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FIG. 8

p0957 CtxB genomic sequence (SEQ ID NO: 20):

GCGGCCACGEEATACTGCAGAAGATATAATAGATTCAATGAAAA TGTGCAGTAAA TAAAAAAL
TCGGATAGAAATATCCGATTTTTTATTTAAAAAGAC TTAAAAAAAGTGC TTGACTC TTGGAAT
TTTAAGAAAAAATATGGTATAATCATATTACGTAATAAAAATACAT TTATATAGTAATACCAT

NAAT TTGATAAAAAAATTAAATTCAATTAAATCACATGAGCGAGTAAGAATTC

CACAAATATATACAC TTAATGATAAAATATTTTCATATACACGAATCATTAGCTGGAAAAAGAG
AAATGGCAATAATAACATTTAAAAATGGAGCAATATTITCAAGTTGAAGTTCCTGGAAGTCAAC
ACATTGATTCACAAAAAAAAGCAATAGAAAGAATGAAAGATACATTAAGAATAGCATACTTAA
CAGAAGCAAAAGTTGAAAAATTATGTGTTTGCGAATAATAAAACACCACATGCAATAGCAGCAA

TATCAATGGCAAATGATTATARAGATGACGATGATAAATAAGCTAGH

rom e —_—

Notl sita
=
p09:e7 pmn‘oter sequence

ctxB encoded gene
C-terminal FLAG tag

Transiated protein sequence (SEQ ID NO: 21}

MIPONITDLCAEYHNTQIYTLNDKIFSYTESLAGKREMAITTFKNGAIFQVEVPGSQHIDSOK
KATERMKDTLRIAYLTEAKVEKLCVWNNKTPHATAATISMANDYEKDDDDK

C-terminal FLAG tog

FIG. 9

RECTIFIED SHEET (RULE 91) ISA/EP
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FIG. 10

RECTIFIED SHEET (RULE 91) ISA/EP



