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FIGURE 1
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FIGURE 2A
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FIGURE 2B
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FIGURE 3
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FIGURE 4
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FIGURE 5

110%
100%
90%
80%
® grzl4s-nveyc 1ug/mi 70%
M grZ14s-nvcyc 100ng/ml 60%
m grZl4s-nveyc 10ng/mi 50%
® Abac10-cyc 100ng/ml 40%
= P.a control 30%
20%
10%
0%




7/28

FIGURE 6
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FIGURE 7
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FIGURE 8

pseudomonas aeruginosa - Bacterial Count
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FIGURE 9
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FIGURE 10

Bactiter glo - Candida albicans &
Amphotericin B - 24 HR.
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FIGURE 11

Bactiter glo - candida albicans & Fluconazloe
- 24 HR.
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FIGURE 12

Bactiter glo - Pseudomonas aeruginosa &
Kanamycin - 24 HR.
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FIGURE 13A

Pseudomonas aeruginosa adherence prevention by various peptides
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FIGURE 13B

Pseudomonas aeruginosa detachment by various peptides
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FIGURE 14A

Staphylococcus aureus adherence prevention by various peptides
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FIGURE 14B

Staphylococcus aureus detachment by various peptides
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FIGURE 15A

Candida albicans adherence prevention by various peptides
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FIGURE 15B

Candida albicans detachment by various peptides
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FIGURE 16A

Escherichia coli adherence prevention by various peptides
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FIGURE 16B

Escherichia coli detachment by various peptides
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FIGURE 17
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FIGURE 18
Congo Red staining of Eqt2Z-Cyc incubated with Pseudomonas aeruginosa
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FIGURE 19
Congo Red staining of grZ14s-nvCyc incubated with Pseudomonas aeruginosa
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FIGURE 20
Trypan Blue staining of grZ14s-nvCyc incubated with Pseudomonas aeruginosa
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FIGURE 21
Congo Red staining of grZ14s-nvCyc incubated with Candida albicans
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FIGURE 22

Congo Red staining of Eqt2Z-Cyc incubated with Candida albicans
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FIGURE 23
Congo Red staining of grZ14s-nvCyc incubated with Staphylococcus aureus
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