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Fig. 2
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Fig. 3
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Fig. 4
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Figure 5

Expression of Tdfl in 32 different Neisseria meningitidis strains

Strain Serogroup Clonal lincage* Straln Serogroup Clonal lineage"
72491 A v MC51 C
FAM 18 C ET-37 MCS0 C
MC58 B ET-5 126 C -
B40 A I 2208 A
76835 A VI BNCV B ET-37
43524 A 11 6940 B -
Z6466 A M981 B ET-2
ROU W135 ET-37 M992 B -
BZ10 B A4 clusler 881710 B
BZ198 B Lineage 3 881607 B
NG G40 B ET-57 2996 B ST-8
NG4/88 B ET-67 83446 B ET-8
BZ147 B ET-164 13077 A v
297-0 B ET-69 B16B6 B ET-37
M990 B - H44/76 B ET-5
35E C - 8013 C ST-18
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Fig. 6

Figure 7
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Fig. S1 (Supplementary Figure 1)

< Signal sequence > <Tb > < plug domain
MC58 1 MAQTTLKPIVLSILLINTPLLAQAHETEQSVDLETVSVVGKSRPRATSGLLHTSTASDKI 60
053322 = e cssmiaesd wETR@Taea Sianeia S50 R L R S e
Z2491 s e 5...Ge.rn Gsom piscmeimn mipome m ma b A R
FAML8 it aerecvee wSinn e cavhe B 8 HTE TN e B e ael e e TR e ) B S i TR A
QL4 am R R R N R T R e W TR e B e e e e
al53 semmimes momacsemealEessee e DBn smi e wms o svsne wense e wisse wimmess i m w0 e
0275 et e

Plug domain
MCS58 61 ISGDTLRQKAVNLGDALDGVPGIHASQYGGGASAPVIRGQTGRRIKVLNHHGETGDMADFEF 120
053422 e eiein g, o Ay BB AR B R A B s A SR S
22491 000 v R asim R e IR e S MR R ST AR e S
FAM18 Liusesns sasnsnsmsissnsesassssssessionsssssssnsssserssansessens
014 Tairereli e el e sl e ek ey i A AR ) AL TR AR
Q153  SSivenvaneiE DR e s e AT R R e e e TR aUM ) WA R R & A STRS R I
0275 imrawsiatas s R e e e e R MR S0 ETEINTAe DR W

plug domain >< Tml >
MCS58 121 SPDHAIMVDTALSQQVEILRGPVTLLYSSGNVAGLVDVADGKIPEKMPENGVSGELGLRL 180
053422 sis s e e e man e e e a e S w e B e e e ST e e
22491 = iiwesiEas S R PG S SR N e A R ST R RR RRDT S
FAM18 B W T A, L B B K N WS BT e W e T o T 0 T8 8T
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<loopl>< Tm2 > < Tm3 >< loop2 >< Tm4
MC58 181 SSGNLEKLTSGGINIGLGKNFVLHTEGLYRKSGDYAVPRYRNLKRLPDSHADSQTGSIGL 240
053422 v e e v e e T e 0 T A R B RO R A arAss ST Kasawses
2491 e e e e e e e S S S R B BB 8 YR AR 4 BN e S e
FAMLS el eins SO e e § R e S R D e S A e e SO SR A6 SR ERE
014 e e e e e N ] M LA U T o e e RS
0
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> < Tmb >< loop3
MC58 241 SWVGEKGFIGVAYSDRRDQYGLPAHSHEYDDCHADIIWQKSLINKRYLQLYPHLLTEEDI 300
053422 ... i a e ST SR E S ST A B e T v
22491 s evepsecwas Blirn grereim e NS FC TR e A BN e e R e i e
FAM18  Sin ieWeRAeds SRt e e e DO STl SR SESS 5 SS
ald
al53 CeTesiEE SR P R SR ST G AN R R Gl AN e
0275 e e T T S L L e U T A e

>< Tm6 > <  Tm7 >
MC58 301 DYDNPGLSCGFHDDDNAHAHTHSGRPWIDLRNKRYELRAEWKQPFPGFEALRVHLNRNDY 360
053422 i
22491  awwmEs s emasaeese Die aBa N oK o anoi i sre e s Bam el bimd sLal aiwme 8 paE soates
FAM18 i D 58 &l SRR B 8 NN b B SRR W SR SR R
ald ST N sl eea DERREA JNL K, L L v v R R
al53  Gmacmmreds e B DizmzBA No K. o0 e e o e e e v o 00303 SUielalais el e ey iieie
0275  messmesnes skl 2 DinaaaB o N K oo ih ot v a oo oo oimes sipmiaiamiiankiasy auaae e e &
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< loop4 >< Tm8 > < Tm9 >< loops
RHDEKAGDAVENFFNNQTQNARIELRHQPIGRLKGSWGVQYLQQKSSALSAISEAVKQPM 420

.......................................... Gisianies saliesiviesiss »
................................................... o e A
................................................... Disagaivaias
B e g e P e S TR e R M e S R ST e Bz ednoaww i L
>< Tml0 > < Tmll >< loopb
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>< Tml2 > < Tml3 >< loop7 >
RQTARSFALSGNWYFTPQHKLSLTASHQERLPSTQELYAHGKHVATNTFEVGNKHLNKER 540
< Tmld > < Tml5 >< loop 8

SNNIELALGYEGDRWQYNLALYRNRFGNYIYAQTLNDGRGPKSIEDDSEMKLVRYNQSGA 600

>< Tml 6 > < Tml7 >< loop9
DFYGAEGEIYFKPTPRYRIGVSGDYVRGRLKNLPSLPGREDAYGNRPFIAQDDQNAPRVP 660

eiale s e e . . ala e e wiee e e e e B e e e e Ligiyadiy o itela aale
>< Tml8 > < Tml9 >< loopl0 >< Tm20 > <
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..... Mg 3 gt g e B il G T S R SR T R SRR R
..... e i m wmion  mrm T i e e e e e MG L RSy e e e e e e
..... WL e SR S R ST SR T SR e e e S TR e R R e
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..... N acinnim o) 0en (i Tn e b ST L WA SRS W B A R SR R S T
..... N mr rwvmmo b e e e WAL IR R e i et ) e By
Tm21 >< loop 11 ><  Tm22 >

WYVKADNLLNQSVYAHSSFLSDTPQMGRSFTGGVNVKE 758
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Fig S2 (Supplementary figure 2)

CLUSTAL FORMAT fcr T-COFFEE Version 6.0G7 [(attp://www.tcoffee.ory]
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baumannii
pieuropneumoniae
parasuis
pertussis
catarrhalis
haemolytica
multocida
meningitidis

baumannii
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parasuis
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catarrhalis
haemolytica
multocida
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baumannii
pleuropneumoniae
parasulis
pertussis
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haemolytica
multocida
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baumannii
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parasuis
pertussis
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baumannii
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parasuis
pertussis
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baumannii
pleuropneumoniae
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meningitidis

baumannii
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parasuis
pertussis
catarrhalis
haemolytica
multocida
meningilidis
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baumannii FKQDNISKFEQVTSGYNMLNMTLAYKNKLSHT--EYDLFFKANNLLDQKVYAHETFLPYI
. pleuropneumoniae FTORRTSQLEYITEGNTMLNIGVAYSNKWKDL--DYKISLNGTNLLNQPVYIHTSYHQFV
parasuis FTONKVSKLESSTKGYQLLNASLNYRRQIKGV--EYTVELTGNNLLNQAVYIHNSYHPYV
. pertussis YRQDDIAAYESSTPGYDMVNATIRYRGKLDRT--AYEIYLRGNNLLNKLAFNHASFISTV
catarrhalis FKQDKLANFERPTPAHNLVNLGLNYQHKPSHQAGSVQVFFNANNLLNDKVFAHETFFPDM
haemolytica FAQKKVSKYECVTPGHHQVNLGVTY SNHFNQT--EYQVFLKVDNLLNQKMYQHASYLPHI
multocida FAQNKVARLETPTKGHTMLNLGMSY DGKMGNN--EY TLFANVNNVLNSRVYNHTSFLSYI
meningitidis FAQNKLARYETRTPGHHMLNLGANYRRNTRYG--EWNWYVKADNLLNQSVYAHSSFLSDT
ok . * * » K k.1 . * ok o < h e
. baumannii -PQIGRNFSLGLNLNF
. pleuropneumoniae -PQTGRNFILVVNVKF
parasuis -POMGRNFILGLDLSF
pertussis APLPGRSVLLGVRLTY
catarrhalis -PQMGRNFMLGANFKF
haemolytica -PQMGRNAMLGMNISF
multocida -PQSGLGLNVGMNFKF
meningitidis -PQMGRSI'TGGVNVKE

T
g * .



