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<213> Saccharomyces cerevisiae

<400> 10
caatacgaac tctta
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<220>
<223> Primer sequence
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<400> 50
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<210> 51

<211> 47

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer sequence
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<400> 59
ggtggttcct ctagatcttc ctcctctggt ggecggtggect cgggeggtgg tggggacatc

cagatgaccc agtctcc

<210> 60

211> 77

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer sequence

<400> 60
ggtggttcct ctagatcttc ctcctctggt ggecggtgget cgggeggtgg tggggmcatc

crgwtgaccc agtctcc

<210> 61

211> 77

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer sequence

<400> 61
ggtggttcct ctagatcttc ctcctctggt ggecggtgget cgggeggtgg tggggatrtt

gtgatgacyc agwctcc

<210> 62

<211> 77

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer sequence

<400> 62
ggtggttcct ctagatcttc ctcctctggt ggecggtgget cgggeggtgg tggggaaatw

gtgwtgacrc agtctcc

<210> 63

211> 77

<212> DNA
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ggtggttcct ctagatcttc ctcctctggt ggecggtgget cgggeggtgg tggggacatc
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gtgatgaccc agtctcc

<210> 64

<211> 77

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer sequence

<400> 64
ggtggttcct ctagatcttc ctcctctggt ggecggtgget cgggeggtgg tggggaaacg

acactcacgc agtctcc

<210> 65

<211> 77

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer sequence

<400> 65
ggtggttcct ctagatcttc ctcctctggt ggecggtgget cgggeggtgg tggggawrtt

gtgmtgacwc agtctcc

<210> 66

<211> 48

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer sequence

<400> 66
cttgtcgtca tcgtctttgt agtcgaagac agatggtgca gccacagt

<210> 67

<211> 77

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer sequence

<400> 67
ggtggttcct ctagatcttc ctcctctggt ggecggtgget cgggeggtgg tgggeagtct

gtgctgactc agccacc

<210> 68
211> 77
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<212> DNA
<213> Artificial Sequence

<220>
<223> Primer sequence

<400> 68
ggtggttcct ctagatcttc ctcctctggt ggecggtgget cgggeggtgg tgggceagtcet

gtgbtgacgc agccgcc

<210> 69

<211> 75

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer sequence

<400> 69
ggtggttcct ctagatcttc ctcctctggt ggecggtgget cgggeggtgg tgggceartct

gccctgactc agcct

<210> 70

211> 77

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer sequence

<400> 70
ggtggttcct ctagatcttc ctcctctggt ggecggtgget cgggeggtgg tgggtcctat

gwgctgacwec agccacc

<210> 71

211> 77

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer sequence

<400> 71
ggtggttcct ctagatcttc ctcctctggt ggecggtgget cgggeggtgg tgggtcttcet

gagctgactc aggaccc

<210> 72

<211> 77

<212> DNA

<213> Artificial Sequence
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<220>
<223> Primer sequence

<400> 72
ggtggttcct ctagatcttc ctcctctggt ggcggtgget cgggeggtgg tgggcacgtt

atactgactc aaccgcc

<210> 73

<211> 77

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer sequence

<400> 73
ggtggttcct ctagatcttc ctcctctggt ggecggtgget cgggeggtgg tgggcageyt

gtgctgactc aatcryc

210> 74

<211> 75

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer sequence

<400> 74
ggtggttcct ctagatcttc ctcctctggt ggecggtgget cgggeggtgg tgggetgect

gtgctgactc agccc

<210> 75

<211> 74

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer sequence

<400> 75
ggtggttcct ctagatcttc ctcctctggt ggecggtgget cgggeggtgg tgggcagsct

gtgctgactc agcc

<210> 76

<211> 77

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer sequence
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<400> 76

ggtggttcct ctagatcttc ctcctctggt ggecggtgget cgggeggtgg tgggaatttt

atgctgactc agcccca

<210> 77

211> 77

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer sequence

<400> 77

ggtggttcct ctagatcttc ctcctctggt ggecggtgget cgggeggtgg tgggceagrct

gtggtgacyc aggagcc

<210> 78

211> 77

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer sequence

<400> 78

ggtggttcct ctagatcttc ctcctctggt ggecggtgget cgggeggtgg tgggcwgeaw

gkgctgactc agccmcc

<210> 79

<211> 48

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer sequence

<400> 79
cttgtcgtca tcgtctttgt agtcagagga sggygggaac agagtgac

<210> 80

<211> 36

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer sequence

<400> 80
atctcagcgg ccgcactaat taatgtggcc tcagga

<210> 81

60

77

60

77

60

77

48

36
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<211> 33
<212> DNA
<213> Artificial Sequence

<220>
<223> Primer sequence

<400> 81
cgcagtaagc ttgtcgtcat cgtctttgta gtc

<210> 82

<211> 51

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer sequence

<400> 82
atgtttttgg cagtctttac acttctggca ctaattaatg tggcctcagg a

<210> 83

<211> 88

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer sequence

<400> 83
gataagattt aaatataaaa gatatgcaac tagaaaagtc ttatcaatct ccggatcctc

attacttgtc gtcatcgtct ttgtagtc

<210> 84
<211> 308
<212> PRT
<213> Saccharomyces cerevisiae

<400> 84
Met Thr Met Pro His Arg Tyr Met Phe Leu Ala Val Phe Thr Leu Leu
1 5 10 15

Ala Leu Ile Asn Val Ala Ser Gly Gln Val Gln Leu Val Gln Ser Gly
20 25 30

Ala Glu Val Lys Lys Pro Gly Glu Pro Leu Lys Ile Ser Cys Lys Gly
35 40 45

Ser Gly Tyr Ser Phe Thr Ser Tyr Trp Ile Gly Trp Val Arg Gln Met
50 55 60

33

51

60

88



Pro
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Asp

Asp

Ser

Ser

Val

145

Ser

Leu

Leu

His

Ser

225

Gly
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Trp

Ala

Gly

Thr

Lys
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Ser

Ser

Thr

Thr

Gln

210

Asp

Ser

Asp

Val
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290

Lys

Arg
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Thr

115

Tyr

Ser

Ser

Gln
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195

Gln

Gly

Ser

Asp

Phe

275

Pro

Gly

Tyr

Ile

100

Ala

Tyr

Gly

Ser

Ser

180

Thr

His

Ser

Ser

Glu

260

Gly

Ser

Leu

Ser

85

Ser

Met

Ser

Ser

Gly

165

Ser

Leu

Pro

His

Glu

245

Val

Gly

Val

Glu

70

Pro

Thr

Tyr

Glu

Ala

150

Gly

Ser

Ser

Glu

Thr

230

Ala

Asp

Gly

Thr

Trp

Ser

Ala

Tyr

Asp

135

Ser

Gly

Ala

Ser

Lys

215

Lys

Glu

Tyr

Thr

Leu
295

Met

Phe

Tyr

Cys

120

Tyr

Ala

Gly

Ser

Gly

200

Gly

Gly

Arg

Tyr

Lys

280

Phe

Gly

Gln

Leu

105

Ala

Trp

Pro

Thr

Ala

185

Arg

Pro

Asp

Tyr

Cys

265

Leu

Pro

Ile

Gly

90

Gln

Arg

Gly

Thr

Gly

170

Ser

Ser

Arg

Gly

Leu

250

Gln

Thr

Ala

20

Ile

75

Gln

Trp

Leu

Gln

Leu

155

Gly

Leu

Gly

Tyr

Ile

235

Thr

Thr

Val

Val

Tyr

Val

Ser

Gly

Gly

140

Gly

Gly

Gly

Phe

Leu

220

Pro

Ile

Trp

Leu

Leu
300

Pro

Thr

Ser

Tyr

125

Thr

Gly

Gly

Ala

Ala

205

Met

Asp

Ser

Gly

Arg

285

Asp

Gly

Ile

Leu

110

Tyr

Leu

Ser

Gln

Ser

190

Ile

Asn

Arg

Ser

Thr

270

Gln

Tyr

Asp

Ser

95

Lys

Asp

Val

Ser

Pro

175

Val

Ala

Val

Phe

Leu

255

Gly

Pro

Lys

Ser

80

Ala

Ala

Ser

Thr

Arg

160

Val

Lys

Trp

Asn

Ser

240

Gln

Ile

Lys

Asp
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Asp Asp Asp Lys
305

<210> 85

<211> 24

<212> PRT

<213> Saccharomyces cerevisiae

<400> 85

Met Thr Met Pro His Arg Tyr Met Phe Leu Ala Val Phe Thr Leu Leu
1 5 10 15

Ala Leu Ile Asn Val Ala Ser Gly
20

<210> 86

<211> 8

<212> PRT

<213> Saccharomyces cerevisiae

<400> 86

Asp Tyr Lys Asp Asp Asp Asp Lys
1 5



