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Fig. 3/4

>TPP-981 VH (PRT)
QVQLKOSGPGLVOPSQSLSITCTVSGFSLTNYGVHWVROS PGKGLEWLGVIWSGGNTDYNTPFTSRLSINKDNSKSQVEF
f===1 | =——=-HCDR2----- I
HCDR1
KMNSLQSNDTAIYYCARALTYYDYEFAYWGQGTLVTVSA
| =—HCDR3-~|

>TPP-981 VL (PRT)
DILLTQSPVILSVSPGERVSFSCRASQSIGTNIHWYQORTNGSPRLLIKYASESISGIPSRFSGSGSGTDFTLSINSVES
| -~LCDR1--| | ===~ |

EDIADYYCQONNNWPTTFGAGTKLELK
| -LCDR3~|

>TPP-981 Heavy Chain (PRT)
QVQLKOSGPGLVQPSQSLSITCTVSGFSLTNYGVHWVROSPGKGLEWLGVIWSGGNTDYNTPFTSRLSINKDNSKSQVEFE

[===1 | -—--HCDR2-~--~ t
HCDR1

KMNSLOSNDTAIYYCARALTYYDYEFAYWGQGTLVTVSAASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSW

| ==HCDR3--]

NSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTHTCPPCPAPELLGGP

SVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKE

YKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVL

DSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHY TQKSLSLSPGK

>TPP-981 Light Chain (PRT)
DILLTQSPVILSVSPGERVEFSCRASQSIGTNIHWYQORTNGSPRLLIKYASESISGIPSRFSGSGSGTDFTLSINSVES

[--LCDR1--| | ===mm t
LCDR2

EDIADYYCQONNNWPTTFGAGTKLELKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNEFY PREAKVQOWKVDNALQSGNS)

| -LCDR3-]

ESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC
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>TPP-1015 VH (PRT)
EVQLVESGGGLVQPGGSLRLECARSGENIKDTY THWVRQAFPGKGLERVARI YPTNGYTRYADSVKGRFTI SADTSKNTAY
f===1 fmm HCDR2=====

LOMNSLRAEDTAVYYCSRWGGDGFYAMDYWGQGTLVIVSS
| ——HCDR3--|

>TPP-1015 VL (PRT)
DIOMTQSPSSLSASVGDRVTITCRASQDVNTAVARYQQKPGKAPKLLIYSASFLYSGVPSRFSGSRSGTDFTLTISSLOP
| ==LCDR1--| fmm——— |

EDFATYYCOQQHYTTPPTFGOGTKVEIK
| ~LCDR3~-]|

>TPP-1015 Heavy Chain (PRT)
EVOLVESGGGLVQOPGGSLRLSCAASGFNIKDTY IHWVRQAPGKGLEWVARIYPTNGY TRYADSVKGRFTISADTSKNTAY

=== R HCDR2 ===~ |
HCDR1

LOMNSLRAEDTAVYYCSRWGGDGFYAMDYWGOGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVS

| ==HCDR3 -~ |

WNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTY ICNVNHKPSNTKVDKKVE PKSCDKTETCPPCPAPELLGG

PSVFLFPPKPKDTLMISRTPEVTCVVVDVEHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLEHQDWLNGK

EYKCKVSENKALPAPIEKTI SKAKGOPREPOVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGOPENNYKTTPEV

LDSDGSFFLYSKLTVDKSRWQOGNVEFSCSVMHEALHNHY TOKSLSLSPGK

>TPP-1015 Light Chain (PRT)
DIQMTOSPSELSASVGDRVT ITCRASQDVNTAVAWY QOKPGKAPKLLIYSASFLYSGVPSRESGSRSGTDFTLTISSLOP

| --LCDR1--| P |
LCDR2

EDFATYYCQOHYTTPPTFGOGTKVEIKRTVAAPSVEIFPPSDEQLKSGTASVVCLLNNEY PREAKVQWKVDNALQSGNSQ

| -LCDR3~|
ESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC
>TPP-2020 VH (PRT)

EVQLLESGGGLVQPGGSLRLSCAASGETFSPYPMIWVROAPGKGLEWVSY ISPSGGSTHYADSVKGRET I SRDNSKNT LY
[-==1 R HCDR2-— - |

LOMNSLRAEDTAVYYCARGGDTYFDYEDYWGQGTLVTVSS
| ==HCDR3--|
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>TPP-2090 VL (PRT)
DIQMTQSPSSLSASVGDRVTITCRASQSISGYLNWYQQKPGKAPKLLIYQASSLQSGVPSRFSGSGSGTDFTLTISSLQP
| -~LCDR1--| | === |

EDFATYYCQQSYTSPFITFGQGTKVEIK
| -LCDR3--|

>TPP-2090 Heavy Chain (FPRT)

EVQLLESGGGLVQPGGSLRLSCAASGFTFSPYPMIWVRQAPGKGLEWVSYISPSGGSTHYADSVKGRFTISRDNSKNTLY

LQMNSLRAEDTAVYYCARGGDTYFDYFDYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVS

——————————————————————————————————————— ‘
| ~—HCDR3-~ |

WNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGG

PSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGK

EYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPV

LDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

>TPP-2090 Light Chain (PRT)
DIQMTQSPSSLSASVGDRVTITCRASQSISGYLNWYQQKPGKAPKLLIYQASSLQSGVPSRFSGSGSGTDFTLTISSLQP

| --LCDR1--1| fm——— |

EDFATYYCQQSYTSPFITFGQGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNS

| -LCDR3-—|
QESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC
>TPP-2658 VH (PRT)

EVQLLESGGGLVQPGGSLRLSCAASGFTFSPYPMIWVRQAPGKGLEWVSYISPSGGSTHYADSVKGRFTISRDNSKNTLY
[ -==1 | === HCDR2----- l

LOMNSLRAEDTAVYYCARGGDTYFDYFDYWGQGTLVIVSS
| -~HCDR3-- |
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>TPP-2658 VL (PRT)
DIOMTOSPSSLSASVGDRVTITCRASGSISGYLNWYQOKPGKAPKLLIYQASSLOSGVESRFSGSGSGTDFTLTISSLOP
| —-LCDR1--| [ |

EDFATYYCQOSYTSPFITFGOGTKVEIK
| -LCDR3--

>TPP-2658 Heavy Chain (PRT)
EVQLLESGGGLVQPGGSLRLSCAASGFTFSPYPMIWVRQAPGKGLEWVSYISPSGGSTHYADSVKGRFTISRDNSKNTLY

| ~=HCDR3--1|

WNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGTQTY ICNVNEKPSNTKVDKKVEPKSCDRKTHTCPPCPAPELLGG

PSVFLEFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKENWYVDGVEVHNAKTKPREEQYASTYRVVEVLTVLHODWLNGK

EYKCKVSNKALPAPIEKT I SKAKGOPREPQVYTLPPSRDELTRNOVELTCLVKGFEYPSDIAVEWESNGOPENNYRTTPPY

LDSDGSFFLYSKLTVDKSRWOQGNVESCSVMHEALHNHY TQKSLSLSPG

>TPP-2658 Light Chain (PRT)
DIQMTQSPSSLSASVGDRVTITCRASQSISGYLNWYQQKPGKAPKLLIYQASSLQSGVPSRFSGSGSGTDFTLTISSLQP
[ e m———————————— VL m o e

| -LCDR3--{

QESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHOGLSSPYVTKEFNRGEC

>TPP-5442 VH (PRT)
EVOLLESGGGLVQPGGSLRLECAASGFTFSPY PMINVROAPGKGLEWVSY LS PSGGSTHY ADSVKGRET LSRDNSKNTLY
f = [ === HCDR2-=—-~ !
HCDR1

LOMNSLRAEDTAVYYCARGGDTYFDYFDYWGQOGTLVTVSS
| --HCDR3--1|

>TPP-5442 VL (PRT)
DIOMTOSPSSLSASVGDRVT ITCRASQSTSGY LNWYQQKPGKAPKLLIYQASSLOSGVPSRFSGSGSGTDFTLTISSLOP
|-=LCDR1--| = ;

EDFATYYCQQSYTSPFITFGQGTKVEIK
| ~-LCDR3-- |
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>TPP-7006 Heavy Chain (PRT)
QVQLOQSGPELVKPGASVKMSCKASGY THFTDF I IAWVKQRTGOGLEWIGEIYPGTGRTYYSEKFRGKATLTADKSSNTAY

" | --HCDR3--|

WNSGALTSGVHTFPAVLQSSGLYSLSSVVIVPSSSLGTQTY ICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGG

PSVFLFPPKPKDTLMISRTPEVICVVVDVSHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGK

EYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPV

LDSDGSFFLYSKLTVDKSRWOQOGNVFSCSVMHEALENHYTQKSLSLSPG

>TPP-7006 Light Chain (PRT)
DIVMTQAAFSNPVILGTSASISCRSSKSLLHSNGITYLYWYLOKPGQSPQLLIYQMSNLASGVPDRFSSSGSGTDFTLRI

| -LCDR3~{

SGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSENRGEC

>TPP-7007 VH (PRT)
QVQLVQSGAEVKKPGASVKVSCKASGY TFTDEFIIAWVKQAPGOGLEWIGEIYPGTGRTYYSEKFRGKATLTADTSTSTAY

MELSSLRSEDTAVYFCARRTIYYDYDGDYWGQGTLVTVSS
| =—HCDR3--|

>TPP-7007 VL (PRT)
DIVMTQSPLSLPVTPGEPASISCRSSKSLLHSNGITYLYWYLOKPGOSPOLLIYOMSNLASGVPDRFSGSGSGTDFTLKI
| --=-LCDR1--=-== ! S 1

SRVEAEDVGVYYCAHENLELPWTFGQGTKVEIK
| -LCDR3~|
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>TPP-7007 Heavy Chain (PRT)
QVOLVQSGAEVKKPGASVKVSCKASGYTFTDFI IAWVKQAPGOGLEWIGEIYPGTGRTYYSEKFRGKATLTADTSTSTAY

HCDR1
MELSSLRSEDTAVYFCARRTIYYDYDGDYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVS

| =~HCDR3~~|

WNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGTQTY ICNVNHKPSNTKVDKKVE PKSCDKTHTCPPCPAPELLGG

PSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGK

EYKCKVSNKALPAPIEKTISKAKGOPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGOPENNYKTTPPV

LDSDGSFFLYSKLTVDKSRWOQGNVEFSCSVMHEALHNHYTQKSLSLSPG

>TPP-7007 Light Chain (PRT)
DIVMTQSPLSLPVTPGEPASISCRSSKSLLHSNGITYLYWYLOKPGOSPOLLIYOMSNLASGVPDRFSGSGSGTDETLKT

| -LCDR3~ |

SGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC

>TPP-7510 VH (PRT)

EVQLVESGGGLVQPGGSLRLSCAASGENIKDTY IHWVRQAPGKGLEWVARIYPTNGYTRYADSVKGRFTISADTSKNTAY
f===1 [ HCDR2~==~=~ I
HCDR1

LOMNSLRAEDTAVY YCSRWGGDGEYAMDYWGQGTLVTVSS
| =—HCDR3-~|

>TPP-7510 VL (PRT)
DIQMTQSPSSLSASVGDRVTITCRASQDVNTAVAWYQOKPGKAPKLLIYSASFLY SGVPSRFSGSRSGTDFTLTISSLOP
| -~LCDR1-- | [ === |

EDFATYYCOORYTTPPTFGOGTKVEIK
| -LLCDR3~|
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>TPP-7510 Heavy Chain (PRT)
EVQLVESGGGLVQPGGSLRLSCAASGEFNIKDTY IHWVRQAPGKGLEWVARIYPTNGYTRYADSVKGRFTISADTSKNTAY

| =~HCDR3~-~|

WNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGTOTY ICNVNHKPSNTKVDKKVE PKSCDKTHTCPPCPAPELLGG

PSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHENAKTKPREEQYASTYRVVSVLTVLHODWLNGK

EYKCKVSENKALPAPIEXTISKAKGOPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPV

LDSDGSFFLYSKLTVDKSRWQOGNVESCSVMHEALHNHYTQKSLSLSPG

>TPP-7510 Light Chain (PRT)
DIQMTQSPSSLSASVGDRVT ITCRASQDVNTAVAWYQQOKPGKAPKLLIYSASFLY SGVPSRFSGSRSGTDFTLTISSLQP

| --LCDR1--| | === I

EDFATYYCQQHYTTPPTFGQGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNEFYPREAKVOWKVDNALQSGNSQ

| -LCDR3~|

ESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVIKSFNRGEC

>TPP-7511 VH (PRT)
EVQLVESGGGLVOPGGSLRLSCAASGFNIKDTY IHWVROAPGKGLEWVARIY PTNGY TRYADSVKGRFT I SADT SKNTAY
[==- e HCDR2----- |
HCDR1

LOMNSLRAEDTAVYYCSRWGGDGFYAMDYWGQGTLVTVSS
| ~~HCDR3-~ |

>TPP-7511 VL (PRT)
DIQMTQSPSSLSASVGDRVTITCRASQDVNTAVAWY QOKPGKAPKLLIYSASFLYSGVPSREFSGSRSGTDFTLTISSLQP
| --LCDR1--| [ === I

EDFATYYCQQHYTTPPTFGQGTKVEIK
| -LCDR3~|
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>TPP-7511 Heavy Chain (PRT) .
EVQLVESGGGLVQPGGESLRLSCAASGFNIKDTY IHWVROAPGKGLEWVARIYPTNGYTRYADSVKGRFT ISADTSKNTAY

=== |===-= HCDR2----- |
HCDR1

LOMNSLRAEDTAVYYCSRWGGDGFYAMDYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDY FPEPVTVS

| -~HCDR3~--]

WNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTOTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGG

PSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYQSTYRVVSVLTVLHODWLNGK

EYKCKVSNKALPAPIEKTISKAKGGPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPV

LDSDGSFFLYSKLTVDKSRWQOGNVEFSCSVMHEALHNHY TQKSLSLEPG

>TPP-7511 (PRT)
DIOMTQSPSSLEASVGDRVT ITCRASQDVNTAVAWY QQKPGKAPKLLIYSASFLYSGVPSRFSGSRSGTDFTLTISSLQP

| -LCDR3~-|
ESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC

>TPP-8382 VH (PRT)
EVQLLESGGGLVQPGGSLRLSCAASGEFTFSSYAMSWVROAPGKGLEWVSSISGSGGSTLYADSVKGRFTISRDNSKNTLY

>TPP-8382 VL (PRT)
QSVLTQPPSASGTPGQRVTISCSGSSSNIGSNPVNWYQOLPGTAPKLLIYSNNQRPSGVPDRFSGSKSGTSASLAITGLY
|---LCDR1--=| - | ----- !

SEDEADYYCQSFDSSLKKVFGGGTKLTVL
| -LCDR3~--|
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>TPP-8382 Heavy Chain (PRT)
EVOLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSSISGSGGSTLYADSVKGRFTISRDNSKNTLY

GALTSGVHTFPAVLOSSGLYSLSSVVIVPSSSLGTQTY ICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGGPSV

FLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYK

CKVSNKALPAPIEKTISKAKGOPREPQVYTLPPSRDELTKNOQVSLTCLVKGEFYPSDIAVEWESNGOPENNYKTTPPVLDS

DGSFEFLYSKLTVDKSRWQQGNVESCSVMHEALHNHY TQKSLSLSPG

>TPP-8382 Light Chain (PRT)
QSVLTQPPSASGTPGQRVTISCSGSSSNIGSNPVNWYQQLPGTAPKLLIYSNNQRPSGVPDREFSGSKSGTSASLAITGLO

| -LCDR3--]

GVETTTPSKQSNNKYAASSYLSLTPEQWKSHRSY SCQVTHEGSTVEKTVAPTECS

>TPP-8567 VH (PRT)
EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVROAPGKGLEWVSSISGSGGSTLYADSVKGRFTISRDNSKNTLY
I-==1 | =mmmm HCDR2-=-—= n
HCDR1

LOMNSLRAEDTAVYYCAKLTGTSEFDYWGQGTLVTVSS

>TPP-8567 VL (PRT)
QSVLTOPPSASGTPGORVTISCSGSSSNIGSNPVNWYQOLPGTAPKLLI Y SNNQRPSGVPDRFSGSKSGTSASLAITGLY
| -=-LCDR1---1| [ ———m= |

SEDEADYYCQSFDSSLKKVFGGGTKLTVL
| -LCDR3-~|
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>TPP-8567 Heavy Chain (PRT)
EVOLLESGGGLVOPGGSLRLSCAASGFTFSSYAMSWVROAPGKGLENVS ST SGSGGSTLY ADSVKGRFT I SRONSKNTLY

GALTSGVHTFPAVLOSSGLYSLSSVVIVPSSSLGTOTY ICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGGPSV

FLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYQSTYRVVSVLTVLHODWLNGKEYK

CKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGOPENNYKTTPPVLDS

DGSFFLYSKLTVDKSRWOQGNVFSCSVMHEALHNHY TQKSLSLS PG

>TPP-8567 Light Chain (PRT)
QSVLTQPPSASGTPGORVTISCSGSSSNIGSENPVNWYQQLPGTAPKLLIYSNNORPSGVPDRFSGSKSGTSASLALITGLQ

| ---LCDR1---| et |
LCDR2

SEDEADYYCQSFDSSLKKVEGGGTKLTVLGQPKAAPSVILEFPPSSEELOANKATLVCLISDFYPGAVTVAWKADSSPVKA
---------------------------- | .
| ~LCDR3~~|

GVETTTPSKQSNNKYAASSYLSLTPEQWKSHRSYSCQVTHEGSTVEKTVAPTECS

>TPP-8825 VH (PRT)
EVQLLESGGGLVQPGGSLRLSCAASGFTEFSPYPMIWVRQAPGKGLEWVSYISPSGGSTHYADSVKGRFTISRDNSKNTLY
|===1 | ===== HCDR2----~ |
HCDR1

LOMNSLRAEDTAVYYCARGGDTYFDYFDYWGQGTLVTVSS
| —=—HCDR3--|

>TPP-8825 VL (PRT)
DIQMTQSPSSLSASVGDRVTITCRASGSISGYLNWYQQKPGKAPKLLI YQASSLOSGVPSRFSGSGSGTDETLTISSLOP
| -~LCDRL-~ | | oo !

EDFATYYCQOSYTSPFPITFGQGTKVEIK
|-LCDR3--|
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>TPP-8825 Heavy Chain (PRT)
EVQLLESGGGLVWPGCSLRLSFAAQGFTFSPYPMIWVRQAPGKGLEWVSYISPSGGSTHYADSVKGRFTISRDNSKNTLY

| =—HCDR3--|

WNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGTQTY ICNVNHKPSNTKVDRKKVEPKSCDKTHTCPPCPAPELLGG

PSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREENY(QSTYRVVSVLTVLHODWLNGK

EYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGEFYPSDIAVEWESNGQPENNYKTTPPV

LDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPG

>TPP-8825 Light Chain (PRT)
DIQMTQSPSSLSAS VCDRVTITLRAOQQTuGYLNWYQQKPGKAPKLLIYQAbSLQSGVPCRFSGSGSGTDFTLTLqQLQP

| -LCDR3--|

QESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC

>TPP-10334 VH (PRT)
QVOLVOSGAEVKKPGASVKVSCKASGYTFTDFI IAWVKQAPGOGLEWIGET Y PGTGRTY Y SEKFRGKATLTADTSTSTAY
-1 | == HCDR2----- |
HCDR1

MELSSLRSEDTAVYFCARRTIYYDYDGDYWGQGTLVTVSS
| =-HCDR3--1]

>TPP-10334 VL (PRT)
DIVMTQSPLSLPVTPGEPASISCRSSQSLLHSNGITYLYWYLOKPGOSPOLLI YOMSNRASGVPDRFSGSGSGTDFTLKI
| ~~=-LCDR1====~ [ | ———mm |

SRVEAEDVGVYYCAHNLELPWTFGQGTKVEIK
| -LCDR3~]
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>TPP-10334 Heavy Chain (PRT)
QVOLVQOSGAEVKKPGASVKVSCKASGYTFTDFI IAWVKQAPGQGLEWIGEIYPGTGRTYYSEKFRGKATLTADTSTSTAY

| =~HCDR3--|

WNSGALTSGVHTFPAVLQOSSGLYSLSSVVIVPSSSLGTQTY ICNVNHKPSNTKVDKKVE PKSCDKTHTCPPCPAPELLGG

PSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLH)DWLNGK

EYKCKVENKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPV

LDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPG

>TPP-10334 Light Chain (PRT)
DIVMTQSPLSLEVTPGEPASISCRSSQSLLHSNGITYLYWYLQKPGQSPQLLIYQMSNRASGVPDRFSGSGSGTDFTLKI

| -LCDR3~|

SGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSENRGEC

>TPP-10335 VH (PRT)
QVOLVQOEGAEVKKPGASVKVSCKASGY TETDF I IAWVKQAPGQGLEWIGEI YPGTGRTYYSEKFRGKATLTADTSTSTAY

MELSSLRSEDTAVYFCARRTIYYDYDGDYWGQGTLVTVSS
| =~HCDR3--|

>TPP-10335 VL (PRT)
DIVMTQSPLSLPVTPGEPASISCRSSQOSLLHSNGINYLYWYLOKPGOSPOLLI YOMSNRASGVPDRFSGSGSGTDFTLKI
| ===~LCDR1===-= | R

SRVEAEDVGVYYCAHNLELPWTFGQGTKVEIK
| -LCDR3-|
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>TPP-10335 Heavy Chain (PRT)
QVOLVQSGAEVKKPGASVKVSCKASGYTFTDFITAWVKQAPGOGLEWIGEIYPGTGRTYYSEKFRGKATLTADTSTSTAY

HCDR1
MELSSLRSEDTAVYFCARRTIYYDYDGDYWGQOGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDY FPEPVTVS

| =—HCDR3--—|

WNSGALTSGVHTEFPAVLQSSGLYSLSSVVTVPSSSLGTQTY ICNVNHKPSNTKVDKKVE PKSCDKTHTCPPCPAPELLGG

PSVFLFPPKPKDTLMISRTPEVICVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGK

EYKCKVSNKALPAPIEKTISKAKGOPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPV

LDSDGSFFLYSKLTVDKSRWQOGNVESCSVMHEALHNHY TQKSLSLSPG

>TPP-10335 Light Chain (PRT)
DIVMTQSPLSLPVTPGEPASISCRSSGSLLHSNGINYLYWYLOKPGQOSPOLLIYQMSNRASGVPDRFSGSGSGTDFTLKI

| ~LCDR3~|

SGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHOGLSSPVTKSFNRGEC

>TPP-10336 VH (PRT) -
QVQLVQSGAEVKKPGASVKVSCKASGYTFTDFITAWVKQAPGOGLEWIGEIYPGTGRTYYSEKFRGKATLTADTSTSTAY
=== R HCDR2-——-—— !
HCDR1

MELSSLRSEDTAVYFCARRTIYYDYDGDYWGQGTLVTVSS
| =~HCDR3-~|

>TPP-10336 VL (PRT)
DIVMTQSPLSLPVIPGEPASISCRSSQSLLHSNWINYLYWYLQKPGOSPOLLI YOMSNRASGVPDRFSGSGSGTDFTLKI
[====LCDR1———=— | jm———— |

SRVEAEDVGVYYCAHNLELPWT FGOGTKVEIK
| ~-LCDR3~ |
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>TPP-10336 Heavy Chain (PRT)
QVOLVQSGAEVKRKPGASVKVSCKASGYTEFTDFI IAWVKQAPGQGLEWIGEIYPGTGRTYYSEKFRGKATLTADTSTSTAY

HCDR1
MELSSLRSEDTAVYFCARRTIYYDYDGDYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTARLGCLVKDYFPEPVTVS

| ~—~HCDR3~--|

WNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGTQTY ICNVNHKPSNTKVDKKVE PKSCDKTHTCPPCPAPELLGG

PSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGK

EYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGEYPSDIAVEWESNGQPENNYKTTPPV

LDSDGSFFLYSKLTVDKSRWQOGNVFSCSVMHEALENHYTOKSLSLSPG

>TPP-~10336 Light Chain (PRT)
DIVMTQSPLSLPVTPGEPASISCRSSQSLLHSNWINYLYWY LOKPGQSPQLLIYOMENRASGVPDRFSGSGSGTDFTLKI

| ~-LCDR3~|

SGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC

>TPP-10337 VH (PRT)
OVOLVQSGAEVKKPGASVKVSCKASGYTFTDFI IAWVKQAPGOGLEWIGEIYPGTGRTYYSEKFRGKATLTADTSTSTAY

MELSSLRSEDTAVYFCARRTIYYDYDGDYWGQGTLVTVSS
| =~HCDR3--}

>TPP-10337 VL (PRT)
DIVMTQSPLSLPVTPGEPASISCRSSQSLLHSNWINYLYWYLOKPGOS POLLI YQGSNRASGVPDRFSGSGSGTDFTLKI
[-=--LCDRl----- 1 | -=—-- z

SRVEAEDVGVYYCAHNLELPWTFGOGTKVEIK
| -LCDR3~-|
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>TPP-10337 Heavy Chain (PRT)
QVQLVQSGAEVKKPGASVKVSCKASGYTFTDF I TAWVKQAPGQGLEWIGEIYPGTGRTYYSEKFRGKATLTADTSTSTAY

| --HCDR3-~|

WNSGALTSGVHTFPAVLQSSGLY SLESVVTVPSSSLGTQTY ICNVNHKPSNTKVDRKVE PKSCDKTHTCPPCPAPELLGG

PSVFLFPPKPKDTLMISRTPEVICVVVDVSHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGK

EYKCKVSNKALPAPTEKTISKAKGOPREPQVYTLPPSRDELTKNQVSLTCLVRGFYPSDIAVEWESNGQPENNYKTTPPV

LDSDGSFFLYSKLTVDKSRWQQGNVESCSVMHEALHNHYTQKSLSLSPG

>TPP-10337 Light Chain (PRT)
DIVMTQSPLSLPVTPGEPASISCRSSQSLLHSNWINYLYWYLOKPGQSPQLLIYQGSNRASGVPDRFSGSGSGTDFTLKI

| -LCDR3-|

SGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHOGLSSPVTKSFNRGEC
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Fig. 4/4

<SEQ ID NO:1>
QVOLKQSGPGLVQPSQSLSITCTVSGFSLTNYGVHWVRQSPGKGLEWLGVIWSGGNTDYNTPFTSRLS INKDN
SKSQVFFKMNSLQOSNDTAIYYCARALTYYDYEFAYWGQGTLVTVSA

<SEQ ID NO:2>
NYGVH

<SEQ ID NO:3>
VIWSGGNTDYNTPFTS

<SEQ ID NO:4>
ALTYYDYEFAY

<SEQ ID NO:5>
DILLTQSPVILSVSPGERVSFSCRASQSIGTNIHWYQORTNGSPRLLIKYASESISGIPSRFSGSGSGTDFTL
SINSVESEDIADYYCQONNNWPTTFGAGTKLELK

<SEQ ID NO:6&>
RASQSIGTNIH

<SEQ ID NO:7>
YASESIS

<SEQ ID NO:8>
QONNNWPTT

<SEQ ID NO:9>
QVQLKQSGPGLVQPSQSLSITCTVSGFSLTNYGVHWVRQSPGKGLEWLGVIWSGGNTDYNTPFTSRLSINKDN
SKSQVFFKMNSLQSNDTAIYYCARALTYYDYEFAYWGQGTLVTVSAASTKGPSVFPLAPSSKSTSGGTAALGC
LVKDYFPEPVTVSWNSGALTSGVHTFPAVLQOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEP
KSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTK
PREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQV
SLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWOQOGNVFSCSVMHEALHNHY
TQKSLSLSPGK '

<SEQ ID NO:10>
DILLTQSPVILSVSPGERVSEFSCRASQSIGTNIHWYQQORTNGSPRLLIKYASESISGIPSRFSGSGSGTDFTL
SINSVESEDIADYYCQONNNWPTTFGAGTKLELKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKV
QWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC

<SEQ ID NO:11>
EVQLVESGGGLVQPGGSLRLSCAASGFNIKDTY IHWVRQAPGKGLEWVARIYPTNGYTRYADSVKGRFTISAD
TSKNTAYLOMNSLRAEDTAVYYCSRWGGDGFYAMDYWGQGTLVIVSS

<SEQ ID NO:12>
DTYIH

<SEQ ID NO:13>
RIYPTNGYTRYADSVKG

<SEQ ID NO:14>
WGGDGFYAMDY

<SEQ ID NO:15>
DIQMTQSPSSLSASVGDRVTITCRASQDVNTAVAWYQOKPGKAPKLLIYSASFLYSGVPSRFSGSRSGTDFTL
TISSLQPEDFATYYCQQHYTTPPTFGQGTKVEIK
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<SEQ ID NO:16>
RASQDVNTAVA

<SEQ ID NO:17>
SASFLYS

<SEQ ID NO:18>
QQOHYTTPPT

<SEQ ID NO:19>

EVQLVESGGGLVQPGGSLRLSCAASGFNIKDTY IHWVRQAPGKGLEWVARIYPTNGYTRYADSVKGRFTISAD
TSKNTAYLOMNSLRAEDTAVYYCSRWGGDGFYAMDYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALG
CLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVE
PKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMI SRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKT
KPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQ
VSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLY SKLTVDKSRWQQOGNVEFSCSVMHEALHNH
YTQKSLSLSPGK

<SEQ ID NO:20>
DIOMTQSPSSLSASVGDRVTITCRASQDVNTAVAWYQQOKPGKAPKLLIYSASFLYSGVPSRFSGSRSGTDFTL
TISSLOPEDFATYYCQOHYTTPPTFGQGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKY
QWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC

<SEQ ID NO:21>
EVQLLESGGGLVQPGGSLRLSCAASGFTFSPYPMIWVRQAPGKGLEWVSYISPSGGSTHYADSVKGRFTISRD
NSKNTLYLOQMNSLRAEDTAVYYCARGGDTYFDYFDYWGQGTLVTVSS

<SEQ ID NO:22>
PYPMI

<SEQ ID NO:23>
YISPSGGSTHYADSVKG

<SEQ ID NO:24>
GGDTYFDYFDY

<SEQ ID NO:25>
DIQMTQSPSSLSASVGDRVTITCRASQSISGYLNWYQQKPGKAPKLLIYQASSLOSGVPSRFSGSGSGTDFTL
TISSLQPEDFATYYCQQSYTSPFITFGQGTKVEIK

<SEQ ID NO:26>
RASQSISGYLN

<SEQ ID NO:27>
QASSLQS

<SEQ ID NO:28>
QOSYTSPFIT

<SEQ ID NO:29>
EVQLLESGGGLVQPGGSLRLSCAASGFTFSPYPMIWVRQAPGKGLEWVSY I SPSGGSTHYADSVKGRFTISRD
NSKNTLYLOMNSLRAEDTAVYYCARGGDTYFDYFDYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALG
CLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVE
PKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMI SRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKT
KPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQ
VSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLY SKLTVDKSRWQQGNVFSCSVMHEALHNH
YTQKSLSLSPGK
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<SEQ ID NO:30>
DIQMTQSPSSLSASVGDRVTITCRASQSISGYLNWYQOKPGKAPKLLIYQASSLOSGVPSRFSGSGSGTDEFTL
 TISSLQPEDFATYYCQQSYTSPFITFGQGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNEYPREAK
VOWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC

<SEQ ID NO:31>
EVQLLESGGGLVQPGGSLRLSCAASGFTFSPYPMIWVRQAPGKGLEWVSY ISPSGGSTHYADSVKGREFTISRD
NSKNTLYLOMNSLRAEDTAVYYCARGGDTYFDYFDYWGQGTLVTVSS

<SEQ ID NO:32>
PYPMI

<SEQ ID NO:33>
YISPSGGSTHYADSVKG

<SEQ ID NO:34>
GGDTYFDYFDY

<SEQ ID NO:35>
DIQMTQSPSSLSASVGDRVIITCRASQSISGYLNWYQOKPGKAPKLLIYQOASSLOSGVPSRFSGSGSGTDETL
TISSLQPEDFATYYCQQSYTSPFITFGQGTKVEIK

<SEQ ID NO:36>
RASQSISGYLN

<SEQ ID NO:37>
QASSLQS

<SEQ ID NO:38>
QOSYTSPFIT

<SEQ ID NO:39>
EVQLLESGGGLVQPGGSLRLSCAASGFTFSPYPMIWVRQAPGKGLEWVSYISPSGGSTHYADSVKGRFTISRD
NSKNTLYLOMNSLRAEDTAVYYCARGGDTYFDYFDYWGOGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALG
CLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNEHKPSNTKVDKKVE
PKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMI SRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKT
KPREEQYASTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQ
VSLTCLVKGFYPSDIAVEWE SNGQPENNYKTTPPVLDSDGSFFLY SKLTVDKSRHWQQGNVFSCSVMHEALHNH
YTQKSLSLSPG

<SEQ ID NO:40>
DIQMTQSPSSLSASVGDRVIITCRASQSISGYLNWYQQOKPGKAPKLLIYQASSLOSGVPSREFSGSGSGTDFTL
TISSLOPEDFATYYCQQOSYTSPFITFGQGTKVEIKRIVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAK
VOWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC

<SEQ ID NO:41>
EVQLLESGGGLVQPGGSLRLSCAASGFTFSPYPMIWVRQAPGKGLEWVSYISPSGGSTHYADSVKGRFTISRD
NSKNTLYLOMNSLRAEDTAVYYCARGGDTYFDYFDYWGQGTLVTVSS

<SEQ ID NO:42>
PYPMI

<SEQ ID NC:43>
YISPSGGSTHYADSVKG

<SEQ ID NO:44>
GGDTYFDYFDY
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<SEQ ID NO:45>
DIOMTQSPSSLSASVGDRVTITCRASQSISGYLNWYQQOKPGKAPKLLIYQASSLQOSGVPSRFSGSGSGTDFTL
TISSLOQPEDFATYYCQOSYTSPFITFGQGTKVEIK

<SEQ ID NO:46>
RASQSISGYLN

<SEQ ID NO:47>
QASSLQS

<SEQ ID NO:48>
QQSYTSPFIT

<SEQ ID NO:49>
EVQLLESGGGLVQPGGSLRLSCAASGFTFSPYPMIWVRQAPGKGLEWVSYISPSGGSTHYADSVKGRETISRD
NSKNTLYLOMNSLRAEDTAVYYCARGGDTYFDYFDYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALG
CLVKDYFPEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVE
PKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVICVVVDVSHEDPEVKENWYVDGVEVHNAKT
KPREEQYQSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQ
VSLTCLVKGFYPSDIAVEWE SNGQPENNYKTTPPVLDSDGSFFLY SKLTVDKSRWQQGNVEFSCSVMHEATLHNH
YTQKSLSLSPG

<SEQ ID NO:50>
DIQMTQSPSSLSASVGDRVTITCRASQSISGYLNWYQQOKPGKAPKLLIYQASSLOSGVPSRFSGSGSGTDFTL
TISSLOPEDFATYYCQQSYTSPFITFGQGTKVE IKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAK
VQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSEFNRGEC

<SEQ ID NO:51>
QVOLOQOSGPELVKPGASVKMSCKASGYTFTDFI IAWVKQRTGQGLEWIGEIYPGTGRTYY SEKFRGKATLTAD
KSSNTAYMQLSSLTSVDSAVYFCARRTIYYDYDGDYWGQGTTLTVSS

<SEQ ID NO:52>
DFIIA

<SEQ ID NO:53>
EIYPGTGRTYYSEKFRG

<SEQ ID NO:54>
RTIYYDYDGDY

<SEQ ID NO:55>
DIVMTQAAFSNPVTLGTSASISCRSSKSLLHSNGITYLYWYLOKPGQSPQLLIYQOMSNLASGVPDRFSSSGSG
TDFTLRISRVEAEDVGVYYCAHNLELPWTFGGGTKLELK

<SEQ ID NO:56>
RSSKSLLHSNGITYLY

<SEQ ID NO:57>
QMSNLAS

<SEQ ID NO:58>
AHNLELPWT

<SEQ ID NO:59>

QVOLOQSGPELVKPGASVKMSCKASGYTFTDFI IAWVKQRTGQGLEWIGEIYPGTGRTYYSEKFRGKATLTAD
KSSNTAYMQLSSLTSVDSAVYFCARRT IYYDYDGDYWGQGTTLTVSSASTKGPSVFPLAPSSKSTSGGTAALG
CLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVE
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PKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMI SRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKT
KPREEQYNSTYRVVSVLTVLHQDWLNGKE YKCKVSNKALPAPIEKTISKAKGQPRE PQVYTLPPSRDELTKNQ
VSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLY SKLTVDKSRHQOQGNVFSC SVMHEATHNH
YTQKSLSLSPG

<SEQ ID NO:60>

DIVMTQAAFSNPVTLGTSASISCRSSKSLLHSNGITYLYWYLOKPGOSPQLLIYOMSNLASGVPDRFSSSGSG
TDFTLRISRVEAEDVGVYYCAHNLELPWTFGGGTKLELKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYP
REAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVIKSFNRGEC

<SEQ ID NO:61>
QVQLVQSGAEVKKPGASVKVSCKASGYTFTDFIIAWVKQAPGOGLEWIGEIYPGTGRTYYSEKFRGKATLTAD
TSTSTAYMELSSLRSEDTAVYFCARRTIYYDYDGDYWGQGTLVTVSS

<SEQ ID NO:62>
DFIIA

<SEQ ID NO:63>
EIYPGTGRTYYSEKFRG

<SEQ ID NO:64>
RTIYYDYDGDY

<SEQ ID NO:65>
DIVMTQSPLSLPVTPGEPASISCRSSKSLLHSNGITYLYWYLOQKPGQSPQLLIYQOMSNLASGVPDRFSGSGSG
TDFTLKISRVEAEDVGVYYCAHNLELPWTFGQGTKVEIK

<SEQ ID NO:66>
RSSKSLLHSNGITYLY

<SEQ ID NO:67>
QMSNLAS

<SEQ ID NO:68>
AHNLELPWT

<SEQ ID NO:69>

QVQLVQSGAEVKKPGASVKVSCKASGYTFTDFI IAWVKQAPGQGLEWIGEIYPGTGRTYYSEKFRGKATLTAD
TSTSTAYMELSSLRSEDTAVYFCARRTIYYDYDGDYWGQGTLVIVSSASTKGPSVFPLAPSSKSTSGGTAALG
CLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKKVE
PKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKT
KPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQ
VSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLY SKLTVDKSRWQQGNVESCSVMHEALHNH
YTQKSLSLSPG

<SEQ ID NO:70>

DIVMTQSPLSLPVTPGEPASISCRSSKSLLHSNGITYLYWYLOKPGQSPQLLIYQMSNLASGVPDRFSGSGSG
TDFTLKISRVEAEDVGVYYCAHNLELPWTFGQGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYP
REARKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC

<SEQ ID NO:71>
EVQLVESGGGLVQPGGSLRLSCAASGFNIKDTY IHWVRQAPGKGLEWVARIYPTNGY TRYADSVKGRFTISAD
TSKNTAYLOMNSLRAEDTAVYYCSRWGGDGFYAMDYWGQGTLVTVSS

<SEQ ID NO:72>
DTYIH

<SEQ ID NO:73>



24/31

RIYPTNGYTRYADSVKG

<SEQ ID NO:74>
WGGDGFYAMDY

<SEQ ID NO:75>
DIQMTQSPSSLSASVGDRVTITCRASQDVNTAVAWYQQKPGKAPKLLIYSASFLYSGVPSRFSGSRSGTDFTL
TISSLOQPEDFATYYCQQHYTTPPTFGQGTKVEIK

<SEQ ID NO:76>
RASQDVNTAVA

<SEQ ID NO:77>»
SASFLYS

<SEQ ID NO:78>
QQHYTTPPT

<SEQ ID NO:79>

EVQLVESGGGLVQPGGSLRLSCAASGENIKDTY IHWVRQAPGKGLEWVARIY PTNGYTRYADSVKGRFTISAD
TSKNTAYLQMNSLRAEDTAVYYCSRWGGDGFYAMDYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALG
CLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHK PSNTKVDKKVE
PKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMI SRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKT
KPREEQYASTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQ
VSLTCLVKGFYPSDIAVEWE SNGQPENNYKTTPPVLDSDGSFFLY SKLTVDK SRWQQGNVFSCSVMHEALHNHE
YTQKSLSLSPG

<SEQ ID NC:80>
DIQMTQSPSSLSASVGDRVTITCRASQDVNTAVAWYQOKPGKAPKLLIYSASFLYSGVPSRFSGSRSGTDFTL
TISSLQPEDFATYYCQOHYTTPPTFGQGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKY
QWKVDNALQSGNSQESVTEQDSKDSTY SLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC

<SEQ ID NO:81>
EVQLVESGGGLVQPGGSLRLSCAASGFNIKDTY IHWVRQAPGKGLEWVARIYPTNGYTRYADSVKGRFTISAD
TSKNTAYLOMNST.RAEDTAVYYC SRWGGDGFYAMDYWGQGTLVTVSS

<SEQ ID NO:82>
DTYIH

<SEQ ID NO:83>
RIYPTNGYTRYADSVKG

<SEQ ID NO:84>
WGGDGFYAMDY

<SEQ ID NO:85>
DIOMTQSPSSLSASVGDRVTIITCRASQDVNTAVAWYQQKPGKAPKLLIYSASFLYSGVPSRFSGSRSGTDFTL
TISSLOPEDFATYYCQOHYTTPPTFGQGTKVEIK

<SEQ ID NO:86>
RASQDVNTAVA

<SEQ ID NO:87>
SASFLYS

<SEQ ID NO:88>
QOHYTTPPT
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<SEQ ID NO:89>
EVQLVESGGGLVQPGGSLRLSCAASGFNIKDTYIHWVRQAPGKGLEWVARIYPTNGYTRYADSVKGRFTISAD
TSKNTAYLOMNSLRAEDTAVYYCSRWGGDGFYAMDYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALG
CLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVE
PKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKT
KPREEQYQSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQ
VSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQOGNVFSCSVMHEALHNH
YTQKSLSLSPG

<SEQ ID NO:90>
DIOMTQSPSSLSASVGDRVTITCRASQDVNTAVAWYQOKPGKAPKLLIYSASFLYSGVPSRFSGSRSGTDFTL
TISSLOPEDFATYYCQQOHYTTPPTFGQGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKV
QWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC

<SEQ ID NO:91>
EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSSISGSGGSTLYADSVKGRFTISRD
NSKNTLYLOMNSLRAEDTAVYYCAKLTGTSFDYWGQGTLVTVSS

<SEQ ID NO:92>
SYAMS

<SEQ ID NO:93>
SISGSGGSTLYADSVKG

<SEQ ID NO:94>
LTGTSFDY

<SEQ ID NO:95>
QSVLTQPPSASGTPGORVTISCSGSSSNIGSNPVNWYQQLPGTAPKLLIYSNNQRPSGVPDRFSGSKSGTSAS
LATITGLQSEDEADYYCQSFDSSLKKVFGGGTKLTVL

<SEQ ID NO:96>
SGSSSNIGSNPVN

<SEQ ID NO:97>
SNNQRPS

<SEQ ID NO:98>
QSFDSSLKKV

<SEQ ID NO:99>
EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSSISGSGGSTLYADSVKGRFTISRD
NSKNTLYLOMNSLRAEDTAVYYCAKLTGTSFDYWGQGTLVIVSSASTKGPSVFPLAPSSKSTSGGTAALGCLY
KDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKS
CDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPR
EEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSL
TCLVKGFYPSDIAVEWESNGOPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVESCSVMHEALHNHYTQ
KSLSLSPG

<SEQ ID NO:100>
QSVLTQPPSASGTPGQRVTISCSGSSSNIGSNPVNWYQQLPGTAPKLLIYSNNQRPSGVPDRFSGSKSGTSAS
LAITGLOSEDEADYYCQSFDSSLKKVFGGGTKLTVLGOPKAAPSVTLFPPSSEELQANKATLVCLISDFYPGA
VIVAWKADSSPVKAGVETTTPSKQSNNKYAASSYLSLTPEQWKSHRSYSCQVTHEGSTVEKTVAPTECS

<SEQ ID NO:101>
EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSSISGSGGSTLYADSVKGRFTISRD
NSKNTLYLOMNSLRAEDTAVYYCAKLTGTSFDYWGQGTLVTVSS
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<SEQ ID NO:102>
SYAMS

<SEQ ID NO:103>
SISGSGGSTLYADSVKG

<SEQ ID NO:104>
LTGTSFDY

<SEQ ID NO:105>
QSVLTQPPSASGTPGQRVTISCSGSSSNIGSNPVNWYQQLPGTAPKLLIYSNNQRPSGVPDRFSGSKSGTSAS
LAITGLQSEDEADYYCQSFDSSLKKVFGGGTKLTVL

<SEQ ID NO:106>
SGSSSNIGSNPVN

<SEQ ID NO:107>
SNNQRPS

<SEQ ID NO:108>
QSFDSSLKKV

<SEQ ID NO:109>
EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSSISGSGGSTLYADSVKGRFTISRD
NSKNTLYLOMNSLRAEDTAVYYCAKLTGTSFDYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLV
KDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTY ICNVNHKP SNTKVDKKVEPKS
CDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNHYVDGVEVHNAKTKPR
EEQYQSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHY TQ
KSLSLSPG

<SEQ ID NO:110>

QSVLIQPPSASGTPGQRVTISCSGSSSNIGSNPVNWYQOLPGTAPKLLIY SNNQRPSGVPDRFSGSKSGTSAS
LAITGLQSEDEADYYCQSFDSSLKKVFGGGTKLTVLGQPKAAPSVTLFPPSSEELQANKATLVCLISDFYPGA
VIVAWKADSSPVKAGVETTTPSKQSNNKYAASSYLSLTPEQWKSHRSY SCOVTHEGSTVEKTVAPTECS

<SEQ ID NO:111>
EVQLLESGGGLVQPGGSLRLSCAASGFTFSPYPMIWVRQAPGKGLEWVSYISPSGGSTHYADSVKGRFTISRD
NSKNTLYLOMNSLRAEDTAVYYCARGGDTYFDYFDYWGQOGTLVTVSS

<SEQ ID NO:112>
PYPMI

<SEQ ID NO:113>
YISPSGGSTHYADSVKG

<SEQ ID NO:114>
GGDTYFDYFDY

<SEQ ID NO:115>
DIOMTQSPSSLSASVGDRVTITCRASQSISGYLNWYQOKPGKAPKLLIYQASSLOSGVPSRFSGSGSGTDFTL
TISSLOPEDFATYYCQQSYTSPFITFGQGTKVEIK

<SEQ ID NO:116>
RASQSISGYLN

<SEQ ID NO:117>
QASSLQS



27/31

<SEQ ID NO:118>
QQSYTSPFIT

<SEQ ID NO:119>
EVQLLESGGGLVQPGGSLRLSCAASGFTFSPYPMIWVRQAPGKGLEWVSYISPSGGSTHYADSVKGRFTISRD
NSKNTLYLOMNSLRAEDTAVYYCARGGDTYFDYFDYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALG
CLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVE
PKSCDKTHTCPPCPAPELLGGPSVFLEPPKPKDTLMISRTPEVICVVVDVSHEDPEVKFNWYVDGVEVHNAKT
KPREENYQSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQ
VSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLY SKLTVDKSRWQQGNVEFSCSVMHEALHNH
YTQKSLSLSPG

<SEQ ID NO:120>
DIOMTQSPSSLSASVGDRVTITCRASQSISGYLNWYQQKPGKAPKLLIYQASSLOSGVPSRFSGSGSGTDFTL
TISSLQPEDFATYYCQQSYTSPFITFGQGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNEYPREAK
VOWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC

<SEQ ID NO:121>
QVQLVOSGAEVKKPGASVKVSCKASGYTFTDFI IAWVKQAPGQGLEWIGEIYPGTGRTYYSEKFRGKATLTAD
TSTSTAYMELSSLRSEDTAVYFCARRTIYYDYDGDYWGQGTLVTVSS

<SEQ ID NO:122>
DFIIA

<SEQ ID NO:123>
EIYPGTGRTYYSEKFRG

<SEQ ID NO:124>
RTIYYDYDGDY

<SEQ ID NO:125>
DIVMTQSPLSLPVTPGEPASISCRSSQSLLHSNGITYLYWYLQKPGQSPQLLIYQMSNRASGVPDRFSGSGSG
TDFTLKISRVEAEDVGVYYCAHNLELPWTFGQGTKVEIK

<8EQ ID NO:126>
RSSQSLLHSNGITYLY

<SEQ ID NO:127>
QMSNRAS

<SEQ ID NO:128>
AHNLELPWT

<SEQ ID NO:12%>

QVOLVQSGAEVKKPGASVKVSCKASGYTFTDFI IAWVKQAPGQGLEWIGEIYPGTGRTYYSEKFRGKATLTAD
TSTSTAYMELSSLRSEDTAVYFCARRTIYYDYDGDYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALG
CLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVE
PKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKT
KPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQ
VSLTCLVKGFYPSDIAVEWE SNGOPENNYKTTPPVLDSDGSFFLY SKLTVDKSRWQQGNVFSCSVMHEALHNH
YTOKSLSLSPG

<SEQ ID NO:130>

DIVMTQSPLSLPVTPGEPASISCRSSQSLLHSNGITYLYWYLOKPGQOSPQLLIYOMSNRASGVPDRFSGSGSG
TDFTLKISRVEAEDVGVYYCAHNLELPWIFGQGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYP
REAKVQWKVDNALOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVIKSFNRGEC
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<SEQ ID NO:131>
QVQLVQSGAEVKKPGASVKVSCKASGYTFTDFI IAWVKQAPGQGLEWIGE IYPGTGRTYYSEKFRGKATLTAD
TSTSTAYMELSSLRSEDTAVYFCARRTIYYDYDGDYWGQGTLVTVSS

<SEQ ID NO:132>
DFIIA

<SEQ ID NO:133>
EIYPGTGRTYYSEKFRG

<SEQ ID NO:134>
RTIYYDYDGDY

<SEQ ID NO:135>
DIVMTIQSPLSLPVTPGEPASISCRSSQSLLHSNGINYLYWYLOKPGQSPQLLIYOMSNRASGVPDRFSGSGSG
TDFTLKISRVEAEDVGVYYCAHNLELPWTFGQGTKVEIK

<SEQ ID NO:136>
RSSQSLLHSNGINYLY

<SEQ ID NO:137>
QMSNRAS

<SEQ ID NO:138>
AHNLELPWT

<SEQ ID NO:139>

QVOLVQSGAEVKKPGASVKVSCKASGYTFTDFI IAWVKQAPGQGLEWIGEIYPGTGRTYYSEKFRGKATLTAD
TSTSTAYMELSSLRSEDTAVYFCARRTIYYDYDGDYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAARLG
CLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQOSSGLY SLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKKVE
PKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMI SRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKT
KPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQ
VSLTCLVKGFYPSDIAVEWE SNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNH
YTQKSLSLSPG

<SEQ ID NO:140>

DIVMTQSPLSLPVITPGEPASISCRSSQSLLHSNGINYLYWYLOKPGQSPQLLIYQMSNRASGVPDRFSGSGSG
TDFTLKISRVEAEDVGVYYCAHNLELPWTFGQGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYP
REAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC

<SEQ ID NO:141>
QVQLVQSGAEVKKPGASVKVSCKASGYTFTDFI IAWVKQAPGOGLEWIGEIYPGTGRTYYSEKFRGKATLTAD
TSTSTAYMELSSLRSEDTAVYFCARRTIYYDYDGDYWGQGTLVTVSS

<SEQ ID NO:142>
DFIIA

<SEQ ID NO:143>
EIYPGTGRTYYSEKFRG

<SEQ ID NO:144>
RTIYYDYDGDY

<SEQ ID NO:145>
DIVMTQSPLSLPVTPGEPASISCRSSOSLLHSNWINYLYWYLOKPGQSPQLLIYQOMSNRASGVPDRFSGSGSG
TDFTLKISRVEAEDVGVYYCAHNLELPWTFGQGTKVEIK

<SEQ ID NO:146>
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RSSQSLLHSNWINYLY

<SEQ ID NO:147>
QMSNRAS

<SEQ ID NO:148>
AHNLELPWT

<SEQ ID NO:149>

QVQLVQSGAEVKKPGASVKVSCKASGYTFTDFIIAWVKQAPGQGLEWIGE IYPGTGRTYYSEKFRGKATLTAD
TSTSTAYMELSSLRSEDTAVYFCARRTIYYDYDGDYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALG
CLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVE
PKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMI SRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKT
KPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQ
VSLTCLVKGFYPSDIAVEWESNGOPENNYKTTPPVLDSDGSFFLY SKLTVDKSRWQQGNVEFSCSVMHEALHNH
YTQKSLSLSPG

<SEQ ID NO:150>

DIVMTIQSPLSLPVTPGEPASISCRSSQSLLHSNWINYLYWYLOKPGQSPQLLIYQMSNRASGVPDRFSGSGSG
TDFTLKISRVEAEDVGVYYCAHNLELPWTFGQGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNEFYP
REAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLS SPVTKSFNRGEC

<SEQ ID NO:151>
QVQLVOSGAEVKKPGASVKVSCKASGYTFTDFI IAWVKQAPGQGLEWIGEIYPGTGRTYYSEKFRGKATLTAD
TSTSTAYMELSSLRSEDTAVYFCARRTIYYDYDGDYWGQGTLVTVSS

<SEQ ID NC:152>
DFIIA

<SEQ ID NO:153>
EIYPGTGRTYYSEKFRG

<SEQ ID NO:154>
RTIYYDYDGDY

<SEQ ID NOC:155>
DIVMTQSPLSLPVTPGEPASISCRSSQSLLHSNWINYLYWYLQKPGOSPQLLIYQGSNRASGVPDREFSGSGSG
TDFTLKISRVEAEDVGVYYCAHNLELPWTFGQGTKVEIK

<SEQ ID NO:156>
RSSQOSLLHSNWINYLY

<SEQ ID NO:157>
QGSNRAS

<SEQ ID NO:158>
AHNLELPWT

<SEQ ID NO:159>
QVOLVQSGAEVKKPGASVKVSCKASGYTFTDFIIAWVKQAPGQGLEWIGEIYPGTGRTYYSEKFRGKATLTAD
TSTSTAYMELSSLRSEDTAVYFCARRTIYYDYDGDYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALG
CLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLY SLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVE
PKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKT
KPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKT ISKAKGQPREPQVYTLPPSRDELTKNQ
VSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLY SKLTVDKSRWQQGNVFSCSVMHEALHNH
YTQKSLSLSPG

<SEQ ID NO:160>
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DIVMTQSPLSLPVTPGEPASISCRSSQSLLHSNWINYLYWYLQKPGQSPQLLIYQGSNRASGVPDRFSGSGSG
TDFTLKISRVEAEDVGVYYCAHNLELPWTFGOGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYP
REAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC

<SEQ ID NO:161>
HSDAVFTDNYTRLRKOMAVKKYLNSILN

<SEQ ID NO:162>
ATEPRKQYATPRVEWTDAPG

<SEQ ID NO:163>
LOQWRRDDNVHNFGVWARYRL

<SEQ ID NO:164>
MARGSLRRLLRLLVLGLWLALLRSVAGEQAPGTAPCSRGSSWSADLDKCMDCASCRARPHSDFCLGCAAAPPA
PFRLLWPILGGALSLTFVLGLLSGFLVWRRCRRREKFTTPIEETGGEGCPAVALIQ

<SEQ ID NO:165>
MLRRRGSPGMGVHVGAALGALWFCLTGALEVQVPEDPVVALVGTDATLCCSFSPEPGFSLAQLNLIWQLTDTK
QLVHSFAEGODOGSAYANRTALFPDLLAQGNASLRLORVRVADEGSFTCFVSIRDFGSAAVSLOVAAPYSKPS
MTLEPNKDLRPGDTVTITCSSYQGYPEAEVFWQODGQGVPLTGNVTITSQMANEQGLFDVHSILRVVLGANGTYS
CLVRNPVLQODAHSSVTITPQRSPTGAVEVQVPEDPVVALVGTDATLRCSFSPEPGFSLAQLNLIWQLTDTKQ
LVHSFTEGRDQGSAYANRTALFPDLLAQGNASLRLORVRVADEGSFTCEFVSIRDFGSAAVSLOVAAPYSKPSM
TLEPNKDLRPGDTVTITCSSYRGYPEAEVFWODGQGVPLTGNVTTSOMANEQGLFDVHSVLRVVLGANGTYSC
LVRNPVLQODAHGSVTITGQPMTFPPEALWVIVGLSVCLIALLVALAFVCWRKIKQSCEEENAGAEDQDGEGE
GSKTALQPLKHSDSKEDDGQEIA

<SEQ ID NO:166>

MELAALCRWGLLLALLPPGAASTQVCTGTDMKLRLPASPETHLDMLRHLYQGCQVVQGNLELTYLPTNASLSF
LODIQEVQGYVLIAHNQVROVPLORLRIVRGTQLFEDNYALAVLDNGDPLNNTTPVTGASPGGLRELQLRSLT
EILKGGVLIQRNPOQLCYQDTILWKDIFHKNNQLALTLIDTNRSRACHPCSPMCKGSRCWGESSEDCQSLTRTV
CAGGCARCKGPLPTDCCHEQCAAGCTGPKHSDCLACLHFNHSGICELHCPALVTYNTDTFESMPNPEGRYTFG
ASCVTACPYNYLSTDVGSCTLVCPLHNQEVTAEDGTQRCEKCSKPCARVCYGLGMEHLREVRAVTSANIQEFA
GCKKIFGSLAFLPESFDGDPASNTAPLOQPEQLOQVFETLEEITGYLYISAWPDSLPDLSVFQNLQVIRGRILHN
GAYSLTLOGLGISWLGLRSLRELGSGLALIHHNTHLCFVHTVPWDOLFRNPHQALLHTANRPEDECVGEGLAC
HQOLCARGHCWGPGPTQCVNCSQFLRGQECVEECRVLQGLPREYVNARHCLPCHPECQPQNGSVTCFGPEADQC
VACAHYKDPPFCVARCPSGVKPDLSYMPIWKFPDEEGACQPCPINCTHSCVDLDDKGCPAEQRASPLTSIISA
VVGILLVVVLGVVFGILIKRRQOKIRKYTMRRLLQETELVEPLTPSGAMPNQAQMRILKETELRKVKVLGSGA
FGTVYKGIWIPDGENVKIPVAIKVLRENTSPKANKEILDEAYVMAGVGSPYVSRLLGICLTSTVQLVTQLMPY
GCLLDHVRENRGRLGSQDLLNWCMQIAKGMSYLEDVRLVHRDLAARNVLVKSPNHVKITDFGLARLLDIDETE
YHADGGKVPIKWMALESILRRRFTHQSDVWSYGVTVWELMT FGAKPYDGIPAREIPDLLEKGERLPQPPICTI
DVYMIMVKCWMIDSECRPRFRELVSEFSRMARDPQRFVVIQNEDLGPASPLDSTFYRSLLEDDDMGDLVDAEE
YLVPQOGFFCPDPAPGAGGMVHHRHRSSSTRSGGGDLTLGLEPSEEEAPRSPLAPSEGAGSDVEDGDLGMGAA
KGLQSLPTHDPSPLORYSEDPTVPLPSETDGYVAPLTCSPQPEYVNQPDVRPQPPSPREGPLPAARPAGATLE
RPKTLSPGKNGVVKDVFAFGGAVENPEYLTPQGGAAPQPHPPPAFSPAFDNLYYWDQDPPERGAPPSTFKGTP
TAENPEYLGLDVPV

<SEQ ID NO:167>

MRPSGTAGAALLALLAALCPASRALEEKKVCQGTSNKLTQLGTFEDHFLSLORMFNNCEVVLGNLEITYVQRN
YDLSFLKTIQEVAGYVLIALNTVERIPLENLQIIRGNMYYENSYALAVLSNYDANKTGLKELPMRNLQEILHG
AVRFSNNPALCNVESIQWRDIVSSDFLSNMSMDFQNHLGSCQKCDPSCPNGSCWGAGEENCQKLTKIICAQQC
SGRCRGKSPSDCCHNQCAAGCTGPRESDCLVCRKFRDEATCKDTCPPLMLYNPTTYQMDVNPEGKYSFGATCV
KKCPRNYVVTDHGSCVRACGADSYEMEEDGVRKCKKCEGPCRKVCNGIGIGEFKDSLSINATNIKHFKNCTSI
SGDLHILPVAFRGDSFTHTPPLDPQELDILKTVKEITGFLLIQAWPENRTDLHAFENLEI IRGRTKQHGQFSL
AVVSLNITSLGLRSLKEISDGDVIISGNKNLCYANTINWKKLFGTSGQKTKIISNRGENSCKATGQVCHAILCS
PEGCWGPEPRDCVSCRNVSRGRECVDKCNLLEGEPREFVENSECIQCHPECLPQAMNITCTGRGPDNCIQCAH
YIDGPHCVKTCPAGVMGENNTLVWKYADAGHVCHLCHPNCTYGCTGPGLEGCPTNGPKIPSIATGMVGALLLL
LVVALGIGLFMRRRHIVRKRTLRRLLOERELVEPLTPSGEAPNQALLRILKETEFKKIKVLGSGAFGTVYKGL
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WIPEGEKVKIPVAIKELREATSPKANKEILDEAYVMASVDNPHVCRLLGICLTSTVQLITQLMPFGCLLDYVR
EHKDNIGSQYLLNWCVQIAKGMNYLEDRRLVHRDLAARNVLVKTPQHVKITDFGLAKLLGAEEKEYHAEGGKV
PIKWMALESILHRIYTHQSDVWSYGVTIVWELMTFGSKPYDGIPASEISSILEKGERLPQPPICTIDVYMIMVK
CWMIDADSRPKFRELIIEFSKMARDPQRYLVIQGDERMHLPSPTDSNFYRALMDEEDMDDVVDADEYLIPQQG
FFSSPSTSRTPLLSSLSATSNNSTVACIDRNGLQSCPIKEDSFLORYSSDPTGALTEDSIDDTFLPVPEYINQ
SVPKRPAGSVONPVYHNQPLNPAPSRDPHYQDPHSTAVGNPEYLNTVQPTCVNSTFDSPAHWAQKGSHQISLD
NPDYQQDFFPKEAKPNGIFKGSTAENAEYLRVAPQSSEFIGA



