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<130> FO720.70001W000
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<160> 12
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<210> 1

<211> 461

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic Polypeptide

<400> 1
Met Arg Val Pro Ala Gln Leu Leu Gly Leu Leu Leu Leu Trp Leu Pro
1 5 10 15

Gly Ala Arg Cys Gln Pro Pro Arg Arg Tyr Thr Pro Asp Trp Pro Ser
20 25 30

Leu Asp Ser Arg Pro Leu Pro Ala Trp Phe Asp Glu Ala Lys Phe Gly
35 40 45

Val Phe Ile His Trp Gly Val Phe Ser Val Pro Ala Trp Gly Ser Glu
50 55 60

Trp Phe Trp Trp His Trp Gln Gly Glu Gly Arg Pro Gln Tyr Gln Arg
65 70 75 80

Phe Met Arg Asp Asn Tyr Pro Pro Gly Phe Ser Tyr Ala Asp Phe Gly
85 90 95
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Pro

Phe

Glu

Lys

145

Leu

Trp

Gln

Asn

Pro

225

Asp

Asn

Lys

Gln

Gln

Gly

130

Asp

Arg

Phe

His

Ser

210

Asp

Ser

Cys

Pro

Phe

Ala

115

Phe

Val

Lys

His

Phe

195

Tyr

Thr

Pro

Ser

Gln
275

Thr

100

Ala

Thr

Gly

Arg

Pro

180

Val

Lys

Tyr

Val

Cys

260

Ser

Ala

Gly

Asn

Pro

Asn

165

Leu

Ser

Pro

Trp

Lys

245

His

Leu

Arg

Ala

Trp

His

150

Ile

Tyr

Ala

Asp

Asn

230

Asp

His

Pro

Phe

Lys

Pro

135

Arg

Arg

Leu

Lys

Leu

215

Ser

Glu

Gly

Asp
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Phe

Tyr

120

Ser

Asp

Tyr

Leu

Thr

200

Ile

Thr

Val

Gly

His
280

His Pro Glu

105

Val

Pro

Leu

Gly

Asp

185

Met

Trp

Asn

Val

Tyr

265

Lys

Val

Val

Val

Leu

170

Lys

Pro

Ser

Phe

Val

250

Tyr

Trp

Leu

Ser

Gly

155

Tyr

Lys

Glu

Asp

Leu

235

Asn

Asn

Glu

Glu

Thr

Trp

140

Glu

His

Asn

Leu

Gly

220

Ser

Asp

Cys

Met
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Trp

Thr

125

Asn

Leu

Ser

Gly

Tyr

205

Glu

Trp

Arg

Glu

Cys
285

Ala

110

Lys

Trp

Gly

Leu

Phe

190

Asp

Trp

Leu

Trp

Asp

270

Thr

Asp

His

Asn

Thr

Leu

175

Lys

Leu

Glu

Tyr

Gly

255

Lys

Ser

Leu

His

Ser

Ala

160

Glu

Thr

Val

Cys

Asn

240

Gln

Phe

Ile



Asp

Thr

305

Gly

Val

Ile

Glu

Tyr

385

Ser

Gly

Leu

Ile

Lys

290

Glu

Gly

Pro

Asn

Lys

370

Ala

Pro

Asp

Pro

Lys
450

Phe

Glu

Asn

Ile

Gly

355

Asn

Ile

Ile

Leu

Gln

435

Leu

<210> 2
<211> 1386

Ser

Ser

Tyr

Phe

340

Glu

Thr

Phe

Thr

Lys

420

Leu

Thr

Trp

Glu

Leu

325

Gln

Ala

Thr

Leu

Thr

405

Trp

Pro

Gly

Gly

Ile

310

Leu

Glu

Ile

Ser

His

390

Ser

Ser

Pro

Val

Tyr

295

Ile

Asn

Arg

Tyr

Val

375

Trp

Thr

Thr

Ser

Lys
455
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Arg Arg Asp Met Ala Leu

Ser

Ile

Leu

Ala

360

Trp

Pro

Thr

Asp

Ala

440

His

Glu

Gly

Leu

345

Ser

Tyr

Glu

Lys

Pro

425

Val

His

Leu

Pro

330

Ala

Lys

Thr

Asn

Ile

410

Asp

Pro

His

Val

315

Thr

Val

Pro

Ser

Gly

395

Thr

Lys

Ala

His

300

Gln

Lys

Gly

Trp

Lys

380

Val

Met

Gly

Glu

His
460
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Thr

Asp

Lys

Arg

365

Gly

Leu

Leu

Leu

Phe

445

His

Ser

Val

Gly

Trp

350

Val

Ser

Asn

Gly

Phe

430

Ala

Asp

Ser

Leu

335

Leu

Gln

Ala

Leu

Ile

415

Ile

Trp

Val

Leu

320

Ile

Ser

Trp

Val

Glu

400

Gln

Ser

Thr



<212> DNA

<213>

<220>
<223>

<400> 2
atgagagtgce ctgctcaget

cagcccccte ggagatacac
tggtttgacg aggccaagtt
tggggctctg agtggttcetg

ttcatgeggg acaactacce

geeeggttct
gtegtgetga
aactggaact
ctgcggaage
ctgtacctgce
atgcccgage

gagtgggagt

tccaccctga
ccaccaagca
ctaaggacgt
ggaacatcag
tggacaagaa
tgtacgacct

gceecgacac

gactcccctg tgaaggacga
caccacggcg gctactacaa
aagtgggaga tgtgcaccte
ctgtctgatg tgaccgagga
ggeggeaact acctgetgaa
caggaacgge tgctggeegt
tccaagectt ggegagtgea
ggctetgeeg tgtacgecat

tccececcatca ccacctetac

F@72070001W000-SEQLIST-YJC

Artificial Sequence

Synthetic Polynucleotide

gctgggactg
ccctgactgg
cggegtgtte
gtggcattgg
ccetggette
ggaatgggcc

ccacgagggce

gggeececac
atacggectg
gaacggctte
cgtgaactcc
ctattggaac
ggteggtegtg
ctgegaggac
tatcgacaag
atccgagatc
catcggeect
gggcaagteg
gtgegagaag
cttectgeac

caccaagatc

ctgetgetgt ggetgeetgg
cctteccctgg actcecagacc

atccactggg gegtgttete

cagggegagg gecagacctca

tcctacgeeg
gatctgttec
ttcaccaact
cgggatcteg
taccactccc
aagacccagc

tacaagccceg

actteggecce
aggeegetgg
ggcectecce
tgggagaact
tgctggaatg
acttegtgte

acctgatttg

tccaccaact ttetgtectg

aacgacagat
aagttcaagc
ttctectggg

atctccgage

ggggccagaa

cccagtccect

gctaccggeg

tggtgcagac

accaaggacg gcctgategt
ctgtctatca acggegagge
aacaccacct ccgtgtggta
tggcccgaga acggegtget

accatgetgg geatccaggg
Page 4

tgctagatge
tetgeceget
cgtgeetgec
gtaccagegg
tcagttcacc
cgccaaatac
cgtgtectgg

gggaaccgcec

gttccacecc
cgccaagacc
gagcgacggce
getgtacaac
ctgctectgt
geecgaccac
ggacatggcc
cgtgtecctg
geecatette
catctacgcece
cacctccaag
gaacctggaa

cgacctgaag

60

120

180

240

300

360

429

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260



tggtcca
gtgectg
cattga
<210>
<211>
<212>
<213>

<220>
<223>

<400>

Met Arg

1

Gly Ala

Leu Asp

Ile Phe

50

Trp Phe

Phe Met

Pro Leu

Phe Gln

FO72070001W000-SEQLIST-YIC

ccg accctgacaa gggeetgtte atctccetge cccagetgee tecttecget 1320

ctg agttcgectg gaccatcaag ctgaccggeg tgaagcacca ccaccatcac 1380
1386

3

465

PRT

Artificial Sequence

Synthetic Polypeptide
3

Val Pro Ala Gln Leu Leu Gly Leu Leu Leu Leu Trp Leu Pro

Arg Cys His Ser Ala Thr Arg Phe Asp Pro Thr Trp Glu Ser
20 25 30

Ala Arg Gln Leu Pro Ala Trp Phe Asp Gln Ala Lys Phe Gly
35 40 45

Ile His Trp Gly Val Phe Ser Val Pro Ser Phe Gly Ser Glu
55 60

Trp Trp Tyr Trp Gln Lys Glu Lys Ile Pro Lys Tyr Val Glu
70 75 80

Lys Asp Asn Tyr Pro Pro Ser Phe Lys Tyr Glu Asp Phe Gly
85 90 95

Phe Thr Ala Lys Phe Phe Asn Ala Asn Gln Trp Ala Asp Ile
100 105 110

Ala Ser Gly Ala Lys Tyr Ile Val Leu Thr Ser Lys His His
115 120 125
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Glu

Ile

145

Ile

Glu

Lys

Val

Ala

225

Asn

Ala

Tyr

Ile

Tyr
305

Gly

130

Asp

Arg

Trp

Arg

Asn

210

Pro

Glu

Gly

Asn

Asp

290

Leu

Phe

Glu

Asn

Phe

Gln

195

Asn

Asp

Ser

Ser

Pro

275

Lys

Thr

Thr

Gly

Arg

His

180

Phe

Tyr

Gln

Pro

Ile

260

Gly

Leu

Ile

Leu

Pro

Thr

165

Pro

Pro

Gln

Tyr

Val

245

Cys

His

Ser

Glu

Trp

Lys

150

Asp

Leu

Val

Pro

Trp

230

Arg

Lys

Leu

Trp

Glu
310

Gly

135

Arg

Leu

Phe

Ser

Glu

215

Asn

Gly

His

Leu

Gly

295

Leu
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Ser

Asp

Arg

Leu

Lys

200

Val

Ser

Thr

Gly

Pro

280

Tyr

Val

Glu Tyr Ser Trp Asn

Ile

Phe

Glu

185

Thr

Leu

Thr

Val

Gly

265

His

Arg

Lys

Val

Gly

170

Asp

Leu

Trp

Gly

Val

250

Phe

Lys

Arg

Gln

Lys

155

Leu

Glu

Pro

Ser

Phe

235

Thr

Tyr

Trp

Glu

Leu
315

140

Glu

Tyr

Ser

Glu

Asp

220

Leu

Asn

Thr

Glu

Ala

300

Val
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Leu

Tyr

Ser

Leu

205

Gly

Ala

Asp

Cys

Asn

285

Gly

Glu

Trp

Glu

Ser

Ser

190

Tyr

Asp

Trp

Arg

Ser

270

Cys

Ile

Thr

Asn

Val

Leu

175

Phe

Glu

Gly

Leu

Trp

255

Asp

Met

Ser

Val

Ala

Ala

160

Phe

His

Leu

Gly

Tyr

240

Gly

Arg

Thr

Asp

Ser
320



Cys

Ile

Lys

Asn

Lys

385

Phe

Leu

Ile

Trp

His
465

Gly

Ser

Val

Asp

370

Leu

Leu

Gly

Met

Gly
450

<210>
<211>
<212>
<213>

<220>

Gly

Val

Asn

355

Thr

Val

Gly

His

Val

435

Trp

4
1398
DNA

Asn

Val

340

Gly

Val

Tyr

His

Gly

420

Glu

Ala

Leu

325

Phe

Glu

Thr

Ala

Pro

405

Gln

Leu

Leu

Leu

Glu

Ala

Pro

Ile

390

Lys

Pro

Pro

Ala

Met

Glu

Ile

Asp

375

Phe

Ala

Leu

Gln

Leu
455

Artificial Sequence

FO72070001W000-SEQLIST-YIC

Asn Ile Gly Pro Thr Leu

Arg

Tyr

360

Val

Leu

Ile

Asn

Leu

440

Thr

Leu

345

Glu

Trp

Lys

Leu

Trp

425

Thr

Asn

330

Arg

Thr

Tyr

Trp

Gly

410

Ile

Ile

Val

Gln

His

Thr

Pro

395

Ala

Ser

His

Ile

Met

Thr

Ser

380

Thr

Thr

Leu

Gln

His
460
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Gly

Trp

365

Lys

Ser

Glu

Glu

Met

445

His

Asp

Ser

350

Arg

Pro

Gly

Val

Gln

430

Pro

His

Gly

335

Trp

Ser

Lys

Gln

Lys

415

Asn

Cys

His

Thr

Leu

Gln

Glu

Leu

400

Leu

Gly

Lys

His
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<223> Synthetic Polynucleotide

<400> 4

atgagagtgc ctgetcaget getgggactg ctgetgetgt ggetgectgg cgetagatge

cactccgcca ccagattega
tggtttgacc aggeccaagtt
tteggetetg agtggttcetg
ttcatgaagg acaactaccc
gecaagttct tcaacgecaa
atcgtgetga cctccaagea
aactggaacg ccatcgacga
atccggaacc ggaccgacct
ccecctgtttc tggaagatga
accctgeeeg agetgtacga
ggggatggtyg gtgecccecga

aacgagtctc ctgtgeggeg
tgcaagcacg geggettceta
cacaagtggg agaactgcat

ggcatctecg actacctgac

tgeggeggea
ttcgaggaac
gagacacaca
aagcccaaag
ttcctgggec
cagcccctga

accatccatce

acctgetgat
ggctgeggea
cctggeggtce
aaaagctggt
accctaagge
actggatctce

agatgccectg

ccccacctgg
cggeatcttce
gtggtactgg
ccccagettt
ccagtgggcec
ccacgagggc
gggccccaag
gagattcgge
gtectecage
gctegtgaac
tcagtactgg
caccgtegtg
cacctgttcc
gaccatcgac
aatcgaggaa
gaacatcggce
gatgggctcc
ccagaacgac
gtatgccatc
tatcctggge
cctggaacag

caaatggggc

gagtctctgg acgccagaca
atccactggg gegtgttete
cagaaagaga agatccccaa
aagtacgagg acttcggccc
gacatcttcc aggectetgg
ttcaccctgt ggggetecga
cgggacatcg tgaaagaact
ctgtactact ccctgttega
ttccacaage ggeagttecc
aactaccagc ccgaggtgcet
aactctaccg getteetgge
accaacgata gatggggege
gaccggtaca accccggeca
aagctgtect ggggetacag
ctcgtgaage agctggtgga
cctaccetgg acggeaccat
tggctgaaag tgaacggega
accgtgaccc ctgacgtgtg
ttcctgaagt ggectacctce
gccaccgaag tgaaactget
aacggcatca tggtggaact

tgggeeetgg ccctgaccaa
Page 8

getgeeceget
cgtgeccage
atacgtggag
cctgttcacce
cgecaagtac
gtactcctgg
ggaagtggcec
gtggttccac
cgtgtccaag
gtggagtgac
ctggetgtac
tggctecate
tetgetgect
aagagaggcc
aaccgtgtcec

ctcegtggtg

ggccatctac
gtacaccagce
cggeeagetg
gggccatgga
gecccagetg

cgtgatccac

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1380



FO72070001W000-SEQLIST-YIC

catcaccacc accactga 1398

<210> 5

<211> 465

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic Polypeptide

<400> 5
Met Arg Val Pro Ala Gln Leu Leu Gly Leu Leu Leu Leu Trp Leu Pro
1 5 10 15

Gly Ala Arg Cys Lys Ser Ser Arg Arg Tyr Asp Pro Thr Trp Glu Ser
20 25 30

Leu Asp Arg Arg Pro Leu Pro Ser Trp Phe Asp Gln Ala Lys Phe Gly
35 40 45

Ile Phe Ile His Trp Gly Val Phe Ser Val Pro Ser Phe Gly Ser Glu
50 55 60

Trp Phe Trp Trp Tyr Trp Gln Lys Glu Lys Arg Pro Lys Phe Val Asp

Phe Met Asn Asn Asn Tyr Pro Pro Gly Phe Lys Tyr Glu Asp Phe Gly
85 90 95

Val Leu Phe Thr Ala Lys Phe Phe Asn Ala Ser Gln Trp Ala Asp Ile
100 105 110

Leu Gln Ala Ser Gly Ala Lys Tyr Leu Val Leu Thr Ser Lys His His
115 120 125

Glu Gly Phe Thr Leu Trp Gly Ser Glu Tyr Ser Trp Asn Trp Asn Ala
130 135 140
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Val

145

Ile

Glu

Lys

Val

Ala

225

Asn

Ala

Tyr

Ile

Tyr

305

Cys

Asp

Thr

Trp

Arg

Asn

210

Pro

Glu

Gly

Asn

Asp

290

Leu

Gly

Glu

Lys

Phe

Gln

195

Lys

Asp

Ser

Ser

Pro

275

Gln

Thr

Gly

Gly

Asn

His

180

Phe

Tyr

Arg

Pro

Ile

260

Gly

Phe

Ile

Asn

Pro

Thr

165

Pro

Pro

Gln

Tyr

Val

245

Cys

His

Ser

Glu

Leu
325

Lys

150

Asp

Leu

Ile

Pro

Trp

230

Arg

Lys

Leu

Trp

Glu

310

Leu

Arg Asp Ile Val Lys

Leu

Phe

Ser

Asp

215

Asn

Asn

His

Leu

Gly

295

Leu

Met

FO72070001W000-SEQLIST-YIC

Arg

Leu

Lys

200

Ile

Ser

Thr

Gly

Pro

280

Tyr

Val

Asn

Phe

Glu

185

Met

Leu

Thr

Val

Gly

265

His

Arg

Lys

Ile

Gly

170

Asp

Leu

Trp

Gly

Val

250

Tyr

Lys

Arg

Gln

Gly
330

155

Leu Tyr

Lys Leu

Pro Glu

Thr Asp
220

Phe Leu
235

Thr Asn

Tyr Thr

Trp Glu

Glu Ala
300

Leu Val
315

Pro Thr

Page 10

Tyr

Ser

Leu

205

Gly

Ala

Asp

Cys

Asn

285

Val

Glu

Leu

Glu Leu Lys

Ser

Ser

190

Tyr

Asp

Trp

Arg

Ser

270

Cys

Ile

Thr

Asp

Val

Leu

175

Phe

Glu

Gly

Leu

Trp

255

Asp

Met

Ser

Val

Gly
335

Ala

160

Phe

Gln

Leu

Gly

Tyr

240

Gly

Arg

Thr

Asp

Ala

320

Ile



FO72070001W000-SEQLIST-YIC

Ile Pro Val Ile Phe Glu Glu Arg Leu Arg Gln Met Gly Met Trp Leu
340 345 350

Lys Val Asn Gly Glu Ala Ile Tyr Glu Thr Gln Pro Trp Arg Ser Gln
355 360 365

Asn Asp Thr Ala Thr Pro Asp Val Trp Tyr Thr Tyr Lys Pro Glu Glu
370 375 380

Lys Ile Val Tyr Ala Ile Phe Leu Lys Trp Pro Val Ser Arg Glu Leu
385 390 395 400

Phe Leu Glu Gln Pro Ile Gly Ser Leu Gly Glu Thr Glu Val Ala Leu
405 410 415

Leu Gly Glu Gly Lys Pro Leu Thr Trp Thr Ser Leu Lys Pro Asn Gly
420 425 430

Ile Ile Val Glu Leu Pro Gln Leu Thr Leu His Gln Met Pro Cys Lys
435 440 445

Trp Gly Trp Thr Leu Ala Leu Thr Asn Val Thr His His His His His
450 455 460

His
465

<210> 6

<211> 1398

<212> DNA

<213> Artificial Sequence

<220>
<223> Synthetic Polynucleotide

<400> 6
atgagagtgc ctgctcaget getgggactg ctgetgetgt ggetgectgg cgetagatge 60
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aagtcctcetce
tggttcgace
tteggetcetg
ttcatgaaca
gccaagttet
ctggtgetga
aactggaacg
atcaccaaga
ccectgttte
atgctgeecg
ggggatggtyg
aacgagtccc
tgcaagcacg
cacaagtggg
gtgatctctg
tgtggeggca
ttcgaggaac
gagacacagc
aagcccgaag
tttctggaac
aagcctetga
accctgeacc

caccaccatc

ggagatacga
aggccaagtt
agtggttctg
acaactaccc
tcaacgecte
cctccaagea
ccgtggacga
acaccgacct
tggaagataa
agctgtacga
gegececectga
ctgtgeggaa
geggetacta
agaactgcat
actacctgac
acctgctgat
gectgeggca
cttggeggte
agaagatcgt
agcccategg

cctggaccte

FO72070001W000-SEQLIST-YIC

ccccacctgg
cggeatctte
gtggtactgg
ccetggettt
ccagtgggec

ccacgagggc

gggccctaag
gagattcgge
getgtecage
gctegtgaac
cagatactgg
caccgtegtg
cacctgttec
gacaatcgac
catcgaggaa
gaacatcggc
gatgggcatg
ccagaacgac
gtacgccatc
ctccetggge

cctgaagcecc

agatgccctg taaatgggge

accactga

gagtccctgg acagaaggcc tectgeccagt

atccactggg
cagaaagaga
aagtacgagg
gacatcctge
tttaccctgt
cgggacatcg
ctgtactact
ttccagaage
aagtaccagc
aactctaccg
accaacgaca
gaccggtaca
cagttctect
ctegtgaage
cctaccetgg
tggctgaaag
accgccacac
ttcctgaagt
gagacagaag
aatggcatca

tggaccctgg

gegtgttete
agcggeccaa
acttcggegt
aggctteegg
ggegctecga
tgaaagaact
ccctgttega
ggcagttccc
ctgacatcct
gettectgge
gatggggcgc
accceggeca
ggegctaccg
agctggtgga
acggcatcat
tgaacggcga
ctgacgtgtg
ggceegtgte
tggctetget
tcgtggaact

ccctgaccaa

Page 12

cgtgeccage
gttcgtggac
getgtteacc
cgctaagtac
gtactcctgg
gaaggtggec
gtggtteccac
catctccaag
gtggaccgac
ctggetgtac
tggctecate
tctgetgect
gecgegaggec
aaccgtggec
ccecegtgatce
ggccatctac
gtacacctac
cagagagctg
g86cgaggec
gccccagetg

cgtgacccac

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1380

1398



<210>
<211>
<212>
<213>

<220>
<223>

<400>

7
481
PRT

Artificial Sequence

Synthetic Polypeptide

7

Met Arg Val

1

Gly

Pro

Leu

Trp

His

Thr

Thr

Asp

Ser
145

Ala

Leu

Phe

50

Ser

Gly

Thr

Lys

Gly

130

Ser

Arg

Val

35

Met

Leu

Lys

Phe

Lys

115

Phe

Lys

Pro

Cys

20

Val

His

Cys

Ser

Asn

100

Ala

Ala

Thr

Ala

His

Gln

Trp

Pro

Tyr

85

Pro

Gly

Met

Pro

Gln

Asn

Asn

Gly

Glu

70

Asn

Val

Met

Phe

Phe
150

Leu

Val

Leu

Thr

55

Asp

Glu

Gln

Lys

Asp

135

Ser

FO72070001W000-SEQLIST-YIC

Leu

Ser

Glu

40

Tyr

Glu

Tyr

Phe

Tyr

120

Thr

Lys

Gly

Glu

25

Gln

Ser

Ser

Val

Asn

105

Val

Lys

Asn

Leu

10

Gly

Trp

Gln

Trp

Lys

90

Pro

Val

Gln

Pro

Leu

Tyr

Gln

Trp

Thr

75

Asn

Gln

Phe

Ser

Lys
155

Leu

Glu

Asp

Gly

60

Gln

Tyr

Lys

Thr

Asp

140

Ala

Page 13

Leu

Lys

Leu

45

Ile

Arg

Glu

Trp

Thr

125

Tyr

Asp

Trp

Pro

30

Lys

Val

Lys

Asn

Ala

110

Lys

Lys

Val

Leu

15

Ala

Phe

Glu

Pro

Leu

95

Asp

His

Ile

Ala

Pro

Asp

Gly

Ser

Glu

80

Gln

Ala

His

Thr

Lys
160



Glu

Phe

Pro

Arg

Thr

225

Val

Ile

Arg

Lys

Leu

305

Tyr

Leu

Ile

Ser

Pro

Trp

210

Ser

Arg

Lys

Lys

Trp

290

Ser

Val

Ile

Phe

Lys

Lys

195

Glu

Asn

Pro

Val

Asn

275

Glu

Ile

Pro

Arg

Asn

Pro

180

Asp

Asn

Tyr

Phe

Glu

260

Gln

Asn

Pro

Asn

Ile
340

Thr

165

Asp

Arg

Phe

Gly

His

245

Gln

Pro

Tyr

Trp

Asp

325

Ile

Phe

Trp

Asn

Lys

Lys

230

Thr

Asp

Gly

Val

Glu

310

Asn

Ser

Arg

His

Val

Lys

215

Ile

Ile

Ile

Ile

Thr

295

Ser

Tyr

Arg

FO72070001W000-SEQLIST-YIC

Asp Asn Gly Phe Arg

Ser

Asn

200

Phe

Asp

Asp

Asp

Ile

280

Pro

Cys

Lys

Gly

Asp

185

Tyr

Thr

Ile

Pro

Met

265

Ile

Glu

Ile

Ser

Gly
345

170

Asp

Asp

Phe

Leu

Asn

250

Asp

Val

Gln

Thr

Ser

330

Asn

Tyr Trp

Pro Gln

Asn Gln
220

Trp Leu
235

Ile Glu

Lys Ile

Asp Arg

Ala Val
300

Met Gly
315

Gln Lys

Tyr Leu

Page 14

Ile

Trp

Lys

205

Leu

Asp

Trp

Gly

Thr

285

Pro

Asp

Ile

Met

Gly

Ser

190

Tyr

Asn

Gly

Gln

Thr

270

Val

Glu

Ser

Ile

Asn
350

Ala

175

Tyr

Pro

Glu

Gly

Arg

255

Met

Pro

His

Phe

Glu

335

Ile

Tyr

Phe

Ala

Ile

Trp

240

Thr

Ala

Gly

Ala

Ser

320

Thr

Ala



FO72070001W000-SEQLIST-YIC

Pro Gly Pro Asn Gly Asp Tyr Asp Ala Val Val Tyr Glu Arg Leu Lys
355 360 365

Glu Ile Ser Gly Trp Met Asp Lys Asn Gln Ser Ala Val Phe Thr Thr
370 375 380

Arg Ala Leu Ala Pro Tyr His Glu Ser Asp Phe Tyr Tyr Thr Gln Ser
385 390 395 400

Lys Asp Gly Lys Ile Val Asn Val Phe His Ile Ser Glu Lys Ser Asn
495 410 415

Tyr Gln Ala Pro Ser Glu Leu Ser Phe Ser Ile Pro Glu Asn Ile Asn
420 425 430

Pro Lys Thr Val Lys Val Leu Gly Ile Ser Ser Gln Ile Lys Trp Lys
435 449 445

Lys Lys Gly Asn Lys Ile His Val Gln Leu Pro Glu Glu Arg Thr Lys
450 455 460

Leu Asn Tyr Ser Thr Val Ile Gln Ile Thr Gln His His His His His
465 470 475 480

His

<210> 8

<211> 1446

<212> DNA

<213> Artificial Sequence

<220>
<223> Synthetic Polynucleotide

<400> 8
atgagagtgc ctgctcaget getgggactg ctgetgetgt ggetgectgg cgetagatge 60

Page 15



cacaatgtgt
cagtggcagg
atcgtggaat
cacggcaagt
ccegtgeagt
gtggtgttca
tacaagatca
gagattttca
gactggcact
tacgaccctc
ctgaacgaga
gtgcgaccct
caggacatcg
atcgtggacc
cctgagcatg
tacgtgccca
atctccagag
getgtggtgt
gtgtttacca
aaggacggaa
tcegagetgt
atctccagec
gaacggacca

cactga

ccgagggcta
acctgaagtt
cctggtecect
cctacaacga
tcaaccccca
ccaccaagca
cctectecaa
acaccttecg
ccgacgacta
agaaataccc
tcaccagcaa
tccacaccat
acatggacaa
ggaccgtgec
ccctgtetat
acgacaacta
geggcaacta
acgageggct
ccegggetcet
agatcgtgaa
ccttcageat
agatcaagtg

agctgaacta

FO72070001W000-SEQLIST-YIC

cgagaagccc
cggeetgtte
gtgccctgag
gtacgtgaag
gaagtgggec
ccacgacgge

gacccccttc

ggacaacggc
ctggtggtec
cgccagatgg
ctacggcaag
cgaccccaac
gatcggcacc
tggcaagteg
cccttgggag
caagtcctec
cctgatgaat
gaaagaaatc
ggccccttac
cgtgttccac
ccccgagaac
gaagaagaag

ctccaccgtg

geegaccctce
atgcactggg
gacgagtctt
aactacgaga
gacgccacca
ttcgecatgt
agcaagaacc
ttccggatceg
tacttcccac
gagaacttca
atcgacatcc
atcgagtggc
atggccegga
gagaattacg
tcctgtatca
cagaagatca
atcgccectg
tccggetgga
cacgagtccg
atctccgaga
atcaacccca
ggcaacaaga

atccagatca

tggtggteca
gcacctactc
ggacccageg
acctgcagac
agaaagccgg
tcgacaccaa
ccaaggecga
gegectactt
ccaaggaccg
agaagttcac
tgtggetgga
agcggaccat
agaaccagcc
tgacccccga
caatgggcga
tcgagacact
gccccaacgg
tggataagaa
acttctacta
agtccaacta
agaccgtgaa
tccacgtgea

cccagcacca
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gaacctggaa
ccagtggggc
gaagcctgag
caccttcaac
catgaaatac
gcagtccgac
cgtggccaaa

ctccaagect

gaacgtgaac
cttcaatcag
cggeggatgg
caaggtggaa
cggcatcatc
gcaggecegtg
cagcttctec
gatcaggatc
cgactacgac
ccagtcegec
cacccagtcc
ccaggecececc
ggtgetggge
gctgeccgag

ccaccatcac

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1446



<210>
<211>
<212>
<213>

<220>
<223>

<400>

9

440
PRT
Artificial Sequence

Synthetic Polypeptide

9

Met Arg Val Pro

1

Gly

Ala

Gly

Asn

65

Ser

Ala

Phe

Lys

Ala

Arg

Leu

50

Leu

Lys

Lys

Asp

Arg
130

Arg Cys
20

Ser Glu
35

Tyr Ala

Asn Tyr

Phe Asp

Tyr Ile
100

Thr Lys
115

Asp Val

Ala

Gln

Phe

Met

Lys

Ala

85

Cys

Tyr

Val

Gln

Gln

Gln

Leu

Glu

70

Asp

Phe

Ser

Lys

Leu

Lys

Asp

Ala

55

Tyr

Lys

Thr

Asp

Glu
135

FO72070001W000-SEQLIST-YIC

Leu

Tyr

Asn

40

Thr

Ala

Trp

Thr

Tyr

120

Leu

Gly

Gln

25

Lys

Gly

Lys

Val

Arg

105

Asn

Ala

Leu Leu
10

Pro Thr

Phe Gly

Glu Trp

Leu Ala

75

Ala Ala

90

His His

Ile Val

Asp Ala

Leu

Glu

Ile

Thr

60

Gly

Ile

Glu

Lys

Cys
140
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Leu

Ala

Phe

45

Met

Gly

Lys

Gly

Ala

125

Ala

Trp

Asn

30

Leu

Thr

Phe

Ala

Phe

110

Thr

Lys

Leu

15

Leu

His

Asn

Tyr

Ser

95

Ser

Pro

His

Pro

Lys

Trp

Asn

Pro

80

Gly

Met

Phe

Gly



Ile

145

Ala

Gly

Leu

Trp

Tyr

225

His

Asp

His

Lys

Leu

305

Pro

Lys

Pro

Asp

Leu

Asp

210

Ala

His

Leu

Leu

Ile

290

Val

Gln

Leu

Gln

Trp

Thr

195

Gln

Leu

Gln

Pro

Pro

275

Thr

Lys

Pro

His

Gly

Lys

180

Asn

Asp

Ile

Thr

Gly

260

Leu

Asp

Ala

Asp

Phe

Arg

165

Ser

Tyr

Ile

His

Pro

245

Glu

Glu

Gln

Ala

Gly
325

Tyr
150

Thr

Tyr

Gly

Asn

Arg

230

Phe

Asn

Thr

Asn

Gly

310

Glu

Tyr

Gly

Tyr

Pro

Pro

215

Leu

Ala

Thr

Cys

Tyr

295

Lys

Leu

F@72070001W000-SEQLIST-Y]C
Ser His Ile Asp Trp Tyr Arg

Arg Arg Thr

Gln

Ile

200

Asp

Gln

Gly

Ala

Glu

280

Lys

Asp

Pro

Phe

185

Gly

Phe

Pro

Glu

Gly

265

Thr

Ser

Ala

Glu

170

Met

Ala

Asp

Ala

Asp

250

Leu

Met

Thr

Asn

Val
330

155

Gly Arg Pro

Asn

Ile

Trp

Cys

235

Ile

Ser

Asn

Lys

Leu

315

Ala

Asn

Trp

Glu

220

Leu

Gln

Gly

Gly

Thr

300

Leu

Val

Page 18

Gln

Phe

205

Leu

Val

Ile

Gln

Met

285

Leu

Met

Gln

Asn

Leu

190

Asp

Pro

Gly

Phe

Ser

270

Trp

Ile

Asn

Arg

Glu

Pro

175

Thr

Gly

Glu

Asn

Glu

255

Val

Gly

His

Ile

Leu
335

Asp

160

Lys

Glu

Trp

Gln

Asn

240

Arg

Ser

Tyr

Tyr

Gly

320

Lys



FO72070001W000-SEQLIST-YIC

Glu Val Gly Glu Trp Met Ser Lys Tyr Gly Glu Thr Ile Tyr Gly Thr

340

345 350

Arg Gly Gly Leu Val Ala Pro His Asp Trp Gly Val Thr Thr Gln Lys

355

360 365

Gly Asn Lys Leu Tyr Val His Ile Leu Asn Leu Gln Asp Lys Ala Leu

370

375 380

Phe Leu Pro Ile Val Asp Lys Lys Val Lys Lys Ala Val Val Phe Ala
385 390 395 400

Asp Lys Thr Pro Val Arg Phe Thr Lys Asn Lys Glu Gly Ile Val Leu

405

410 415

Glu Leu Ala Lys Val Pro Thr Asp Val Asp Tyr Val Val Glu Leu Thr

420

425 430

Ile Asp His His His His His His

435

<210> 10
<211> 1323
<212> DNA

440

<213> Artificial Sequence

<220>

<223> Synthetic Polynucleotide

<400> 10
atgagagtge ctgctcaget

cagcagaagt accagcccac
aagttcggea tcttectgea
atgaccaaca acaacctgaa
tccaagttcg acgccgacaa

tgcttcacca cceggeacca

gctgggactg ctgetgetgt ggetgectgg tgetagatge
cgaggccaac ctgaaggcca gatccgagtt ccaggacaac
ctggggeetg tacgecatge tggetactgg cgagtggacc
ctacaaagag tacgctaagc tggctggegg cttctacccc
atgggtggee gecatcaagg cctetggege caagtacatc

cgagggette tccatgttcg acaccaagta ctecgactac
Page 19

60

120

180

240

300

360



aacatcgtga
gctaagecacg
gccccccagg
tcctactace
ggcgecattt
ctgecegage
caccaccaga
gagaacaccg
acaatgaacg
ctgatccact
ccccagectg
tggatgtcta
gattggggeg
gacaaggccc
gacaagaccc
gtgcccacceg
tga

<210>
<211>

<212>
<213>

11
920
PRT

<220>

<223>

<400> 11

aggccacccc
gcatcaaget

gcagaaccgg

agtttatgaa
ggttegacgg
agtacgccect
cccectttge
ctggactgtc
geatgtggeg
acctcgtgaa
acggcgagct
agtacggega
tgaccaccca
tgttectgec
ccgtgeggtt

acgtggacta

FO72070001W000-SEQLIST-YIC

cttcaagegg
gcacttctac
cagaagaaca
caaccagctg
gtggtgggac
gatccacaga
cggcgaggac
tggccagtcec
ctacaagatc
agccegetgge
gcctgaagtg
gactatctac
gaagggcaac
catcgtggac

caccaagaac

cgtgetggaa

Artificial Sequence

Synthetic Polypeptide

gacgtcgtga
tactcccaca
ggcagaccca
accgagcetge
caggacatca
ctgecagecceg
atccagattt
gtgtcccatc
accgaccaga
aaggacgcca
getgtgeage
ggcaccagag
aagctgtacg
aagaaagtga
aaagagggca

ctgaccatcg

aagagctggc
tcgactggta
accccaaggg
tgaccaacta
accccgactt
cctgtetegt
tcgageggga
tgcecectgga
actacaagtc
acctgctgat
ggctgaaaga
geggeetggt
tgcacatect
agaaagccgt
tcgtgetgga

accaccatca

cgacgectge
cagagaggac
cgactggaag
cggccccatc
cgactgggag
gggcaacaac
tctgecegge
aacctgegag
caccaagaca
gaacatcggc
agtgggagag
ggccccteat
gaacctgcag
ggtgttegec
actggccaag

tcaccaccac

Met Arg Val Pro Ala Gln Leu Leu Gly Leu Leu Leu Leu Trp Leu Pro

1

5

10
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15

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1323



Gly

Asp

His

Lys

Gln

Glu

Phe

Val

Phe

145

Thr

Thr

Glu

Ala

Lys

Tyr

50

Ala

Gln

Lys

Arg

Asn

130

His

Lys

Ile

Asp

Arg

Val

35

Leu

Gly

Ala

Ile

Thr

115

Ser

Asp

His

Pro

Thr
195

Cys

20

Val

Ser

Glu

Asp

Ala

100

Trp

Met

Trp

Val

Trp

180

Gln

Ala

Gln

Glu

Val

Lys

85

Met

His

Gly

Thr

Pro

165

Arg

Lys

Gln

Thr

Asn

Pro

70

Gln

Lys

Asp

Glu

Lys

150

Thr

Phe

Tyr

His

Ser

Ser

55

Glu

Ala

Pro

Lys

Leu

135

Asp

Leu

Leu

Pro

FO72070001W000-SEQLIST-YIC

Asp Ser Leu Ile

Pro

40

Lys

Lys

Lys

Leu

Thr

120

Pro

Tyr

Asn

Ala

Asn
200

25

Ser

Lys

Leu

Val

Lys

105

Ser

Lys

Ser

Lys

Gly

185

Thr

Val

Glu

Lys

Leu

90

Gly

Asp

Glu

Leu

Gln

170

Gly

Pro

Ser Ala

Phe Lys
60

Asp Ile
75

Ala Glu

Pro Leu

Pro Ala

Val Asp

140

Phe Trp

155

Gly Thr

Asp His

Glu Gly
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Ile

45

Glu

Leu

Met

Tyr

Glu

125

Leu

Gln

Arg

Ser

Asn
205

Arg Val Lys

30

Asp

Gly

Ser

Lys

Gly

110

Lys

Ala

Glu

Val

Gly

190

Lys

Ala

Asp

Leu

Lys

Val

95

Gly

Asp

Phe

Leu

Ile

175

Ile

Ala

Glu

Leu

Ser

Ala

80

Pro

Tyr

Lys

Val

Ala

160

Arg

Ala

Leu



Ala

Leu

225

Glu

Gly

Met

Ala

Glu

305

Glu

Met

Trp

Glu

Thr
385

Lys

210

Asp

Ser

Lys

Asp

Pro

290

Lys

Glu

Val

Tyr

Ile

370

Gly

Ala

Val

Asn

Leu

Ser

275

Tyr

Gly

Arg

Gly

Asp

355

Ala

Gly

Ile

Asp

Glu

Ile

260

Thr

Ile

Asp

Trp

Phe

340

Ile

Gly

Val

Val

Ile

Asn

245

Gly

Tyr

Asp

Trp

Glu

325

Ser

Asn

Thr

Lys

Asp

Glu

230

Ile

Pro

Met

Leu

Asp

310

Ser

Phe

Glu

Arg

Gly
390

Glu

215

Arg

Gln

Lys

Ala

Leu

295

Pro

Tyr

Tyr

Arg

Ala

375

Gly

FO72070001W000-SEQLIST-YIC

Tyr Val Tyr Lys Tyr

Asp

Arg

Gly

Asp

280

Leu

Val

Ser

Glu

Lys

360

Glu

Ile

Ser

Ser

Ala

265

Lys

Val

Ala

Lys

Glu

345

Asp

Arg

Phe

Ile

Ile

250

Asp

Asn

Gln

Arg

Tyr

330

Asn

Asp

Tyr

Ser

Pro

235

Ala

Lys

Pro

Val

Lys

315

Ile

Ala

His

Ala

Tyr
395

220

Lys

Val

Ser

Leu

Tyr

300

Pro

Arg

Gly

Asn

Lys

380

Ala

Page 22

Asn

Val

Phe

Arg

Ile

285

Gly

Glu

Pro

Ser

Pro

365

Trp

Ile

Leu

Asn

Glu

Leu

270

Glu

Ile

Lys

Glu

Gly

350

Leu

Gln

Asp

Asp

Gly

Glu

255

Phe

Arg

Gln

Thr

Gln

335

Asn

Asn

Pro

Arg

Gly

Lys

240

Ile

Ile

Gly

Gly

Met

320

Tyr

Leu

Ser

Lys

Asp
400



Gly

Asn

Lys

Glu

Val

465

Gly

Asn

Ile

Lys

Lys

545

Leu

Leu

Val

Lys

Val

Leu

450

Ile

Thr

Lys

Thr

Asp

530

Glu

Thr

Ala

Ala

Ala

Ser

435

Ile

Ala

Leu

Leu

Lys

515

Thr

Glu

Gly

Gly

His

Ile

420

Lys

Asp

Gln

Arg

Lys

500

Leu

Leu

Ala

Leu

Ile
580

Gln

405

Lys

Ala

Gln

Val

Leu

485

Lys

Asp

Val

Lys

Lys

565

Asp

Pro

Asp

Leu

Lys

Gly

470

Asp

Leu

Ser

Ser

Ala

550

Glu

Ala

Lys

Ile

Lys

Asp

455

Ser

Asn

Ala

Ser

Val

535

Ile

Leu

Ala

FO72070001W000-SEQLIST-YIC

Lys

Thr

Lys

440

Phe

Arg

Pro

Lys

Val

520

Leu

Pro

Asn

Ser

Val Ser Asp Asp Glu Lys

Asp

425

Val

Pro

Arg

Asp

Leu

505

Leu

Glu

Gln

Leu

Leu
585

410

Gly

Met

Asp

Gly

Ile

490

Glu

Pro

Thr

Val

Ala

570

Thr

Ile Val

Glu Asn

Lys Ala
460

Asp Leu
475

Lys Ser

Leu Ile

Glu Asn

Tyr Lys

540

Ala Leu
555

Gly Phe

Ser Leu

Page 23

Lys

Asp

445

Leu

Glu

Leu

Gly

Ile

525

Asn

Thr

Asp

Glu

Ser

430

Lys

Arg

Arg

Glu

Leu

510

Lys

Asp

Ile

Arg

Lys
590

Arg

415

Asp

Ser

Glu

Phe

Gly

495

Ser

Pro

Asp

Ser

Asp

575

Val

Thr

Tyr

Tyr

Ala

Asn

480

Leu

Gln

Thr

Arg

Gly

560

Ser

Asp



Leu

Ile

Glu

625

Asn

Ile

Thr

Ile

Ala

705

Gly

Lys

Ala

Ala

Ser

Phe

610

Gln

Thr

Asp

Leu

Ala

690

Val

Val

Val

Lys

Gly
770

Lys

595

Asp

Thr

Tyr

Leu

Ile

675

Gly

Thr

Thr

Glu

Val

755

Ala

Asn

Val

Val

Gly

Gln

660

Asn

Arg

Tyr

Asp

Phe

740

Val

Thr

Lys

Met

Thr

Thr

645

Ser

Ser

Arg

Asp

Glu

725

Phe

Val

Val

Leu

Leu

Phe

630

Thr

Gln

Glu

Phe

Ala

710

Lys

Ser

Gly

Ile

Asp

Ser

615

Asp

Ser

Leu

Ala

Val

695

Tyr

Lys

Pro

Ala

Lys
775

FO72070001W000-SEQLIST-YIC

Leu

600

Thr

His

Leu

Leu

Asp

680

Asp

Lys

Leu

Thr

Glu

760

Ser

Ala Ala Gly Thr

Val

Gln

Arg

Phe

665

Tyr

Pro

Val

Ser

Asn

745

Lys

Asp

Ser

Lys

Leu

650

Gly

Lys

Gly

Arg

Thr

730

Gly

Thr

Ser

Asn Arg
620

Pro Thr
635

Pro Val

Thr Val

Ala Tyr

Tyr Ala

700

Val Thr

715

Ser Lys

Thr Lys

Met Met

His Glu
780
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Glu

605

Val

Gly

Gly

Thr

Gln

685

Tyr

Asp

Glu

Pro

Val

765

Asn

Asn

Gly

His

Glu

Asn

670

Glu

Lys

Ser

Glu

Val

750

Asn

Ala

Arg

Ser

Tyr

Gly

655

Gln

Gln

Asn

Thr

Thr

735

His

Leu

Lys

Gln

Asn

Pro

640

Lys

Gly

Leu

Phe

Leu

720

Tyr

Glu

Ala

Lys
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Val Phe Asp Gly Ala Ile Glu Tyr Asn Pro Leu Ser Phe Ser Ser Lys
785 790 795 800

Thr Ser Ile Thr Phe Glu Phe Lys Glu Pro Gly Leu Val Lys Tyr Trp
805 810 815

Arg Phe Phe Asn Asp Ile Thr Arg Lys Asp Asp Tyr Ile Lys Glu Ala
820 825 830

Lys Leu Glu Ala Phe Val Gly His Leu Glu Asp Asp Ser Lys Val Lys
835 840 845

Asp Ser Leu Glu Lys Ser Thr Glu Trp Val Thr Val Ser Asp Tyr Ser
850 855 860

Gly Glu Ala Gln Glu Phe Ser Gln Pro Leu Asp Asn Ile Ser Ala Lys
865 870 875 880

Tyr Trp Arg Val Thr Val Asp Thr Lys Gly Gly Arg Tyr Ser Ser Pro
885 890 895

Ser Leu Pro Glu Leu Gln Ile Leu Gly Tyr Arg Leu Pro Leu Thr His
900 905 910

Asp Tyr Lys Asp Asp Asp Asp Lys
915 920

<210> 12

<211> 2763

<212> DNA

<213> Artificial Sequence

<220>
<223> Synthetic Polynucleotide

<400> 12
atgagagtgc ctgctcaget getgggeetg ctgetgetgt ggetgectgg tgetagatge 60
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gcccageacg actccctgat
teegtgtecg ccatcgacga
gagggectgt ccaaggeegg
cagcaggccg acaagcagge
atgaagcccc tgaagggecc
tccgaccecg ccgagaagga
ctggectteg tgttccacga
accaagcacg tgcccaccct
cggtttetgg ctggeggega
acccccgagg gcaacaagge
aacctggacg gectggacgt
gagtccaacg agaacatcca
ggccccaagg gegecgacaa
aagaaccccc tgatcgagag
ggcatccagg gegagaages
gaagagagat gggagtccta
agcttctacg aggaaaacgc
gacgaccaca accctctgaa
tggcagccca agaccggegg
ggcgtggeee accagectaa
aaggacatca ccgacggceat
gtgatggaaa acgacaagag
ctgegegagg cegtgattge

ggcaccctge ggetggacaa

F@72070001W000-SEQLIST-YIC

cagagtgaag
cctgeactac
cgaggtgecce
caaggtgetg
tectgtacgge
caaagtgaac
ctggaccaag
gaacaagcag
ccactctgga
cctggetaag
ggacatcgag
geggtctate
gtcccggetg
aggcegececct
cgattgggac
ctccaagtac
cggcteegge
ctccgagatc
agtgaagggc
gaaggtgtcc
cgtgaagtcc
ctacgagctg
tcaagtgggce

ccccgacate

gcecgaggaca aggtggtgea
ctgtccgaga actccaagaa
gaaaagctga aggacatcct
gcegagatga aggtgecaga
ggctacttca gaacctggea
tccatgggeg agetgeccaa
gactactccc tgttctggea
ggcaccagag tgatccggac
atcgeccgagg atacccagaa
gccatcgtgg acgagtacgt
cgggactcca tccctaaagt
geegtgtteg aggaaatcgg
ttcatcatgg actccaccta
tacatcgatc tgetgetggt
cctgtggece ggaagectga
atccggeccg agcagtatat
aacctgtggt acgacatcaa
gceggeaccce gggetgagag
ggcatcttet cctacgecat
gacgacgaga agcggaccaa
gactacaagg tgtccaaagce
atcgaccaga aggacttccce
tccagacggg gegacctgga

aagtccctgg aaggcctgaa
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gacctccccet
agagttcaaa
gagcaaggct
gaagatcgcec
cgacaagacc
agaggtggac
ggaactggcec
aatcccctgg
gtaccccaac
gtacaagtac
gaacggcaaa
caagctgatce
catggccgat
gcaggtgtac
aaagaccatg
ggtgggattc
cgagcggaag
atacgctaag
cgatagggat
caaggctatce
cctgaagaaa
cgataaggcc
aagattcaac

caaactgaag

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1500



aagctggceca
ctgectgaga
aacgacgacc
ctgacceggee
gatgecegecet
getgeeggea
gtgegcagcea
aacacctacg
tcccagetge
tacaaggect
tacaagaact
ggegtgacag
ttctccccca
aaaaccatga
aatgccaaaa
accagcatca
gatatcaccc
ctggaagatg
tctgactact
tattggagag
ctgcagatcc

tga

agctggaact
acatcaagcc
ggaaagagga
tgaaagagcet
ctctgacctce
ccgagaaccg
acgagcagac
gcaccaccte
tgtteggeac
accaggaaca
tegeegtgac
acgaaaagaa
ccaatggcac
tggtcaacct
aggtgttcga
ccttegagtt
gcaaggacga
actccaaagt
ctggcgagge
tgaccgtgga

tgggctacag

F@72070001W000-SEQLIST-YJC

gatcggactg
caccaaggac
agccaaggcec
gaatctggece
cctggaaaaa
gcagatcttce
cgtgaccttce
cctgagactg
cgtgaccaac
getgateget
ctacgatgcce
gectgagceacc
caagcectgtg
ggccegetggce
cggegecate
taaagaaccc
ctacatcaaa
gaaggactct
ccaggaattce
caccaagggc

actgectcetg

tcccagatca
accctggtgt
atccctcagg
ggcttegacc
gtggacctgt
gacgtgatgc
gaccaccaga
cctgtggges
cagggcacac
gggcggagat
tacaaagtgc
tccaaagaag
catgaggcta

gccaccgtga

gagtacaatc
ggcctegtga
gaggctaagc
ctggaaaagt
tcccageccce
ggacggtaca

acccacgact

caaagctgga
ccgtgetgga
tggecctgac
gggattccct
ctaagaacaa
tgtccaccgt
agcccaccgg
agggcaagat
tgatcaactc
tegtggaccc
gegtgaccga
agacatacaa
aggtggtcegt
tcaagtctga
ctctgagett
aatactggceg
tggaagectt
ccaccgagtg
tggacaacat
gctctectag

ataaggacga
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ctectecgtg
aacctacaag
catctetgge
ggctggaatc
gctggatctg
gtccaacaga
ccactaccct
cgacctgeag
cgaggecgat
tggctacget

ctccaccctg

ggtggaattc
gggcgecgag
ctctcacgag
ctccagcaag
gttcttcaac
cgtgggecat
ggtcaccgtg
ctecegecaag
cctgeecgag

cgacgacaaa

1560

1620

1680

1740

1800

1860

1920

198@

2040

2100

2160

2220

2280

2340

2400

2460

2520

2580

2640

2700

2760

2763



