIG 257 pé_1.43%  ACCGTGCC
CONTIG 257 p7 1.03%  ACCGTGCC
CONTIG 254 p8 0.73%  ACCGTGCC
CONTIG 255 p9 0.64%  ACCGTGCC
CONTIG 255 pl0_0.61% ACCGTGCC
CONTIG 253 pll 0.52% ACCGTGCC
CONTIG 252 pl2 0.45% ACCGTGCC
CONTIG 257 pl3_0.39% ACCGTGCC
CONTIG 249 pl4 0.33% ACCGTGCC (SEQ ID NO:90
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CONTIG 257 plé_0.29% ACCGTGCC (SEQ ID NO:92
CONTIG 252 pl7 0.25% ACCGTGCC (SEQ ID NO:93
CONTIG 251 pl8 0.2%  ACCGTGCC (SEQ ID NO:94
CONTIG 253 pl9 0.17% ACCGTGCC (SEQ ID NO:95
CONTIG 255 p20 0.16% ACCGTGCC (SEQ ID NO:96
CONTIG 247 p21 0.15% ACCGTGCC (SEQ ID NO:97
CONTIG 248 p22 0.15% ACCGTGCC (SEQ ID NO:98
CONTIG 251 p23 0.15% ACCGTGCC (SEQ ID NO:99)
CONTIG 245 p24 0.14% ACCGTGCC (SEQ ID NO:100)
CONTIG 257 p25 0.14% ACCGTGCC (SEQ ID NO:101)
CONTIG 257 p26_0.13% ACCGTGCC (SEQ ID NO:102)
CONTIG 253 p27 0.11% ACCGTGCC (SEQ ID NO:103)
CONTIG 254 p28 0.1%  ACCGTGCC (SEQ ID NO:104)
CONTIG 251 p29 0.1%  ACCGTGCC (SEQ ID NO:105)
CONTIG 254 p30_0.09% ACCGTGCC (SEQ ID NO:106)
CONTIG 249 p3l 0.09% ACCGTGCC (SEQ ID NO:107)
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Figure 3A

NCBI gi 199580303 202 CCGATGGTCTTCAGTTCTCTTCCTTGTT-ATGGTCTCCCCCACGTGACCC
CONTIG 207 pl 23.91% CCGATGGTCTTCAGTTCTCTTCCTTGTT-ATGGTCTCCCCCACGTGACCC
CONTIG 205 p2 10.76% CCGATGGTCTTCAGTTCTCTTCCTTGTT---GGTCTCCCCCACGTGACCC
CONTIG 204 p3 9.83% CCGATGGTCTTCAGTTCTCTTCCTTGTG- - --GTCTCCCCCACGTGACCC
CONTIG 208 p4 8.98% CCGATGGTCTTCAGTTCTCTTCCTTGTTTATGGTCTCCCCCACGTGACCC

CONTIG 206 p5 8.76%  CCGATGGTCTTCAGTTCTCTTCCTTGTA- - TGGTCTCCCCCACGTGACCC
CONTIG 206 p6 5.77%  CCGATGGTCTTCAGTTCTCTTCCTTGTT-ATGGTCTCCCCCACGTGACCC
CONTIG 202 p7 5.69%  CCGATGGTCTTCAGTTCTCTTCCTTGT------ TCTCCCCCACGTGACCC
CONTIG 201 p8 5.07%  CCGATGGTCTTCAGTTCTCTTCCTTG------- TCTCCCCCACGTGACCC
CONTIG 203 p9 2.64%  CCGATGGTCTTCAGTTCTCTTCCTTGTG- - - -GTCTCCCCCACGTGACCC
CONTIG 204 pl0 2.55% CCGATGGTCTTCAGTTCTCTTCCTTGTT- - -GGTCTCCCCCACGTGACCC
CONTIG 205 pll 2.26% CCGATGGTCTTCAGTTCTCTTCCTTGTA-- TGGTCTCCCCCACGTGACCC
CONTIG 207 pl2 2.25% CCGATGGTCTTCAGTTCTCTTCCTTGTTTATGGTCTCCCCCACGTGACCC
CONTIG 203 pl3 2.13% CCGATGGTCTTCAGTTCTCTTCCTTGT----- GTCTCCCCCACGTGACCC
CONTIG 201 pl4 1.46% CCGATGGTCTTCAGTTCTCTTCCTTGT------ TCTCCCCCACGTGACCC
CONTIG 200 pl5 1.24% CCGATGGTCTTCAGTTCTCTTCCTTG------- TCTCCCCCACGTGACCC
CONTIG 200 pl6 1.21% CCGATGGTCTTCAGTTCTCTTCCTTGT-------- TCCCCCACGTGACCC
CONTIG 199 pl7 1.2%  CCGATGGTCTTCAGTTCTCTTCCTTGT--------- CCCCCACGTGACCC
CONTIG 204 pl8 0.89% CCGATGGTCTTCAGTTCTCTTCCTTGTT- - --GTCTCCCCCACGTGACCC
CONTIG 208 pl9 0.66% CCGATGGTCTTCAGTTCTCTTCCTTGTATATGGTCTCCCCCACGTGACCC
CONTIG 202 p20 0.46% CCGATGGTCTTCAGTTCTCTTCCTTGT----- GTCTCCCCCACGTGACCC
CONTIG 203 p21 0.44% CCGATGGTCTTCAGTTCTCTTCCTTGTT----- TCTCCCCCACGTGACCC
CONTIG 202 p22 0.38% CCGATGGTCTTCAGTTCTCTTCCTTG------ GTCTCCCCCACGTGACCC
CONTIG 206 p23 0.32% CCGATGGTCTTCAGTTCTCTTCCTTGTT- - TGGTCTCCCCCACGTGACCC
CONTIG 198 p24 0.28% CCGATGGTCTTCAGTTCTCTTCCTTGT---------- CCCCACGTGACCC
CONTIG 201 p25 0.28% CCGATGGTCTTCAGTTCTCTTCCTTGT------- TTCCCCCACGTGACCC
CONTIG 203 p26 0.23% CCGATGGTCTTCAGTTCTCTTCCTTGTT- - - -GTCTCCCCCACGTGACCC
CONTIG 199 p27 0.21% CCGATGGTCTTCAGTTCTCTTCCTTGT-------- TCCCCCACGTGACCC
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NCBI gi 199580303 202 TCAACAACATAAGGTACTTAACCATA----- ATAAAGCTTCAGATGTTTC

CONTIG 207 pl 23.91% TCAACAACATAAGGTACTTAACAATAAATAAATAAAGCCTCAGATGTCTC
CONTIG 205 p2 10.76% TCAACAACATAAGGTACTTAACAATAAATAAATAAAGCCTCAGATGTCTC
CONTIG 204 p3 9.83% TCAACAACATAAGGTACTTAACAATAAATAAATAAAGCCTCAGATGTCTC
CONTIG 208 p4 8.98% TCAACAACATAAGGTACTTAACAATAAATAAATAAAGCCTCAGATGTCTC
CONTIG 206 p5 8.76% TCAACAACATAAGGTACTTAACAATAAATAAATAAAGCCTCAGATGTCTC
CONTIG 206 p6 5.77% TCAACAACATAAGGTACTTAACAATA-ATAAATAAAGCCTCAGATGTCTC
CONTIG 202 p7 5.69% TCAACAACATAAGGTACTTAACAATAAATAAATAAAGCCTCAGATGTCTC
CONTIG 201 p8 5.07% TCAACAACATAAGGTACTTAACAATAAATAAATAAAGCCTCAGATGTCTC
CONTIG 203 p9 2.64% TCAACAACATAAGGTACTTAACAATA-ATAAATAAAGCCTCAGATGTCTC
CONTIG 204 pl0 2.55% TCAACAACATAAGGTACTTAACAATA-ATAAATAAAGCCTCAGATGTCTC
CONTIG 205 pll 2.26% TCAACAACATAAGGTACTTAACAATA-ATAAATAAAGCCTCAGATGTCTC
CONTIG 207 pl2 2.25% TCAACAACATAAGGTACTTAACAATA-ATAAATAARAGCCTCAGATGTCTC
CONTIG 203 pl3 2.13% TCAACAACATAAGGTACTTAACAATAAATAAATAAAGCCTCAGATGTCTC
CONTIG 201 pl4 1.46% TCAACAACATAAGGTACTTAACAATA-ATAAATAAAGCCTCAGATGTCTC
CONTIG 200 pl5 1.24% TCAACAACATAAGGTACTTAACAATA-ATAAATAAAGCCTCAGATGTCTC
CONTIG 200 plé 1.21% TCAACAACATAAGGTACTTAACAATAAATAAATAAAGCCTCAGATGTCTC
CONTIG 199 pl7 1.2% TCAACAACATAAGGTACTTAACAATAAATAAATAAAGCCTCAGATGTCTC
CONTIG 204 pl8 0.89% TCAACAACATAAGGTACTTAACAATAAATAAATAAAGCCTCAGATGTCTC
CONTIG 208 pl9 0.66% TCAACAACATAAGGTACTTAACAATAAATAAATAAAGCCTCAGATGTCTC
CONTIG 202 p20 0.46% TCAACAACATAAGGTACTTAACAATA-ATAAATAAAGCCTCAGATGTCTC
CONTIG 203 p21 0.44% TCAACAACATAAGGTACTTAACAATAAATAAATAAAGCCTCAGATGTCTC
CONTIG 202 p22 0.38% TCAACAACATAAGGTACTTAACAATAAATAAATAAAGCCTCAGATGTCTC
CONTIG 206 p23 0.32% TCAACAACATAAGGTACTTAACAATAAATAAATAAAGCCTCAGATGTCTC
CONTIG 198 p24 0.28% TCAACAACATAAGGTACTTAACAATAAATAAATAAAGCCTCAGATGTCTC
CONTIG 201 p25 0.28% TCAACAACATAAGGTACTTAACAATAAATAAATAAAGCCTCAGATGTCTC
CONTIG 203 p26 0.23% TCAACAACATAAGGTACTTAACAATA-ATAAATAAAGCCTCAGATGTCTC
CONTIG 199 p27 0.21% TCAACAACATAAGGTACTTAACAATA-ATAAATAAAGCCTCAGATGTCTC
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Figure 3B

NCBI gi 199580303 202 ATCCATGAACCGCTGCTGATTGTCTTTCTCCTTAGGATCAAGTCGTTGCT
CONTIG 207 pl 23.91% ATCCATGAACCGGTGCTGATTGTCTTTCTCCTTAGGATCAAGTCGTTGCT
CONTIG 205 p2 10.76% ATCCATGAACCGGTGCTGATTGTCTTTCTCCTTAGGATCAAGTCGTTGCT
CONTIG 204 p3 9.83% ATCCATGAACCGGTGCTGATTGTCTTTCTCCTTAGGATCAAGTCGTTGCT
CONTIG 208 p4 8.98% ATCCATGAACCGGTGCTGATTGTCTTTCTCCTTAGGATCAAGTCGTTGCT
CONTIG 206 p5 8.76% ATCCATGAACCGGTGCTGATTGTCTTTCTCCTTAGGATCAAGTCGTTGCT
CONTIG 206 p6 5.77% ATCCATGAACCGGTGCTGATTGTCTTTCTCCTTAGGATCAAGTCGTTGCT
CONTIG 202 p7 5.69% ATCCATGAACCGGTGCTGATTGTCTTTCTCCTTAGGATCAAGTCGTTGCT
CONTIG 201 p8 5.07% ATCCATGAACCGGTGCTGATTGTCTTTCTCCTTAGGATCAAGTCGTTGCT
CONTIG 203 p9 64% ATCCATGAACCGGTGCTGATTGTCTTTCTCCTTAGGATCAAGTCGTTGCT
CONTIG 204 plO 2.55% ATCCATGAACCGGTGCTGATTGTCTTTCTCCTTAGGATCAAGTCGTTGCT
CONTIG 205 pll 2.26% ATCCATGAACCGGTGCTGATTGTCTTTCTCCTTAGGATCAAGTCGTTGCT
CONTIG 207 pl2 2.25% ATCCATGAACCGGTGCTGATTGTCTTTCTCCTTAGGATCAAGTCGTTGCT
CONTIG 203 pl3 2.13% ATCCATGAACCGGTGCTGATTGTCTTTCTCCTTAGGATCAAGTCGTTGCT
CONTIG 201 pl4 1.46% ATCCATGAACCGGTGCTGATTGTCTTTCTCCTTAGGATCAAGTCGTTGCT
CONTIG 200 pl5 1.24% ATCCATGAACCGGTGCTGATTGTCTTTCTCCTTAGGATCAAGTCGTTGCT
CONTIG 200 plé 1.21% ATCCATGAACCGGTGCTGATTGTCTTTCTCCTTAGGATCAAGTCGTTGCT
CONTIG 199 pl7 1.2% ATCCATGAACCGGTGCTGATTGTCTTTCTCCTTAGGATCAAGTCGTTGCT
CONTIG 204 pl8 0.89% ATCCATGAACCGGTGCTGATTGTCTTTCTCCTTAGGATCAAGTCGTTGCT
CONTIG 208 pl9 0.66% ATCCATGAACCGGTGCTGATTGTCTTTCTCCTTAGGATCAAGTCGTTGCT
CONTIG 202 p20 0.46% ATCCATGAACCGGTGCTGATTGTCTTTCTCCTTAGGATCAAGTCGTTGCT
CONTIG 203 p2l 0.44% ATCCATGAACCGGTGCTGATTGTCTTTCTCCTTAGGATCAAGTCGTTGCT
CONTIG 202 p22 0.38% ATCCATGAACCGGTGCTGATTGTCTTTCTCCTTAGGATCAAGTCGTTGCT
CONTIG 206 p23 0.32% ATCCATGAACCGGTGCTGATTGTCTTTCTCCTTAGGATCAAGTCGTTGCT
CONTIG 198 p24 0.28% ATCCATGAACCGGTGCTGATTGTCTTTCTCCTTAGGATCAAGTCGTTGCT
CONTIG 201 p25 0.28% ATCCATGAACCGGTGCTGATTGTCTTTCTCCTTAGGATCAAGTCGTTGCT
CONTIG 203 p26 0.23% ATCCATGAACCGGTGCTGATTGTCTTTCTCCTTAGGATCAAGTCGTTGCT
CONTIG 199 p27 0.21% ATCCATGAACCGGTGCTGATTGTCTTTCTCCTTAGGATCAAGTCGTTGCT
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NCBI gi 199580303 202 TATGTCGAATACTTTGGTCAGTTCACATCAGAGCAATTCCCTGATGATAT
CONTIG 207 pl 23.91% TATGTCGAATACTTTGGTCAGTTCACATCAGAGCAATTCCCTGATGATAT
CONTIG 205 p2 10.76% TATGTCGAATACTTTGGTCAGTTCACATCAGAGCAATTCCCTGATGATAT
CONTIG 204 p3 9.83% TATGTCGAATACTTTGGTCAGTTCACATCAGAGCAATTCCCTGATGATAT
CONTIG 208 p4 8.98% TATGTCGAATACTTTGGTCAGTTCACATCAGAGCAATTCCCTGATGATAT
CONTIG 206 p5 8.76% TATGTCGAATACTTTGGTCAGTTCACATCAGAGCAATTCCCTGATGATAT
CONTIG 206 p6 5.77% TATGTCGAATACTTTGGTCAGTTCACATCAGAGCAATTCCCTGATGATAT
CONTIG 202 p7 5.69% TATGTCGAATACTTTGGTCAGTTCACATCAGAGCAATTCCCTGATGATAT
CONTIG 201 p8 5.07% TATGTCGAATACTTTGGTCAGTTCACATCAGAGCAATTCCCTGATGATAT
CONTIG 203 p9 2.64% TATGTCGAATACTTTGGTCAGTTCACATCAGAGCAATTCCCTGATGATAT
CONTIG 204 plO 2.55% TATGTCGAATACTTTGGTCAGTTCACATCAGAGCAATTCCCTGATGATAT
CONTIG 205 pll 2.26% TATGTCGAATACTTTGGTCAGTTCACATCAGAGCAATTCCCTGATGATAT
CONTIG 207 pl2 2.25% TATGTCGAATACTTTGGTCAGTTCACATCAGAGCAATTCCCTGATGATAT
CONTIG 203 pl3 2.13% TATGTCGAATACTTTGGTCAGTTCACATCAGAGCAATTCCCTGATGATAT
CONTIG 201 pl4 1.46% TATGTCGAATACTTTGGTCAGTTCACATCAGAGCAATTCCCTGATGATAT
CONTIG 200 pl5 1.24% TATGTCGAATACTTTGGTCAGTTCACATCAGAGCAATTCCCTGATGATAT
CONTIG 200 plé 1.21% TATGTCGAATACTTTGGTCAGTTCACATCAGAGCAATTCCCTGATGATAT
CONTIG 199 pl7 1.2% TATGTCGAATACTTTGGTCAGTTCACATCAGAGCAATTCCCTGATGATAT
CONTIG 204 pl8 0.89% TATGTCGAATACTTTGGTCAGTTCACATCAGAGCAATTCCCTGATGATAT
CONTIG 208 pl9 0.66% TATGTCGAATACTTTGGTCAGTTCACATCAGAGCAATTCCCTGATGATAT
CONTIG 202 p20 0.46% TATGTCGAATACTTTGGTCAGTTCACATCAGAGCAATTCCCTGATGATAT
CONTIG 203 p2l 0.44% TATGTCGAATACTTTGGTCAGTTCACATCAGAGCAATTCCCTGATGATAT
CONTIG 202 p22 0.38% TATGTCGAATACTTTGGTCAGTTCACATCAGAGCAATTCCCTGATGATAT
CONTIG 206 p23 0.32% TATGTCGAATACTTTGGTCAGTTCACATCAGAGCAATTCCCTGATGATAT
CONTIG 198 p24 0.28% TATGTCGAATACTTTGGTCAGTTCACATCAGAGCAATTCCCTGATGATAT
CONTIG 201 p25 0.28% TATGTCGAATACTTTGGTCAGTTCACATCAGAGCAATTCCCTGATGATAT
CONTIG 203 p26 0.23% TATGTCGAATACTTTGGTCAGTTCACATCAGAGCAATTCCCTGATGATAT
CONTIG 199 p27 0.21% TATGTCGAATACTTTGGTCAGTTCACATCAGAGCAATTCCCTGATGATAT
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Figure 3C

NCBI gi 199580303 202 TGCTGAGG
CONTIG 207 pl 23.91% TGCTGAGG
CONTIG 205 p2 10.76% TGCTGAGGE
CONTIG 204 p3 9.83%  TGCTGAGG
CONTIG 208 p4 8.98%  TGCTGAGG
CONTIG 206 p5 8.76%  TGCTGAGG
CONTIG 206 p6 5.77%  TGCTGAGG
CONTIG 202 p7 5.69%  TGCTGAGG
CONTIG 201 p8 5.07%  TGCTGAGG
CONTIG 203 p9 2.64%  TGCTGAGG
CONTIG 204 pl0 2.55% TGCTGAGG
CONTIG 205 pll 2.26% TGCTGAGGE
CONTIG 207 pl2 2.25% TGCTGAGG
CONTIG 203 pl3 2.13% TGCTGAGG
CONTIG 201 pl4 1.46% TGCTGAGG
CONTIG 200 pl5 1.24% TGCTGAGGE
CONTIG 200 plé 1.21% TGCTGAGG
CONTIG 199 pl7 1.2%  TGCTGAGG
CONTIG 204 pl8 0.89% TGCTGAGG
CONTIG 208 pl9 0.66% TGCTGAGGE
CONTIG 202 p20 0.46% TGCTGAGG
CONTIG 203 p2l1 0.44% TGCTGAGG
CONTIG 202 p22 0.38% TGCTGAGG
CONTIG 206 p23 0.32% TGCTGAGG
CONTIG 198 p24 0.28% TGCTGAGG
CONTIG 201 p25 0.28% TGCTGAGG
CONTIG 203 p26 0.23% TGCTGAGG
CONTIG 199 p27 0.21% TGCTGAGGE
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Figure 4A

NCBI gi_ 22123 230 TGGAGGTGCGCGTCAAGATCCTCTTCACCTCGCTCTGCCACACCGACG- -
CONTIG 230 _pl_76.03% TGGAGGTGCGCGTCAAGATCCTCTTCACCTCGCTCTGCCACACCGACG- -
CONTIG 264 p2 4.18% TGGAGGTGCGCGTCAAGATCCTCTTCACCTCGCTCTGCCACACCGACGA-
CONTIG 231 p3_1.21% TGGAGGTGCGCGTCAAGATCCTCTTCACCTCGCTCTGCCACACCGACGT -
CONTIG 292 p4 1.2% TGGAGGTGCGCGTCAAGATCCTCTTCACCTCGCTCTGCCACACCGNNNNN
CONTIG 262 p5_ 1% TGGAGGTGCGCGTCAAGATCCTCTTCACCTCGCTCTGCCACACCGACGT -
CONTIG 229 p6 0.93% TGGAGGTGCGCGTCAAGATCCTCTTCACCTCGCTCTGCCACACCGACG- -
CONTIG 262 p7_0.92% TGGAGGTGCGCGTCAAGATCCTCTTCACCTCGCTCTGCCACACCGACGA-
CONTIG 292 p8 0.92% TGGAGGTGCGCGTCAAGATCCTCTTCACCTCGCTCTGCCACACCGNNNNN
CONTIG 225 p9 0.91% TGGAGGTGCGCGTCAAGATCCTCTTCACCTCGCTCTGCCACACCGACGT -
CONTIG 292 pl0O_0.8% TGGAGGTGCGCGTCAAGATCCTCTTCACCTCGCTCTGCCACACCGNNNNN
CONTIG 292 pll 0.74% TGGAGGTGCGCGTCAAGATCCTCTTCACCTCGCTCTGCCACACCGNNNNN
CONTIG 292 pl2 0.73% TGGAGGTGCGCGTCAAGATCCTCTTCACCTCGCTCTGCCACACCGNNNNN
CONTIG 224 pl3 0.63% TGGAGGTGCGCGTCAAGATCCTCTTCACCTCGCTCTGCCACACCGA--~--
CONTIG 227 pl4_0.62% TGGAGGTGCGCGTCAAGATCCTCTTCACCTCGCTCTGCCACACCGACG--
CONTIG 231 pl5 0.61% TGGAGGTGCGCGTCAAGATCCTCTTCACCTCGCTCTGCCACACCGACGC-
CONTIG 292 plé_0.61% TGGAGGTGCGCGTCAAGATCCTCTTCACCTCGCTCTGCCACACCGNNNNN
CONTIG 292 pl7_0.6% TGGAGGTGCGCGTCAAGATCCTCTTCACCTCGCTCTGCCACACCGNNNNN
CONTIG 292 pl8 0.58% TGGAGGTGCGCGTCAAGATCCTCTTCACCTCGCTCTGCCACACCGNNNNN
CONTIG 229 pl9 0.54% TGGAGGTGCGCGTCAAGATCCTCTTCACCTCGCTCTGCCACACCGAC---
CONTIG 260 _p20_0.54% TGGAGGTGCGCGTCAAGATCCTCTTCACCTCGCTCTGCCACACCGACGG-
CONTIG 259 p2l1 0.52% TGGAGGTGCGCGTCAAGATCCTCTTCACCTCGCTCTGCCACACCGACGA-
CONTIG 258 p22 0.5% TGGAGGTGCGCGTCAAGATCCTCTTCACCTCGCTCTGCCACACCGACGG-
CONTIG 261 p23_ 0.46% TGGAGGTGCGCGTCAAGATCCTCTTCACCTCGCTCTGCCACACCGATA- -
CONTIG 243 p24 0.42% TGGAGGTGCGCGTCAAGATCCTCTTCACCTACC----------------~
CONTIG 221 p25 0.41% TGGAGGTGCGCGTCAAGATCCTCTTCACCTCGCTCTGCCACACCGAC---
CONTIG 237 _p26_0.36% TGGAGGTGCGCGTCAAGATCCTCTTCACCTCGCTCTGCCACACCGACGG-
CONTIG 292 p27 0.36% TGGAGGTGCGCGTCAAGATCCTCTTCACCTCGCTCTGCCACACCGNNNNN
CONTIG 263 _p28_ 0.32% TGGAGGTGCGCGTCAAGATCCTCTTCACCTCGCTCTGCCACACCGACGG-
CONTIG 227 _p29 0.32% TGGAGGTGCGCGTCAAGATCCTCTTCACCTCGCTCTGCCACACCGAC---
CONTIG 264 p30_0.32% TGGAGGTGCGCGTCAAGATCCTCTTCACCTCGCTCTGCCACACCGACGA-
CONTIG 226_p31 0.32% TGGAGGTGCGCGTCAAGATCCTCTTCACCTCGCTCTGCCACACCGAC---
CONTIG 264 _p32 0.31% TGGAGGTGCGCGTCAAGATCCTCTTCACCTCGCTCTGCCACACCGACGGT
CONTIG 292 p33 0.3% TGGAGGTGCGCGTCAAGATCCTCTTCACCTCGCTCTGCCACACCGNNNNN
CONTIG 292 p34 0.3% TGGAGGTGCGCGTCAAGATCCTCTTCACCTCGCTCTGCCACACCGNNNNN

CONTIG 229 p35 0.27% TGGAGGTGCGCGTCAAGATCCTCTTCACCTCGCTCTGCCACACCGACG--
- - KKK K KKK KKK KK KR KRR KRRk hhkkhhk* &
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NCBI_gi 22123 230
CONTIG 230_pl 76.
CONTIG 264 p2 4.1
CONTIG 231 p3 1.2
CONTIG 292 p4 1.2
CONTIG 262 p5 1%

CONTIG 229 p6—6-

CONTIG 262 p7 0.9
CONTIG 292 p8 0.9
CONTIG 225 p9 0.9
CONTIG 292 pl0 0.
CONTIG 292 pll 0.
CONTIG 292 pl2 0.
CONTIG 224 pl3 0.
CONTIG 227 pl4 0.
CONTIG 231 pl5_0.
CONTIG 292 plé 0.
CONTIG 292 pl7 0.
CONTIG 292 pl8 0.
CONTIG 229 pl9 0.
CONTIG 260_p20_0.
CONTIG 259 p21 0.
CONTIG 258 p22 0.
CONTIG 261 p23 0.
CONTIG 243 p24 0.
CONTIG 221 p25 0.
CONTIG 237 p26 0.
CONTIG 292 p27 0.
CONTIG 263 p28 0.
CONTIG 227 p29 0.
CONTIG 264 p30 0.
CONTIG 226 p31 0.
CONTIG 264 p32 0.
CONTIG 292 p33 0.
CONTIG 292 p34 0.
CONTIG 229 p35 0.
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Figure 4B

--------- GA-GTTGTCATATGTTAATAACGGTATG- TTTAATTGAGTT
»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»» TTAATTGAGTT
—————————————————————————————————————— TACCGTT--ATT
S —— GA-GTTGTCATATGTTAATAACGGTATG- - TTAATTGAGTT

————————— GA-GTTGTCATATGTTAATAACGGTATA-TACCGTT--ATT
--T----- TGA-GTTGTCATATGTTAATAACGGTA- - -TACCGTT--ATT

—————————————————————————————————————— TTTAATTGAGTT
-------------------------------------- TACCGTT--ATT
-------------------------------------- TTTAATTGAGTT
———————————————————————————————————————— CCGTT--ATT
—————————————————————————————————————————— GTT--ATT

m T m m e e e e TAATTGAGTT
—————————— A-GTTGTCATATGTTAATAACGGTATA-TACCGTT--ATT
- -TATAATCCT------ C- -ATGTCAGCCATGGAGTA-TTTGGAA- -ATA
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NCBI_gi 22123 230
CONTIG 230 pl 76.03%
CONTIG 264 p2 4.18%
CONTIG 231 p3 1.21%
CONTIG 292 p4 1.2%
CONTIG 262 p5_ 1%
CONTIG 229 p6_0.93%
CONTIG 262 p7_0.92%
CONTIG 292 p8_0.92%
CONTIG 225 p9 0.91%
CONTIG 292 pl0_0.8%
CONTIG 292 pll 0.74%
CONTIG 292 pl2 0.73%
CONTIG 224 pl3 0.63%
CONTIG 227 pla 0.62%
CONTIG 231 pl5 0.61%
CONTIG 292 plé 0.61%
CONTIG 292 pl7_0.6%
CONTIG 292 pls 0.58%
CONTIG 229 pl9 0.54%
CONTIG 260 p20_0.54%
CONTIG 259 p21 0.52%
CONTIG 258 p22 0.5%
CONTIG 261 p23  0.46%
CONTIG 243 p24_0.42%
CONTIG 221 p25 0.41%
CONTIG 237 p26_0.36%
CONTIG 292 p27 0.36%
CONTIG 263 p28_0.32%
CONTIG 227 p29 0.32%
CONTIG 264 p30_0.32%
CONTIG 226 p31 0.32%
CONTIG 264 p32 0.31%
CONTIG 292 p33 0.3%
CONTIG 292 p34 0.3%
CONTIG 229 p35 0.27%
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GTCATATGTTAA-T- -AACGGTAT-TCT- -~ - - —= - -~ == —=—= -~
GTCATATGTTAA-T--AACGGTA--TCT- -~ -- - ————— === === -

AACATATGACAA- CTCAATTARA -~ -CT------=-=~==—=~—=—~——~
GTCATATGTTAA-T- -AACGGTAT-TCT------—-—=— === ———— =~
AACATATGACAA- CTCAATTARAC-TCT- -~ ---=-=~= === === ==~~~
AACATATGACAA- CTCAATTAR- —~ - = —==-==—=—=——~—=——~———— -
GTCATATGTTAA-T- - AACGGTAG- TTTAATTGAGTTGTCATATGTTAAT

AACATATGACAA- CTCAATTARAC-TCT- -~ - - - - —=—=—= === -
AACATATGACAA- CTCAATTAAAC-TCT- -~ ---=-=—=—= ===~ ==~
AACATATGACAA- CTCAATTAR - - = = === === - o e e o=

GTCATATGTTAA-T--AACGGTA -~~~ --=-=-=-—=——=—=——————-
AACATATGACAA- CTCAATTAR - — == —— === === ———————— = - —— -
GTCATATGTTAA-T- -BACGGT- = - == - === === === ——m o ———— = — -
AACATATGACAA- CTCAATTARAC-TCT- - -~ == -= === === == == ==~
AACATATGACAA- CTCAATTARA--~CCT-- -~ -=-=-==~—=~—=—~——~

GTCATATGTTAA-T- -AACGGTAT-TCT -~~~ = -~ == === == ==~ =~~~
AACATATGACAA- CTCAATTARACATCT -~~~ -=-=-—=~-=~~=—~-~~
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Figure 4D

NCBI gi_ 22123 230 - - -A-CTTCTGGGAGGCCAAGGTATCTAATCAGCCATCCCATTTGTGATC  (SEQ ID
gg&%igi230_pl_76.03% - - -A-CTTCTGGGAGGCCAAGGTATCTAATCAGCCATCCCATTTGTGATC  (SEQ ID
ggﬁgzgiz64_p2_4.1s% - - -A-CTTCTGGGAGGCCAAGGTATCTAATCAGCCATCCCATTTGTGATC  (SEQ ID
gg&%;éi23l_p3_l.21% - - -A-CTTCTGGGAGGCCAAGGTATCTAATCAGCCATCCCATTTGTGATC  (SEQ ID
gg§§121292_p4_1.2% - - -A-CTTCTGGGAGGCCAAGGTATCTAATCAGCCATCCCATTTGTGATC  (SEQ ID
gg&%;éiz62_p5_l% - - -A-CTTCTGGGAGGCCAAGGTATCTAATCAGCCATCCCATTTGTGATC  (SEQ ID
gg§$121229_p6_0.93% - - -A-CTTCTGGGAGGCCAAGGTATCTAATCAGCCATCCCATTTGTGATC  (SEQ ID
gg&%;éi262_p7_0.92% - - -A-CTTCTGGGAGGCCAAGGTATCTAATCAGCCATCCCATTTGTGATC  (SEQ ID
gg&%zgiz92_p8_o.92% - - -A-CTTCTGGGAGGCCAAGGTATCTAATCAGCCATCCCATTTGTGATC  (SEQ ID
gg&%z%1225_p9_0.91% ------- TCTGGGAGGCCAAGGTATCTAATCAGCCATCCCATTTGTGATC  (SEQ ID
gg&%zgiz92_plo_o.8% - - -A-CTTCTGGGAGGCCAAGGTATCTAATCAGCCATCCCATTTGTGATC  (SEQ ID
gg&%zz;292_p11_o.74% ------ ACCTGGGAGGCCAAGGTATCTAATCAGCCATCCCATTTGTGATC  (SEQ ID
NO:280

CONTIG 292 pl2 0.73% AACG-GTATTGGGAGGCCAAGGTATCTAATCAGCCATCCCATTTGTGATC (SEQ ID
NO:281)

CONTIG 224 pl3 0.63% ----- CTTCTGGGAGGCCAAGGTATCTAATCAGCCATCCCATTTGTGATC (SEQ ID
gg&%?é1227_p14_0.62% - --A-CTTCTGGGAGGCCAAGGTATCTAATCAGCCATCCCATTTGTGATC (SEQ ID
gg&%?éi23l_p15_0.61% - --A-CTTCTGGGAGGCCAAGGTATCTAATCAGCCATCCCATTTGTGATC (SEQ ID
gg&%?é1292_p16_0.61% - --A-CTTCTGGGAGGCCAAGGTATCTAATCAGCCATCCCATTTGTGATC (SEQ ID
gg§§§21292_p17_0.6% - --A-CTTCTGGGAGGCCAAGGTATCTAATCAGCCATCCCATTTGTGATC (SEQ ID
gg&%?gi292_p18_0.58% - --ACCTTCTGGGAGGCCAAGGTATCTAATCAGCCATCCCATTTGTGATC (SEQ ID
gg&i?éi229_pl9_0.54% - --A-CTTCTGGGAGGCCAAGGTATCTAATCAGCCATCCCATTTGTGATC (SEQ ID
gg&%?gi260_p20_0.54% - --T-CTTCTGGGAGGCCAAGGTATCTAATCAGCCATCCCATTTGTGATC (SEQ ID
gg§§§21259_p21_0.52% - --A-CTTCTGGGAGGCCAAGGTATCTAATTAGCCATCCCATTTGTGATC (SEQ ID
gg&%igiZSB_p22_O.5% ————— ATTCTGGGAGGCCAAGGTATCTAATCAGCCATCCCATTTGTGATC (SEQ ID
gg§§§é1261_p23_0.46% - --A-CTTCTGGGAGGCCAAGGTATCTAATCAGCCATCCCATTTGTGATC (SEQ ID
gg&%iéi243_p24_0.42% - --A-CTTCTGGGAGGCCAAGGTATCTAATCAGCCATCCCATTTGTGATC (SEQ ID
gg&%iéiZZl_p25_0.4l% ————————— GGGGAGGCCAAGGTATCTAATCAGCCATCCCATTTGTGATC (SEQ ID
gg&%iéi237_p26_0.36% - --A-CTTCTGGGAGGCCAAGGTATCTAATCAGCCATCCCATTTGTGATC (SEQ ID
gg&%iéiZSZ_p27_O.36% - --A-CTTCTGGGAGGCCAAGGTATCTAATCAGCCATCCCATTTGTGATC (SEQ ID
gg&%igi263_p28_0.32% - --A-CTTCTGGGAGGCCAAGGTATCTAATCAGCCATCCCATTTGTGATC (SEQ ID
gg§§§é1227_p29_0.32% - --A-CTTCTGGGAGGCCAAGGTATCTAATCAGCCATCCCATTTGTGATC (SEQ ID
gg&%igi264_p30_0.32% - --A-CTTCTGGGAGGCCAAGGTATCTAATCAGCCATCCCATTTGTGATC (SEQ ID
gg&%igiZZG_p3l_O.32% - --A-CTTCTGGGAGGCCAAGGTATCTAATCAGCCATCCCATTTGTGATC (SEQ ID
gg§$281264_p32_0.31% - --A-CTTCTGGGAGGCCAAGGTATCTAATCAGCCATCCCATTTGTGATC (SEQ ID
gg§$2é1292_p33_0.3% - --A-CTTCTGGGAGGCCAAGGTATCTAATCAGCCATCCCATTTGTGATC (SEQ ID
gg&%?éi292_p34_0.3% - --A-CTTCTGGGAGGCCAAGGTATCTAATCAGCCATCCCATTTGTGATC (SEQ ID
gg&;?éi229_p35_0.27% - --A-CTTCTGGGAGGCCAAGGTATCTAATCAGCCATCCCATTTGTGATC (SEQ ID

NO:304)
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Figure 5
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Figure 6
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