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Sample No. 1 2
Match Analysis
Locus Reference Database Profile Sample Profile Shared alleles #
Database : Urine Sample Name : NSC
D5S818 8 9 8 9 2
D13S317 9 13 9 13 2
D7$820 11 12 11 12 2
D16S539 11 11 1
VWA 16 17 16 17 2
THO1 7 9 7 9 2
TPOX 9 11 9 11 2
CSF1PO 10 12 10 12 2
AMEL X Y X Y 2
D3S1358 16 16 1
D21S11 29 30 29 30 2
D18S51 15 18 15 18 2
D8S1179 12 13 12 13 2
FGA 21 21.2 21 21.2 2
D2S1338 24 25 24 25 2
D19S433 14.2 15 14.2 15 2
Penta D 9 12 9 12 2
Penta E 16 17 16 17 2
Number of shared alleles 34
Total number of alleles in the reference database profile 34
% match 100.0%
Result interpretation Related
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