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                         SEQUENCE LISTING

<110>  Kangti Pte Ltd

 

<120>  A YEAST PHENOTYPIC SCREENING METHOD FOR ISOLATION OF FUNCTIONAL 

       ANTIBODIES AGAINST G-PROTEIN COUPLED RECEPTORS

<130>  31842SG2

<160>  86    

<170>  PatentIn version 3.5

<210>  1

<211>  8

<212>  PRT

<213>  Saccharomyces cerevisiae

<400>  1

Gly Tyr Ser Phe Thr Ser Tyr Trp 

1               5               

<210>  2

<211>  8

<212>  PRT

<213>  Saccharomyces cerevisiae

<400>  2

Ile Tyr Pro Gly Asp Ser Asp Thr 

1               5               

<210>  3

<211>  17

<212>  PRT

<213>  Saccharomyces cerevisiae

<400>  3

Cys Ala Arg Leu Gly Tyr Tyr Asp Ser Ser Gly Tyr Tyr Ser Glu Asp 

1               5                   10                  15      

Tyr 

    

<210>  4

<211>  7

<212>  PRT

<213>  Saccharomyces cerevisiae

<400>  4

Ser Gly Arg Ser Gly Phe Ala 

1               5           



2

<210>  5

<211>  7

<212>  PRT

<213>  Saccharomyces cerevisiae

<400>  5

Val Asn Ser Asp Gly Ser His 

1               5           

<210>  6

<211>  9

<212>  PRT

<213>  Saccharomyces cerevisiae

<400>  6

Gln Thr Trp Gly Thr Gly Ile Trp Val 

1               5                   

<210>  7

<211>  131

<212>  PRT

<213>  Saccharomyces cerevisiae

<400>  7

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Glu 

1               5                   10                  15      

Pro Leu Lys Ile Ser Cys Lys Gly Ser Gly Tyr Ser Phe Thr Ser Tyr 

            20                  25                  30          

Trp Ile Gly Trp Val Arg Gln Met Pro Gly Lys Gly Leu Glu Trp Met 

        35                  40                  45              

Gly Ile Ile Tyr Pro Gly Asp Ser Asp Thr Arg Tyr Ser Pro Ser Phe 

    50                  55                  60                  

Gln Gly Gln Val Thr Ile Ser Ala Asp Lys Ser Ile Ser Thr Ala Tyr 

65                  70                  75                  80  

Leu Gln Trp Ser Ser Leu Lys Ala Ser Asp Thr Ala Met Tyr Tyr Cys 

                85                  90                  95      

Ala Arg Leu Gly Tyr Tyr Asp Ser Ser Gly Tyr Tyr Ser Glu Asp Tyr 

            100                 105                 110         



3

Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly Ser Ala Ser Ala 

        115                 120                 125             

Pro Thr Leu 

    130     

<210>  8

<211>  127

<212>  PRT

<213>  Saccharomyces cerevisiae

<400>  8

Gln Pro Val Leu Thr Gln Ser Ser Ser Ala Ser Ala Ser Leu Gly Ala 

1               5                   10                  15      

Ser Val Lys Leu Thr Cys Thr Leu Ser Ser Gly Arg Ser Gly Phe Ala 

            20                  25                  30          

Ile Ala Trp His Gln Gln His Pro Glu Lys Gly Pro Arg Tyr Leu Met 

        35                  40                  45              

Asn Val Asn Ser Asp Gly Ser His Thr Lys Gly Asp Gly Ile Pro Asp 

    50                  55                  60                  

Arg Phe Ser Gly Ser Ser Ser Glu Ala Glu Arg Tyr Leu Thr Ile Ser 

65                  70                  75                  80  

Ser Leu Gln Phe Asp Asp Glu Val Asp Tyr Tyr Cys Gln Thr Trp Gly 

                85                  90                  95      

Thr Gly Ile Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Arg 

            100                 105                 110         

Gln Pro Lys Ala Ala Pro Ser Val Thr Leu Phe Pro Ala Val Leu 

        115                 120                 125         

<210>  9

<211>  15

<212>  DNA

<213>  Saccharomyces cerevisiae

<400>  9

aaaattggta ttata                                                        15

<210>  10

<211>  15

<212>  DNA



4

<213>  Saccharomyces cerevisiae

<400>  10

caatacgaac tctta                                                        15

<210>  11

<211>  21

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Primer sequence

<400>  11

attctgaggt tgctgctttg g                                                 21

<210>  12

<211>  22

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Primer sequence

<400>  12

tgtcttggtc taccgacgat ag                                                22

<210>  13

<211>  20

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Primer sequence

<400>  13

tcgccgcaat gtctactacc                                                   20

<210>  14

<211>  20

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Primer sequence

<400>  14

gcccaattgt gcttgctgaa                                                   20

<210>  15

<211>  19

<212>  DNA

<213>  Artificial Sequence
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<220>

<223>  Primer sequence

<400>  15

tgcctgcttg ccgaatatc                                                    19

<210>  16

<211>  20

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Primer sequence

<400>  16

atatcacggg tagccaacgc                                                   20

<210>  17

<211>  23

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Primer sequence

<400>  17

caggtbcagc tggtgcagtc tgg                                               23

<210>  18

<211>  23

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Primer sequence

<400>  18

carrtscagc tggtrcartc tgg                                               23

<210>  19

<211>  23

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Primer sequence

<400>  19

cagrtcacct tgaaggagtc tgg                                               23

<210>  20

<211>  23

<212>  DNA

<213>  Artificial Sequence
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<220>

<223>  Primer sequence

<400>  20

sargtgcagc tggtggagtc tgg                                               23

<210>  21

<211>  23

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Primer sequence

<400>  21

gaggtgcagc tgktggagwc ysg                                               23

<210>  22

<211>  23

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Primer sequence

<400>  22

caggtgcarc tgcaggagtc ggg                                               23

<210>  23

<211>  23

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Primer sequence

<400>  23

cagstgcagc trcagsagts sgg                                               23

<210>  24

<211>  23

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Primer sequence

<400>  24

gargtgcagc tggtgcagtc tgg                                               23

<210>  25

<211>  23

<212>  DNA
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<213>  Artificial Sequence

<220>

<223>  Primer sequence

<400>  25

caggtacagc tgcagcagtc agg                                               23

<210>  26

<211>  21

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Primer sequence

<400>  26

aagggttggg gcggatgcac t                                                 21

<210>  27

<211>  23

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Primer sequence

<400>  27

gacatccaga tgacccagtc tcc                                               23

<210>  28

<211>  23

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Primer sequence

<400>  28

gmcatccrgw tgacccagtc tcc                                               23

<210>  29

<211>  23

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Primer sequence

<400>  29

gatrttgtga tgacycagwc tcc                                               23

<210>  30

<211>  23
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<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Primer sequence

<400>  30

gaaatwgtgw tgacrcagtc tcc                                               23

<210>  31

<211>  23

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Primer sequence

<400>  31

gacatcgtga tgacccagtc tcc                                               23

<210>  32

<211>  23

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Primer sequence

<400>  32

gaaacgacac tcacgcagtc tcc                                               23

<210>  33

<211>  23

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Primer sequence

<400>  33

gawrttgtgm tgacwcagtc tcc                                               23

<210>  34

<211>  24

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Primer sequence

<400>  34

acactctccc ctgttgaagc tctt                                              24

<210>  35
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<211>  23

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Primer sequence

<400>  35

cagtctgtgc tgactcagcc acc                                               23

<210>  36

<211>  23

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Primer sequence

<400>  36

cagtctgtgb tgacgcagcc gcc                                               23

<210>  37

<211>  21

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Primer sequence

<400>  37

cartctgccc tgactcagcc t                                                 21

<210>  38

<211>  23

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Primer sequence

<400>  38

tcctatgwgc tgacwcagcc acc                                               23

<210>  39

<211>  23

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Primer sequence

<400>  39

tcttctgagc tgactcagga ccc                                               23



10

<210>  40

<211>  23

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Primer sequence

<400>  40

cacgttatac tgactcaacc gcc                                               23

<210>  41

<211>  23

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Primer sequence

<400>  41

cagcytgtgc tgactcaatc ryc                                               23

<210>  42

<211>  21

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Primer sequence

<400>  42

ctgcctgtgc tgactcagcc c                                                 21

<210>  43

<211>  20

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Primer sequence

<400>  43

cagsctgtgc tgactcagcc                                                   20

<210>  44

<211>  23

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Primer sequence

<400>  44

aattttatgc tgactcagcc cca                                               23



11

<210>  45

<211>  23

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Primer sequence

<400>  45

cagrctgtgg tgacycagga gcc                                               23

<210>  46

<211>  23

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Primer sequence

<400>  46

cwgccwgkgc tgactcagcc mcc                                               23

<210>  47

<211>  23

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Primer sequence

<400>  47

tgaacattct gtaggggcca ctg                                               23

<210>  48

<211>  23

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Primer sequence

<400>  48

tgaacattcc gtaggggcaa ctg                                               23

<210>  49

<211>  47

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Primer sequence

<400>  49

gcactaatta atgtggcctc aggacaggtb cagctggtgc agtctgg                     47
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<210>  50

<211>  47

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Primer sequence

<400>  50

gcactaatta atgtggcctc aggacarrts cagctggtrc artctgg                     47

<210>  51

<211>  47

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Primer sequence

<400>  51

gcactaatta atgtggcctc aggacagrtc accttgaagg agtctgg                     47

<210>  52

<211>  47

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Primer sequence

<400>  52

gcactaatta atgtggcctc aggasargtg cagctggtgg agtctgg                     47

<210>  53

<211>  47

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Primer sequence

<400>  53

gcactaatta atgtggcctc aggagaggtg cagctgktgg agwcysg                     47

<210>  54

<211>  47

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Primer sequence

<400>  54
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gcactaatta atgtggcctc aggacaggtg carctgcagg agtcggg                     47

<210>  55

<211>  47

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Primer sequence

<400>  55

gcactaatta atgtggcctc aggacagstg cagctrcags agtssgg                     47

<210>  56

<211>  47

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Primer sequence

<400>  56

gcactaatta atgtggcctc aggagargtg cagctggtgc agtctgg                     47

<210>  57

<211>  47

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Primer sequence

<400>  57

gcactaatta atgtggcctc aggacaggta cagctgcagc agtcagg                     47

<210>  58

<211>  42

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Primer sequence

<400>  58

ggaagatcta gaggaaccac caagggttgg ggcggatgca ct                          42

<210>  59

<211>  77

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Primer sequence
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<400>  59

ggtggttcct ctagatcttc ctcctctggt ggcggtggct cgggcggtgg tggggacatc       60

cagatgaccc agtctcc                                                      77

<210>  60

<211>  77

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Primer sequence

<400>  60

ggtggttcct ctagatcttc ctcctctggt ggcggtggct cgggcggtgg tggggmcatc       60

crgwtgaccc agtctcc                                                      77

<210>  61

<211>  77

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Primer sequence

<400>  61

ggtggttcct ctagatcttc ctcctctggt ggcggtggct cgggcggtgg tggggatrtt       60

gtgatgacyc agwctcc                                                      77

<210>  62

<211>  77

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Primer sequence

<400>  62

ggtggttcct ctagatcttc ctcctctggt ggcggtggct cgggcggtgg tggggaaatw       60

gtgwtgacrc agtctcc                                                      77

<210>  63

<211>  77

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Primer sequence

<400>  63

ggtggttcct ctagatcttc ctcctctggt ggcggtggct cgggcggtgg tggggacatc       60



15

gtgatgaccc agtctcc                                                      77

<210>  64

<211>  77

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Primer sequence

<400>  64

ggtggttcct ctagatcttc ctcctctggt ggcggtggct cgggcggtgg tggggaaacg       60

acactcacgc agtctcc                                                      77

<210>  65

<211>  77

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Primer sequence

<400>  65

ggtggttcct ctagatcttc ctcctctggt ggcggtggct cgggcggtgg tggggawrtt       60

gtgmtgacwc agtctcc                                                      77

<210>  66

<211>  48

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Primer sequence

<400>  66

cttgtcgtca tcgtctttgt agtcgaagac agatggtgca gccacagt                    48

<210>  67

<211>  77

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Primer sequence

<400>  67

ggtggttcct ctagatcttc ctcctctggt ggcggtggct cgggcggtgg tgggcagtct       60

gtgctgactc agccacc                                                      77

<210>  68

<211>  77
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<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Primer sequence

<400>  68

ggtggttcct ctagatcttc ctcctctggt ggcggtggct cgggcggtgg tgggcagtct       60

gtgbtgacgc agccgcc                                                      77

<210>  69

<211>  75

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Primer sequence

<400>  69

ggtggttcct ctagatcttc ctcctctggt ggcggtggct cgggcggtgg tgggcartct       60

gccctgactc agcct                                                        75

<210>  70

<211>  77

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Primer sequence

<400>  70

ggtggttcct ctagatcttc ctcctctggt ggcggtggct cgggcggtgg tgggtcctat       60

gwgctgacwc agccacc                                                      77

<210>  71

<211>  77

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Primer sequence

<400>  71

ggtggttcct ctagatcttc ctcctctggt ggcggtggct cgggcggtgg tgggtcttct       60

gagctgactc aggaccc                                                      77

<210>  72

<211>  77

<212>  DNA

<213>  Artificial Sequence
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<220>

<223>  Primer sequence

<400>  72

ggtggttcct ctagatcttc ctcctctggt ggcggtggct cgggcggtgg tgggcacgtt       60

atactgactc aaccgcc                                                      77

<210>  73

<211>  77

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Primer sequence

<400>  73

ggtggttcct ctagatcttc ctcctctggt ggcggtggct cgggcggtgg tgggcagcyt       60

gtgctgactc aatcryc                                                      77

<210>  74

<211>  75

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Primer sequence

<400>  74

ggtggttcct ctagatcttc ctcctctggt ggcggtggct cgggcggtgg tgggctgcct       60

gtgctgactc agccc                                                        75

<210>  75

<211>  74

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Primer sequence

<400>  75

ggtggttcct ctagatcttc ctcctctggt ggcggtggct cgggcggtgg tgggcagsct       60

gtgctgactc agcc                                                         74

<210>  76

<211>  77

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Primer sequence
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<400>  76

ggtggttcct ctagatcttc ctcctctggt ggcggtggct cgggcggtgg tgggaatttt       60

atgctgactc agcccca                                                      77

<210>  77

<211>  77

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Primer sequence

<400>  77

ggtggttcct ctagatcttc ctcctctggt ggcggtggct cgggcggtgg tgggcagrct       60

gtggtgacyc aggagcc                                                      77

<210>  78

<211>  77

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Primer sequence

<400>  78

ggtggttcct ctagatcttc ctcctctggt ggcggtggct cgggcggtgg tgggcwgccw       60

gkgctgactc agccmcc                                                      77

<210>  79

<211>  48

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Primer sequence

<400>  79

cttgtcgtca tcgtctttgt agtcagagga sggygggaac agagtgac                    48

<210>  80

<211>  36

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Primer sequence

<400>  80

atctcagcgg ccgcactaat taatgtggcc tcagga                                 36

<210>  81
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<211>  33

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Primer sequence

<400>  81

cgcagtaagc ttgtcgtcat cgtctttgta gtc                                    33

<210>  82

<211>  51

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Primer sequence

<400>  82

atgtttttgg cagtctttac acttctggca ctaattaatg tggcctcagg a                51

<210>  83

<211>  88

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Primer sequence

<400>  83

gataagattt aaatataaaa gatatgcaac tagaaaagtc ttatcaatct ccggatcctc       60

attacttgtc gtcatcgtct ttgtagtc                                          88

<210>  84

<211>  308

<212>  PRT

<213>  Saccharomyces cerevisiae

<400>  84

Met Thr Met Pro His Arg Tyr Met Phe Leu Ala Val Phe Thr Leu Leu 

1               5                   10                  15      

Ala Leu Ile Asn Val Ala Ser Gly Gln Val Gln Leu Val Gln Ser Gly 

            20                  25                  30          

Ala Glu Val Lys Lys Pro Gly Glu Pro Leu Lys Ile Ser Cys Lys Gly 

        35                  40                  45              

Ser Gly Tyr Ser Phe Thr Ser Tyr Trp Ile Gly Trp Val Arg Gln Met 

    50                  55                  60                  
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Pro Gly Lys Gly Leu Glu Trp Met Gly Ile Ile Tyr Pro Gly Asp Ser 

65                  70                  75                  80  

Asp Thr Arg Tyr Ser Pro Ser Phe Gln Gly Gln Val Thr Ile Ser Ala 

                85                  90                  95      

Asp Lys Ser Ile Ser Thr Ala Tyr Leu Gln Trp Ser Ser Leu Lys Ala 

            100                 105                 110         

Ser Asp Thr Ala Met Tyr Tyr Cys Ala Arg Leu Gly Tyr Tyr Asp Ser 

        115                 120                 125             

Ser Gly Tyr Tyr Ser Glu Asp Tyr Trp Gly Gln Gly Thr Leu Val Thr 

    130                 135                 140                 

Val Ser Ser Gly Ser Ala Ser Ala Pro Thr Leu Gly Gly Ser Ser Arg 

145                 150                 155                 160 

Ser Ser Ser Ser Gly Gly Gly Gly Thr Gly Gly Gly Gly Gln Pro Val 

                165                 170                 175     

Leu Thr Gln Ser Ser Ser Ala Ser Ala Ser Leu Gly Ala Ser Val Lys 

            180                 185                 190         

Leu Thr Cys Thr Leu Ser Ser Gly Arg Ser Gly Phe Ala Ile Ala Trp 

        195                 200                 205             

His Gln Gln His Pro Glu Lys Gly Pro Arg Tyr Leu Met Asn Val Asn 

    210                 215                 220                 

Ser Asp Gly Ser His Thr Lys Gly Asp Gly Ile Pro Asp Arg Phe Ser 

225                 230                 235                 240 

Gly Ser Ser Ser Glu Ala Glu Arg Tyr Leu Thr Ile Ser Ser Leu Gln 

                245                 250                 255     

Phe Asp Asp Glu Val Asp Tyr Tyr Cys Gln Thr Trp Gly Thr Gly Ile 

            260                 265                 270         

Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Arg Gln Pro Lys 

        275                 280                 285             

Ala Ala Pro Ser Val Thr Leu Phe Pro Ala Val Leu Asp Tyr Lys Asp 

    290                 295                 300                 
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Asp Asp Asp Lys 

305             

<210>  85

<211>  24

<212>  PRT

<213>  Saccharomyces cerevisiae

<400>  85

Met Thr Met Pro His Arg Tyr Met Phe Leu Ala Val Phe Thr Leu Leu 

1               5                   10                  15      

Ala Leu Ile Asn Val Ala Ser Gly 

            20                  

<210>  86

<211>  8

<212>  PRT

<213>  Saccharomyces cerevisiae

<400>  86

Asp Tyr Lys Asp Asp Asp Asp Lys 

1               5               


