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Figure 1
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B Z\megzxu
library 5x5 Afxxxxx[EIxxxx XA - phage pI11 H
. . -— n=35256
library 3x3 A aAfdxxxfxxxflA - phage pr1z
. . _ JﬂXmm/zz
library 3x3 B xTelx X X[} X X X[& X - phage pIII | 2
clone: amino acid sequence: clone: amino acid sequence: clone: amino acid sequence:
1 2345867896 1011121314 15 123456 78%5% 1012 1 2345678691011
PK100 A A X & o BN PK117 A A PK125 8 FESI: R
PK101 A R A PK118 A A PK126 X i3 T R
PK102 A ER A PKI19 A A pPx127 RECHIN R
PK103 A A A PK120 A A PK128 D F X¢] R
PK104 A AR G PK121 A A PK129 Q I3 E 34
PK105 A S ki A PK122 A A PK130 M F R
PK106 A 28 W A PK123 A A PK13l S I A R
PK107 A b W A PK124 A A PK132 v I3 P R
PK108 A€ TLY A pK133 VERG R
PK109 A By W A PK134 K I O R
PK110 A N &I A PK135 v FE] R
PK111 A GV A PK136 R 18 £ 7
PK112 A TY A PK137 R N Q 24
PK113 A A D A PK138 L i T R
PK114 A G G A PK139 G WIS R
PK115 GG A PK140 R i3 T 24
PK116 Fp A PK141 D ER4O R
PK142 T 3 R K
PK143 QeBdQ K
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Figure 2
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Figure 3
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Figure 4
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06-34 Position W2 substitutions
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Figure 5

06-56 Position G1 substitutions
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06-56 Position G2 subslitutions
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Figure 6
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Figure 7
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Figure 9
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Figure 10
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Figure 12
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Figure 17:
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Figure 18b:

Comparative Plasma assays: 06-34-18 NMe-Arg5
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Figure 19b
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Figure 19d
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