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Table 1: Polynucleotide Sequences

A. B-Domain Deleted FVIIIFc
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(i) B-Domain Deleted FVIIIFc Chain DNA Sequence (FVIII signal peptide underlined,

Fc region in bold) (SEQ ID NO:1, which encodes SEQ ID NO:2)

661

721

781

g41

901

961
1021
1081
1141
1201
1261
1321
1381
1441
1501
1561
1621
1681
1741
1801
1861
1921
1981
2041
2101
2161
2221
2281
2341
2401
24061
2521
2581
2641
2701
2761
2821
2881
2941
3001
3061
3121
3181
3241
3301

TGTGCCTTTT

GCGATTICTGC

A

TGCAAATAGA

GCTCTCCACC

TGCTICTTTC

TTTAGTGCCA

TGTCATGGGA
CTAGAGTGCC
TAGAATTCAC
TAGGTCCTAC
CTTCCCATCC
CTGAATATGA
GAAGCCATAC
TGTGCCTTAC
TCATTGGAGC
TGCACAAATT
CAAAGARCTC
ACACAGTCAA
CAGTCTATTG
AAGGTCACAC
CTTTCCTTAC
TCTCTTCCCA
AACCCCAACT
ATTCTGAAAT
GCTCAGTTGC
ACTGGGACTA
TGAACAATGG
CAGATGAAAC
TACTTTATGG
CATATAACAT
CAAAAGGTGT
AATGGACAGT
ATTACTCTAG
TCATCTGCTA
ATGTCATCCT
AACGCTTTCT
ACATCATGCA
ATGAGGTGGC
TCTTCTCTGG
CATTCTCAGG
GCCACAACTC
ACAAGAACAC
GTAAARACAA
ATCAACGGGA
ATACCATATC
AGAGCCCCCG
TCTGGGATTA
GTGTCCCTCA
CCTTATACCG

CTATATGCAA
AAAATCTTTT
GGATCACCTT
CATCCAGGCT
TGTCAGTCTT
TGATCAGACC
ATATGTCTGG
CTACTCATAT
CCTACTAGTA
TATACTACTT
CTTGATGCAG
TGGTTATGTA
GCATGTGATT
ATTTCTTGTG
TGCTCAAACA
CCAACATGAT
ACGAATGARA
GGATGTIGGTC
CAAGAAGCAT
TGCTCCCTTA
CCCTCAGCGG
CTTTAAGACT
GGAAGTTGGA
CTACCCTCAC
AAAACATTTG
GACTGTAGAA
TTTCGTTAAT
CAAAGAATCT
GITTTCTGTA
CCCCAATCCA
CAGCATCAAT
ATACTGGTAC
ATATACCTTC
AGAAACTGTC
AGACTTTCGG
TGGTGATTAT
TGCCATTGAA
AATBRACTCGT
AGTTGAAATG
CAGCTTTCAA
TGGGATGAGT
GTTCAAGAAA
TGGAGAACTA

AGTGATCTCG
CCATTCAACA
TTCAACATCG
GAGGTTTATG
CATGCTGTTG
AGTCAAAGGG
CAGGTCCTGA
CTTTCTCATG
TGTAGAGAAG
TTTGCTGTAT
GATAGGGATG
AACAGGTCTC
GGAATGGGCA
AGGAACCATC
CTCTTGATGG
GGCATGGAAG
AATAATGAAG
AGGTTTGATG
CCTAAAACTT
GTCCTCGCCC
ATTGGTAGGA
CGTGAAGCTA
GACACACTGT
GGAATCACTG
AAGGATTTTC
GATGGGCCAA
ATGGAGAGAG
GTAGATCAAA
TTTGATGAGA
GCTGGAGTGC
GGCTATGTTT
ATTCTAAGCA
AAACACAAAR
TTCATGTCGA
AACAGAGGCA
TACGAGGACA
CCAAGAAGCT
ACTACTCTTIC
AAGAAGGAAG
AAGAAAACAC
AGCTCCCCAC
GTTGTTTTCC
AATGAACATT

CCAGAAGATA
GTGAGCTGCC
CCTCAGTCGT
CTAAGCCAAG
ATACAGTGGT
GTGTATCCTA
AGAAAGAAGA
AAGAGAATGG
TGGACCTGGT
GGAGTCTGGC
TTGATGAAGG
CTGCATCTGC
TGCCAGGTCT
CCACTCCTGA
GCCAGGCGTC
ACCTTGGACA
CTTATGTCAA
AAGCGGAAGA
ATGACAACTC
GGGTACATTA
CCGATGACAG
AGTACAAAAR
TTCAGCATGA
TGATTATATT
ATGTCCGTCC
CAATTCTGCC
CTAAATCAGA
ATCTAGCTTC
GAGGAAACCA
ACCGAAGCTG
AGCTTGAGGA
TTGATAGTTT
TTGGAGCACA
TGGTCTATGA
TGGAAAACCC
TGACCGCCTT
GTTATGAAGA
TCTCTCAAARA
AGTCAGATCA
ATTTTGACAT
GACACTATTT
ATGTTCTAAG
AGGAATTTAC
TGGGACTCCT

CTACCTGGGT
TGTGGACGCA
GTACAAARAG
GCCACCCTGG
CATTACACTT
CTGGAAAGCT
TGATAAAGTC
TCCAATGGCC
AARAGACTTG
CAAGGAAAAG
GAAAAGTTGG
TCGGGCCTGG
GATTGGATGC
AGTGCACTCA
CTTGGAAATC
GTTTCTACTG
AGTAGACAGC
CTATGATGAT
TCCTTCCTTT
CATTGCTGCT
AAGTTATAAA
AGTCCGATTT
ATCAGGAATC
TAAGAATCAR
TTTGTATTCA
AGGAGAAATA
TCCTCGGTGC
AGGACTCATT
GATAATGTCA
GTACCTCACA
TCCAGAGTTC
GCAGTTGTCA
GACTGACTTC
AGACACACTC
AGGTCTATGG
ACTGAAGGTT
TATTTCAGCA
CCCACCAGTC
AGAGGAAATT
TTATGATGAG
TATTGCTGCA
AAACAGGGCT
TGATGGCTCC
GGGGCCATAT

GCAGTGGAAC
AGATTTCCTC
ACTCTGTTTG
ATGGGTCTGC
AAGAACATGG
TCTGAGGGAG
TTCCCTGGTG
TCTGACCCAC
AATTCAGGCC
ACACAGACCT
CACTCAGARAA
CCTARRATGC
CACAGGAARAT
ATATTCCTCG
TCGCCAATAA
TTTTGTCATA
TGTCCAGAGG
GATCTTACTG
ATCCAAATTC
GRAGAGGAGG
AGTCAATATT
ATGGCATACA
TTGGGACCTT
GCAAGCAGAC
AGGAGATTAC
TTCAAATATA
CTGACCCGCT
GGCCCTICTCC
GACAAGAGGA
GAGAATATAC
CAAGCCTCCA
GTTTGTTTGC
CTTTCIGTCT
ACCCTATTCC
ATTCTGGGGT
TCTAGTTGTG
TACTTGCTGA
TTGAAACGCC
GACTATGATG
GATGAAAATC
GTGGAGAGGC
CAGAGTGGCA
TTTACTCAGC
ATAAGAGCAG
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3361
3421
3481
3541
3601
3660l
3721
3781
3841
3901
3961
4021
4081
4141
4201
4261
4321
4381
4441
4501
4561
4621
4681
4741
4801
4861
4921
4981
5041
5101
5161
5221
5281
5341
5401
5461
5521
5581
5641
5701

AAGTTGAAGA
ATTCTAGCCT
TTGTCAAGCC
CTAAAGATGA
ATGTGCACTC
CTCATGGGAG
CCAAAAGCTG
AGATGGAAGA
TGGATACACT
GCATGGGCAG
GAAAAANAGA
TGGAAATGTT
TACATGCTGG
GAATGGCTTC
GGGCCCCAAA
AGCCCTTTTC
CCCAGGGTGC
GTCTTGATGG
TCTTTGGCAA
CTCGATACAT
TGATGGGCTG
CAGATGCACA
CAAAAGCTCG
CAAAAGAGTG
AGGGAGTAAA
AAGATGGCCA
ATCAAGACTC
TTCGAATTCA
GCGAGGCACA
TCCTGGGCGG
CCCGGACCCC
AGTTCAACTG
AGCAGTACAA
TGAATGGCAA
AAACCATCTC
CCCGGGATGA
CCAGCGACAT
CGCCTCCCGT
AGAGCAGGTG
ACCACTACAC

TAATATCATG
TATTTCTTAT
TAATGAAACC
GTTTGACTGC
AGGCCTGATT
ACAAGTGACA
GTACTTCACT
TCCCACTTTT
ACCTGGCTTA
CAATGAARAC
GGAGTATARA
ACCATCCAAA
GATGAGCACA
TGGACACATT
GCTGGCCAGA
TTGGATCAAG
CCGTCAGAAG
GAAGAAGTGG
TGTGGATTCA
CCGTTTGCAC
TGATTTAAAT
GATTACTGCT
ACTTCACCTC
GCTGCAAGTG
ATCTCTGCTT
TCAGTGGACT
CTTCACACCT
CCCCCAGAGT
GGACCTCTAC
ACCGTCAGTC
TGAGGTCACA
GTACGIGGAC
CAGCACGTAC
GGAGTACAAG
CAAAGCCAAA
GCTGACCAAG
CGCCGTIGGAG
GTTGGACTCC
GCAGCAGGGG
GCAGAAGAGC
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GTAACTTTCA
GAGGAAGATC
AAAACTTACT
AAAGCCTGGEG
GGACCCCTTC
GTACAGGAAT
GARAATATGG
AAAGAGAATT
GTAATGGCTC
ATCCATTCTA
ATGGCACTGT
GCTGGAATTT
CTTTTTCTGG
AGAGATTTTC
CTTCATTATT
GTGGATCTGT
TTCTCCAGCC
CAGACTTATC
TCTGGGATAA
CCAACTCATT
AGTTGCAGCA
TCATCCTACT
CAAGGGAGGA
GACTTCCAGA
ACCAGCATGT
CTCTTTTTTC
GTGGTGAACT
TGGGTGCACC
GACAAAACTC
TTCCTCTTCC
TGCGTGGTIGG
GGCGTGGAGG
CGTGTGGTCA
TGCAAGGTCT
GGGCAGCCCC
AACCAGGTCA
TGGGAGAGCA
GACGGCTCCT
AACGTCTTCT
CTCTCCCTGT

GAAATCAGGC
AGAGGCAAGG
TTTGGAAAGT
CTTATTTCIC
TGGTCTGCCA
TTGCTCTGTT
AAAGARAACTG
ATCGCTTCCA
AGGATCAAAG
TTCATTTCAG
ACAATCTCTA
GGCGGGTGGA
TGTACAGCAA
AGATTACAGC
CCGGATCAAT
TGGCACCAAT
TCTACATCTC
GAGGAAATTC
AACACAATAT
ATAGCATTCG
TGCCATTGGG
TTACCAATAT
GTAATGCCTG
AGACAATGAA
ATGTGAAGGA
AGAATGGCAA
CTCTAGACCC
AGATTGCCCT
ACACATGCCC
CCCCAAAACC
TGGACGTGAG
TGCATAATGC
GCGTCCTCAC
CCAACAAAGC
GAGAACCACA
GCCTGACCTG
ATGGGCAGCC
TCTTCCTCTA
CATGCTCCGT
CTCCGGGTAA
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CTCTCGTCCC
AGCAGAACCT
GCAACATCAT
TGATGTTGAC
CACTAACACA
TTTCACCATC
CAGGGCTCCC
TGCAATCAAT
GATTCGATGG
TGGACATGTG
TCCAGGTGTT
ATGCCTTATT
TAAGTGTCAG
TTCAGGACAA
CAATGCCTGG
GATTATTCAC
TCAGTTTATC
CACTGGAACC
TTTTAACCCT
CAGCACTCTT
AATGGAGAGT
GTTTGCCACC
GAGACCTCAG
AGTCACAGGA
GTTCCTCATC
AGTAAAGGTT
ACCGTTACTG
GAGGATGGAG
ACCGTGCCCA
CAAGGACACC
CCACGAAGAC
CAAGACAAAG
CGTCCTGCAC
CCTCCCAGCC
GGTGTACACC
CCTGGTCAAA
GGAGAACAAC
CAGCAAGCTC
GATGCATGAG
A

TATTCCTTCT
AGRAAAARACT
ATGGCACCCA
CTGGAAARAAG
CTGAACCCTG
TTTGATGAGA
TGCAATATCC
GGCTACATAA
TATCTGCTCA
TTCACTGTAC
TTTGAGACAG
GGCGAGCATC
ACTCCCCTGG
TATGGACAGT
AGCACCAAGG
GGCATCAAGA
ATCATGTATA
TTAATGGTCT
CCAATTATTG
CGCATGGAGT
AAAGCAATAT
TGGTCTCCTT
GTGAATAATC
GTAACTACTC
TCCAGCAGTC
TTTCAGGGAA
ACTCGCTACC
GTTCTGGGCT
GCTCCAGAAC
CTCATGATCT
CCTGAGGTCA
CCGCGGGAGG
CAGGACTGGC
CCCATCGAGA
CTGCCCCCAT
GGCTTCTATC
TACAAGACCA
ACCGTGGACA
GCTCTGCACA

(i1) Fc DNA sequence (mouse lox signal peptide underlined) (SEQ ID NO:3, which

encodes SEQ ID NO:4)
7981 ATGGA GACAGACACA
8041 CTCCTGCTAT GGGTACTGCT GCTCTGGGTT CCAGGTTCCA CTGGTGACAA AACTCACACA
8101 TGCCCACCGT GCCCAGCACC TGAACTCCTG GGAGGACCGT CAGTCTICCT CTTCCCCCCA
8161 AAACCCAAGG ACACCCTCAT GATCTCCCGG ACCCCTGAGG TCACATGCGT GGTGGTGGAC
8221 GTGAGCCACG AAGACCCTGA GGTCAAGTTC AACTGGTACG TGGACGGCGT GGAGGTGCAT
8281 AATGCCARGA CAAAGCCGCG GGAGGAGCAG TACAACAGCA CGTACCGTGT GGTCAGCGTC
8341 CTCACCGTCC TGCACCAGGA CTGGCTGAAT GGCAAGGAGT ACAAGTGCAA GGTCTCCAAC
8401 ABAGCCCTCC CAGCCCCCAT CGAGARAACC ATCTCCAAAG CCAAAGGGCA GCCCCGAGAA
8461 CCACAGGTGT ACACCCTGCC CCCATCCCGC GATGAGCTGA CCAAGAACCA GGTCAGCCTG
8521 ACCTGCCTGG TCARAGGCTT CTATCCCAGC GACATCGCCG TGGAGTGGGA GAGCAATGGG
8581 CAGCCGGAGA ACRACTACAA GACCACGCCT CCCGTGITGG ACTCCGACGG CTCCTTCTTC
8641 CTCTACAGCA AGCTCACCGT GGACAAGAGC AGGTGGCAGC AGGGGBACGT CTTCTCATGC
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1381 ATTCAGCATG AATCAGGAAT
1441 TTGATTATAT TTAAGAATCA
1501 GATGTCCGTC CTTTGTATIC
1561 CCAATTCTGC CAGGAGAAAT
1621 ACTARATCAG ATCCTCGGTG
1681 GATCTAGCTT CAGGACTCAT
1741 AGAGGAAACC AGATAATGIC
1801 AACCGAAGCT GGTACCTCAC
1861 CAGCTTGAGG ATCCAGAGTT
1921 TTTGATAGTT TGCAGTTIGTC
1981 ATTGGAGCAC AGACTGACTT
2041 ATGGTCTATG AAGACACACT
2101 ATGGAARACC CAGGTCTATG
2161 ATGACCGCCT TACTGAAGGT
2221 AGTTATGAAG ATATTTCAGC
2281 TICTCCCAGA ATGACAAAAC
2341 GGACCGTCAG TCTTCCTCTT
2401 CCTGAGGTCA CATGCGTGGT
2461 TGGTACGTGG ACGGCGTGGA
2521 AACAGCACGT ACCGTGTGGT
2581 AAGGAGTACA AGTGCAAGGT
2641 TCCAAAGCCA AAGGGCAGCC
2701 GAGCTGACCA AGAACCAGGT
2761 ATCGCCGTGG AGTGGGAGAG
2821 GTGTTGGACT CCGACGGCTC
2881 TGGCAGCAGG GGAACGTCTT
2941 ACGCAGAAGA GCCTCTCCCT
C.

61
121
181
241
301
361
421
481
541
601
661
721
781
841
901
961
1021
1081
1141
1201
1261
1321

(ii1) Light Chain (LC)-Fc DNA sequence (signal peptide underlined. Fc region in bold)
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CTTGGGACCT
AGCAAGCAGA
AAGGAGATTA
ATTCAAATAT
CCTGACCCGC
TGGCCCTCTC
AGACAAGAGG
AGAGAATATA
CCAAGCCTCC
AGTTTGTTTG
CCTTTCTGTC
CACCCTATTIC
GATTCTGGGG
TTCTAGTTGT
ATACTTGCTG
TCACACATGC
CCCCCCAAAA
GGTGGACGTG
GGTGCATAAT
CAGCGTCCTC
CTCCAACAAA
CCGAGAACCA
CAGCCTGACC
CAATGGGCAG
CTTCTTCCTC
CTCATGCTCC
GTCTCCGGGT

TTACTTTATG
CCATATAACA
CCAARAGGTG
AAATGGACAG
TATTACTCTA
CTCATCTGCT
AATGTCATCC
CAACGCTTTC
AACATCATGC
CATGAGGTGG
TTCTTCTCTG
CCATTCTCAG
TGCCACAACT
GACAAGAACA
AGTAAAANCA
CCACCGTGCC
CCCAAGGACA
AGCCACGAAG
GCCAAGACAA
ACCGTCCTGC
GCCCTCCCAG
CAGGTGTACA
TGCCTGGTCA
CCGGAGAACA
TACAGCAAGC
GTGATGCATG
AAA
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GGGAAGTTGG
TCTACCCTCA
TAAAACATTT
TGACTGTAGA
GTTTCGTTAA
ACAAAGAATC
TGTTTTCTGT
TCCCCAATCC
ACAGCATCAA
CATACTGGTA
GATATACCTT
GAGAAACTGT
CAGACTTTCG
CTGGTGATTA
ATGCCATTGA
CAGCTCCAGA
CCCTCATGAT
ACCCTGAGGT
AGCCGCGGGA
ACCAGGACTG
CCCCCATCGA
cccTGeeceee
AAGGCTTCTA
ACTACAAGAC
TCACCGTGGA
AGGCTCTGCA

AGACACACTG
CGGAATCACT
GAAGGATTTT
AGATGGGCCA
TATGGAGAGA
TGTAGATCAA
ATTTGATGAG
AGCTGGAGTG
TGGCTATGTT
CATTCTAAGC
CAAACACAAA
CTTCATGTCG
GAACAGAGGC
TTACGAGGAC

ACTCCTGGGC
CTCCCGGACC
CAAGTTCAAC
GGAGCAGTAC
GCTGAATGGC
GAAAACCATC
ATCCCGGGAT
TCCCAGCGAC
CACGCCTCCC
CAAGAGCAGG
CAACCACTAC

(SEQ ID NO:11. which encodes SEQ ID NO:12)

ATGGAGACAG

ACACACTCCT

GCTATGGGTA

CTGCTGCTCT

GGGTTCCAGG

TTCCACTGGT

GAAATAACTC
TCAGTTGAAA
CGCAGCTTTC
TATGGGATGA
CAGTTCAAGA
CGTGGAGAAC
GATAATATCA
CTTATTTCTT
CCTAATGAAA
GAGTTTGACT
TCAGGCCTGA
AGACAAGTGA
TGGTACTTCA
GATCCCACTT
CTACCTGGCT
AGCAATGAAA
GAGGAGTATA
TTACCATCCA
GGGATGAGCA
TCTGGACACA
AAGCTGGCCA
TCTTGGATCA

GTACTACTCT
TGAAGAAGGA
AAAAGARAAAC
GTAGCTCCCC
AAGTTGTTTT
TARATGAACA
TGGTAACTTT
ATGAGGAAGA
CCAAAACTTA
GCAAAGCCTG
TTGGACCCCT
CAGTACAGGA
CTGAAAATAT
TTAAAGAGAA
TAGTAATGGC
ACATCCATTC
AAATGGCACT
AAGCTGGAAT
CACTTTTTCT
TTAGAGATTT
GACTTCATTA
AGGTGGATCT

TCAGTCAGAT
AGATTTTGAC
ACGACACTAT
ACATGTTCTA
CCAGGAATTT
TTTGGGACTC
CAGAAATCAG
TCAGAGGCAA
CTTTTGGAAA
GGCTTATTIC
TCTGGTCTGC
ATTTGCTCTG
GGAAAGARAAC
TTATCGCTTC
TCAGGATCAA
TATTCATTTC
GTACAATCTC
TTGGCGGGTG
GGTGTACAGC
TCAGATTACA
TTCCGGATCA
GTTGGCACCA

CAAGAGGAAA
ATTTATGATG
TTTATTGCTG
AGAARACAGGG
ACTGATGGCT
CTGGGGCCAT
GCCTCTCGTC
GGAGCAGAAC
GTGCAACATC
TCTGATGTTG
CACACTAACA
TTTTTCACCA
TGCAGGGCTC
CATGCAATCA
AGGATTCGAT
AGTGGACATG
TATCCAGGTG
GAATGCCTTA
AATARAGTGTC
GCTTCAGGAC
ATCAATGCCT
ATGATTATTC

TTGACTATGA
AGGATGAAARA
CAGTGGAGAG
CTCAGAGTGG
CCTTTACTCA
ATATAAGAGC
CCTATTCCTT
CTAGAAARRA
ATATGGCACC
ACCTGGARAAA
CACTGAACCC
TCTTTGATGA
CCTGCAATAT
ATGGCTACAT
GGTATCTGCT
TGTTCACTGT
TTTTTGAGAC
TTGGCGAGCA
AGACTCCCCT
AATATGGACA
GGAGCACCAA
ACGGCATCAA

TGATACCATA
TCAGAGCCCC
GCTCTGGGAT
CAGTGTCCCT
GCCCTTATAC
AGAAGTTGAA
CTATTCTAGC
CTTTGTCAAG
CACTAAAGAT
AGATGTGCAC
TGCTCATGGG
GACCAAAAGC
CCAGATGGAA
AATGGATACA
CAGCATGGGC
ACGAARARARARA
AGTGGAAATG
TCTACATGCT
GGGAATGGCT
GTGGGCCCCA
GGAGCCCTTIT
GACCCAGGGT
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1381
1441
1501
1561
1621
lo81
1741
1801
1861
1921
1981
2041
2101
2161
2221
2281
2341
2401
2461
2521
2581
2641
2701
2761

GCCCGTCAGA
GGGAAGAAGT
AATGTGGATT
ATCCGTTTGC
TGTGATTTAA
CAGATTACTG
CGACTTCACC
TGGCTGCAAG
AAATCTCTGC
CATCAGTGGA
TCCTTCACAC
CACCCCCAGA
CAGGACCTCT
GGACCGTCAG
CCITGAGGTCA
TGGTACGTGG
AACAGCACGT
AAGGAGTACA
TCCAAAGCCA
GAGCTGACCA
ATCGCCGTGG
GTGTTGGACT
TGGCAGCAGG
ACGCAGAAGA

AGTTCTCCAG
GGCAGACTTA
CATCTGGGAT
ACCCAACTCA
ATAGTTGCAG
CTTCATCCTA
TCCAAGGGAG
TGGACTTCCA
TTACCAGCAT
CTCTCTTTTT
CTGTGGTGAA
GITGGGTGCA
ACGACAAAAC
TCTTCCICTT
CATGCGTGGT
ACGGCGTGGA
ACCGTGTGGT
AGTGCAAGGT
AAGGGCAGCC
AGAACCAGGT
AGTGGGAGAG
CCGACGGCTC
GGAACGTCTT
GCCTCTCCCT
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CCTCTACATC
TCGAGGAAAT
AARARACACAAT
TTATAGCATT
CATGCCATTG
CTTTACCAAT
GAGTAATGCC
GAAGACAATG
GTATGTGAAG
TCAGAATGGC
CTCTCTAGAC
CCAGATTGCC
TCACACATGC
CCCCCCAAAA
GGTGGACGTG
GGTGCATAAT
CAGCGTCCTC
CTCCAACAAA
CCGAGAACCA
CAGCCTGACC
CAATGGGCAG
CTTICTTCCTC
CTCATGCTCC
GTCICCGGGT

TCTCAGTTTA
TCCACTGGAA
ATTTTTAACC
CGCAGCACTC
GGAATGGAGA
ATGTTTGCCA
TGGAGACCTC
ARAGTCACAG
GAGTTCCTCA
AAAGTAAARGG
CCACCGTTAC
CTGAGGATGG
CCACCGTGCC
CCCAAGGACA
AGCCACGAAG
GCCAAGACAA
ACCGTCCTGC
GCCCTCCCAG
CAGGTGTACA
TGCCTGGTCA
CCGGAGAACA
TACAGCAAGC
GTGATGCATG
AAA
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TCATCATGTA
CCTTAATGGT
CTCCAATTAT
TTCGCATGGA
GTAAAGCAAT
CCTGGTCTCC
AGGTGAATAA
GAGTAACTAC
TCTCCAGCAG
TTTTTCAGGG
TGACTCGCTA
AGGTTCTGGG
CAGCTCCAGA
CCCTCATGAT
ACCCTGAGGT
AGCCGCGGGA
ACCAGGACTG
CCCCCATCGA
CCCTGCCCCC
AAGGCTTCTA
ACTACAAGAC
TCACCGTGGA
AGGCTCTGCA

TAGTCTTGAT
CTTCTTTGGC
TGCTCGATAC
GTTGATGGGC
ATCAGATGCA
TTCAAAAGCT
TCCAAAAGAG
TCAGGGAGTA
TCAAGATGGC
AAATCAAGAC
CCTTCGAATT
CTGCGAGGCA
ACTCCTGGGC
CTCCCGGACC
CAAGTTCAAC
GGAGCAGTAC
GCTGAATGGC
GAAAACCATC
ATCCCGGGAT
TCCCAGCGAC
CACGCCTCCC
CAAGAGCAGG
CAACCACTAC
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Table 2: Polypeptide Sequences

A. B-Domain Deleted FVIII-F¢c Monomer Hybrid (BDD FVIIIFc monomer dimer):
created by coexpressing BDD FVIIIFc and Fe chains.

Construct = HC-LC-Fe¢ fusion. An Fc expression cassette is cotransfected with BDDFVIII-Fc to
generate the BDD FVIIIFc monomer-. For the BDD FVIIIFc chain, the Fc sequence is shown in
bold; HC sequence is shown in double underline; remaining B domain sequence is shown in
italics. Signal peptides are underlined.

i) B domain deleted FVIII-Fc chain (19 amino acid signal sequence underlined) (SEQ ID
NO:2)

MOQIELSTCFFLCLLRECES
ATRRYYLGAVELSWDYMQSDLGELPVDARFPPRVPKSFPENTSVVYKKTLEVEFTDHLENIAKPR
PPWMGLLGPTIQAEVYDTVVITLKNMASHPVSLHAVGVSYWKASEGAEYDDOTSOQREKEDDKVEP
GGSHTYVWQVLKENGPMASDPLCLTYSYLSHVDLVKDLNSGLIGALLVCREGSLAKEKTQTLHKE
ILLFAVEFDEGKSWHSETKNSLMODRDAASARAWPKMHTVNGYVNRSLPGL IGCHRKSVYWHVIGM
GTTPEVHSIFLEGHTFLVRNHROASLEISPITFLTAQTLLMDLGQFLLECHISSHOHDGMEAYVK
VDSCPEEPQLRMKNNEEAEDYDDDLTDSEMDVVREDDDNSPSEIQIRSVAKKHPKTWVHY TAAEE
EDWDYAPLVLAPDDRSYKSQYINNGPQRIGRKYKKVREMAYTDETFKTREAIQHESGILGPLLYG
EVGDTLLIIFKNQASRPYNIYPHGITDVRPLYSRRLPKGVKHLKDEFPILPGEIFKYKWTVTIVEDG
PTKSDPRCLTRYYSSEFVNMERDLASGLIGPLLICYKESVDORGNQIMSDKRNVILESVEDENRSH
YLTENIQRFLPNPAGVQLEDPEFQASNIMHSINGYVEDSLOLSVCLHEVAYWYTLSIGAQTDFELS
VEFSGYTFKHKMVYEDTLTLEPFSGETVEMSMENPGLWILGCHNSDERNRGMTALLKVSSCDKNT
GDYYEDSYEDISAYLLSKNNAIEPRSFSONPPVLKRHOREITRTTLQSDQEEIDYDDTISVEMKK
EDFDIYDEDENQSPRSFQKKTRHYFIAAVERLWDYGMSSSPHVLRNRAQSGSVPQFKKVVEQEET
DGSEFTQPLYRGELNEHLGLLGPYIRAEVEDNIMVTFRNQASRPYSEYSSLISYEEDQRQGAEPRK
NEVKPNETKTYFWKVQHHMAPTKDEFDCKAWAYFSDVDLEKDVHSGLIGPLLVCHTNTLNPAHGR
QVTVQEFALFFTIFDETKSWYFTENMERNCRAPCNIQMEDPTFKENYRFHAINGY IMDTLPGLVM
AQDQRIRWYLLSMGSNENIHSIHFSGHVEFTVRKKEEYKMALYNLY PGVEETVEMLPSKAGIWRVE
CLIGEHLHAGMSTLFLVYSNKCQTPLGMASGHIRDFQITASGQYGOWAPKLARLHYSGSINAWST
KEPFSWIKVDLLAPMITHGIKTQGARQKESSLYISQFIIMYSLDGKKWOQTYRGNSTGTLMVEFGN
VDSSGIKHNIFNPPIIARYIRLHPTHYSIRSTLRMELMGCDLNSCSMPLGMESKAISDAQITASS
YETNMFATWSPSKARLHLQGRSNAWRPQVNNPKEWLQVDEQKTMKVTGVTTQGVKSLLTSMYVKE
FLISSSODGHOWTLEFQNGKVKVEQGNQDSFTPVVNSLDPPLLTRYLRIHPQSWVHQIALRMEVL
GCEAQDLYDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVICVVVDVSHEDPEVKFNW
YVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQ
PREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLY
SKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

ii) Fc chain (20 amino acid heterologous signal peptide from mouse Igk chain underlined)
(SEQ ID NO:4)

METDTLLLWVLLLWVPGSTG
DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKENWYVDGVEVH
NAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYT
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ATRRYYLGAVELSWDYMQSDLGELPVDARFPPRVPKSFPFNTSVVYKKTLEVEFTDHLENIAKPR
PPWMGLLGPTIQAEVYDTVVITLKNMASHPVSLHAVGVSYWKASEGAEYDDQTSQREKEDDKVEP
GGSHTYVWQVLKENGPMASDPLCLTYSYLSHVDLVKDLNSGLIGALLVCREGSLAKEKTQTLHKE
ILLFAVFDEGKSWHSETKNSLMQDRDAASARAWPKMHTVNGYVNRSLPGLIGCHRKSVYWHVIGM
GTTPEVHSIFLEGHTFLVRNHRQASLEISPITFLTAQTLLMDLGQFLLEFCHISSHQHDGMEAYVK
VDSCPEEPQLRMKNNEEAEDYDDDLTDSEMDVVREDDDNSPSFIQIRSVAKKHPKTWVHY IAAEE
EDWDYAPLVLAPDDRSYKSQYLNNGPQRIGRKYKKVRFMAYTDETFKTREAIQHESGILGPLLYG
EVGDTLLITIFKNQASRPYNIYPHGITDVRPLYSRRLPKGVKHLKDFPILPGEIFKYKWTVTVEDG
PTKSDPRCLTRYYSSFVNMERDLASGLIGPLLICYKESVDORGNQIMSDKRNVILESVEDENRSW
YLTENIQRFLPNPAGVQLEDPEFQASNIMHSINGYVFDSLOLSVCLHEVAYWYILSIGAQTDELS
VFFSGYTFKHKMVYEDTLTLFPFSGETVEMSMENPGLWILGCHNSDFRNRGMTALLKVSSCDKNT
GDYYEDSYEDISAYLLSKNNAIEPRSFSONDKTHTCPPCPAPELLGGPSVFLFPPKPRKDTLMISR
TPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYK
CKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNG
QPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

(iii) LC-Fc6His (Fc sequence is shown in bold, signal peptide underlined.) (SEQ ID NO:12)

METDTLLLWVLLLWVPGSTG
EITRTTLQSDQEEIDYDDTISVEMKKEDEFDIYDEDENQSPRSFOKKTRHYFIAAVERLWDYGMSS
SPHVLRNRAQSGSVPQFKKVVEFQEFTDGSEFTQPLYRGELNEHLGLLGPY IRAEVEDNIMVTERNQ
ASRPYSFYSSLISYEEDQRQGAEPRKNFVKPNETKTYFWKVOHHMAPTKDEEDCKAWAYEFSDVDL
EKDVHSGLIGPLLVCHTNTLNPAHGRQVIVQEFALFFTIFDETKSWYFTENMERNCRAPCNIQME
DPTFKENYRFHAINGY IMDTLPGLVMAQDQRIRWYLLSMGSNENIHSIHFSGHVETVRKKEEYKM
ALYNLYPGVFETVEMLPSKAGIWRVECLIGEHLHAGMSTLFLVYSNKCQTPLGMASGHIRDEQIT
ASGQYGQWAPKLARLHYSGSINAWSTKEPFSWIKVDLLAPMITHGIKTQGARQKESSLYISQFIT
MYSLDGKKWQTYRGNSTGTLMVFEGNVDSSGIKHNIFNPPIIARYIRLHPTHYSIRSTLRMELMG
CDLNSCSMPLGMESKAISDAQITASSYFITNMFATWSPSKARLHLOGRSNAWRPOQVNNPKEWLQVD
FOQKTMKVTGVTTQGVKSLLTSMYVKEFLISSSODGHOWTLEFONGKVKVEQGNQDSEFTPVVNSLD
PPLLTRYLRIHPQSWVHQIALRMEVLGCEAQDLYDKTHTCPPCPAPELLGGPSVFLFPPKPKDTL
MISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLIVLHQDWLNG
KEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEW
ESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVESCSVMHEALHNHYTQKSLSLSPG
K




