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DNA

Artificial Sequence

Fime delay promotor consensus sequence activatable by RpoS sigma
actor

<220>

<221> misc_feature

<222> (D..D

<223> nisa, c, g, ort
<220>

<221> misc_feature

<222> (5)..(D)

<223> nisa, c, g, or t
<220>

<221> misc_feature

<222> (9)..(148

<223> nisa, c, g, ort
<400> 1

nctannntnn nnnn 14
<210> 2

<211> 330

<212> PRT

<213> Escherichia coli
<400> 2

1

Met Ser GIn Asn Thr Leu Lys val His Asp Leu Asn Glu Asp Ala Glu
10 15

5

Phe Asp Glu Asn Gly val Glu val phe Asp Glu Lys Ala ggu val Glu
20 25

Gln Glu Pro Ser Asp Asnh Asp Leu Ala Glu Glu Glu Leu Leu Ser Gln

35 40 45

Gly Ala Thr Gln Arg val Leu Asp Ala Thr GIn Leu Tyr Leu Gly Glu
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Ile
65

Arg
Ser
Gly
Arg
Tyr
145
Gln
val
Pro
val
Pro
225
G1u
GIn
val
Glu
Ile

305

Gly

50

Gly

Arg

Asn

Leu

Ala

130

Ala

Thr

Tyr

ser

ser
210

Leu

Lys

Ser

Leu

AsSp

290

Gin

Leu

Tyr

Ala

Leu

Ala

115

val

Thr

Arg

Leu

Ala

195

Arg

Gly

Glu

Ile

Ala

275

val

val

Asn

Ser

Leu

Glu

Trp

Thr

Met

Gly

Asn

val

260

Arg

Gly

Glu

Ile

Pro

Arg

85

Leu

Leu

Lys

Trp

Ile

165

Thr

Glu

Leu

Asp

Gly

Lys

Arg

Arg

Gly

Glu

Leu
70

Gly
val
Asp
Phe
Ile
150
Arg
Ala
Ile
Arg
Ser
230
Pro
Trp
Phe
Glu
Leu

310

Ala

55

Leu

Asp

val

Leu

Asp

135

Arg

Leu

Arg

Ala

Leu

215

Glu

Glu

Leu

Gly

Ile

295

Arg

Leu

Thr
val
Lys
Ile
120
Pro
Gln
Pro
Glu
Glu
200
Asn
Lys
Asp
Phe
Leu
280
Gly

Arg

Phe

Ala

Ala

Ile

105

Glu

Glu

Thr

Ile

Leu

185

Gln

Glu

Ala

Thr

Glu

265

Leu

Leu

Leu

Arg

P107172.txt
60

Glu

Ser

90

Ala

Glu

Arg

Ile

His

170

ser

Leu

Arg

Leu.

Thr

250

Leu

Gly

Thr

Arg

Glu

Glu

75

Arg

Arg

Gly

Gly

Glu

155

Ile

His

Asp

Ile

Leu

235

GIn

Asn

Tyr

Arg

Glu
315

Glu

Arg

Arg

Asn

Phe

140

Arg

val

Lys

Lys

Thr

220

Asp

Asp

Ala

Glu

Glu

300

Ile

Page 2

val

Arg

Tyr

Leu

125

Arg

Ala

Lys

Leu

Pro

205

Ser

Ile

Asp

Lys

Ala

285

Arg

Leu

Tyr
Met
Gly
Gly
Phe
Ile

Glu

val
Leu
Asp
GIn
270
Ala

val

Gin

Phe
Ile
95

AsSn
Leu
Ser
Met
Leu
175
His
ASp
Asp
Ala
Met
255
Arg
Thr

Arg

Thr

Ala
80

Thr

Asn

160

Asn

Glu

Asp

Thr

Asp

Lys

Glu

Leu

Gln

Gin
320
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<213>

<400> 7
atggctaggt

gtgcttgaag
cttattgccc
atcgaccaga
ccgcaagtcg
tgcaaaccgg
aaggagttga
gacgaaagga
<210> 8

<211> 156
<212> PRT
<213>

<400> 8

Met Ala Arg Ser Ala Arg Ser
1 5

val Gly Glu

Ala Gln Leu

35

Leu
50

ASp Arg

Pro
65

Gly Leu

Pro GIn val

val Arg val

ser
115

ser Lys

Ser
130

ASp Asp

Glu
145

Leu Leu

ctgcccgtag
acttgatcgg
ggctctcggc
accccgggcet
tgccaatgct
acaagcgctc
agcacatcgc

ctgaactgtt

Gly val

20

Lys Leu

Pro Ala

Met Gln

val Pro

85

Cys
Glu
GIn

His

Arg Leu

Leu

Phe

Gln

Ala

70

Met

Lys

Ala

Leu

Pseudomonas putida

taccgacgac
ctacgccttg
ccatgacctg
gatgcaggcc
gaacaaactg
gtatgggatt
cgccgacagce

gaggttattg

Pseudomonas putida

Thr

Glu Asp

Gln Asn

40

Phe Ser

55

Asp Leu

Leu Asn
Pro

Asp

Leu
120

Leu

Thr
135

Ser

Lys Lys

150

P107172.txt

gcttgegtgg
cgacgcgcegce
cgceccggecc
gacctggcgc
gaagagcgcg
ttcctgagca
gatcaccagg

aagaaaatct

Asp Asp Ala

10

Leu Ile

25

Gly

Leu Ile

Ala Leu Ala

Ala
75

Ala Arg

Leu Glu
90

Lys

Lys Ser

105

Arg

Lys Glu Leu

Asn Leu Ser

Ile Tyr Arg
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ctgctcctgt
aattgaagct
aattttccgce
gtgcgttggc
cgctggccgt
aatcgggcga
cgacatccaa

accgggactg

Cys val Ala

Ala Leu

30

Tyr

Leu Ser

45

Arg

Ile Ile

60

Asp

Leu Ala Ile

Glu Arg Ala

Ile
110

Tyr Gly

His Ile

125

Lys

Asp Glu

gggagaaggg
gtttcagaac

cctggcgatc
aatcgacccc
gcgegtgegg
ggccctgttg
cctctcggat

a

Ala
15

Pro
Arg Arg
Ala His
Gln

Asn

Pro
80

Asp

Leu Ala

95

Phe

Leu

Ala

Arg Thr
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420
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