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<210>  1

<211>  8

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  1

Gly Phe Asn Ile Lys Asp Asp Tyr 

1               5               



<210>  2

<211>  8

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  2

Ile Asp Pro Glu Asn Gly Asp Thr 

1               5               

<210>  3

<211>  10

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  3

Thr Leu Trp Leu Arg Arg Gly Leu Asp Tyr 

1               5                   10  

<210>  4

<211>  11

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  4

Lys Ser Leu Leu His Ser Asn Gly Tyr Thr Tyr 

1               5                   10      

<210>  5

<211>  3

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic



<400>  5

Arg Met Ser 

1           

<210>  6

<211>  9

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  6

Met Gln His Leu Glu Tyr Pro Phe Thr 

1               5                   

<210>  7

<211>  117

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  7

Glu Val Gln Leu Gln Gln Ser Gly Ala Glu Leu Val Arg Pro Gly Ala 

1               5                   10                  15      

Ser Val Lys Leu Ser Cys Thr Ala Ser Gly Phe Asn Ile Lys Asp Asp 

            20                  25                  30          

Tyr Met Tyr Trp Val Lys Gln Arg Pro Glu Gln Gly Leu Glu Trp Ile 

        35                  40                  45              

Gly Trp Ile Asp Pro Glu Asn Gly Asp Thr Glu Tyr Ala Ser Lys Phe 

    50                  55                  60                  

Gln Asp Lys Ala Thr Val Thr Ala Asp Thr Ser Ser Asn Thr Ala Tyr 

65                  70                  75                  80  



Leu Gln Leu Ser Ser Leu Thr Ser Glu Asp Thr Ala Val Tyr Tyr Cys 

                85                  90                  95      

Thr Leu Trp Leu Arg Arg Gly Leu Asp Tyr Trp Gly Gln Gly Thr Ser 

            100                 105                 110         

Val Thr Val Ser Ser 

        115         

<210>  8

<211>  112

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  8

Asp Ile Val Met Thr Gln Ala Ala Pro Ser Val Pro Val Thr Pro Gly 

1               5                   10                  15      

Glu Ser Val Ser Ile Ser Cys Arg Ser Ser Lys Ser Leu Leu His Ser 

            20                  25                  30          

Asn Gly Tyr Thr Tyr Leu Phe Trp Phe Leu Gln Arg Pro Gly Gln Ser 

        35                  40                  45              

Pro Gln Leu Leu Ile Tyr Arg Met Ser Asn Leu Ala Ser Gly Val Pro 

    50                  55                  60                  

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Ala Phe Thr Leu Arg Ile 

65                  70                  75                  80  

Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Met Gln His 

                85                  90                  95      

Leu Glu Tyr Pro Phe Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys 

            100                 105                 110         



<210>  9

<211>  9

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  9

Gly Tyr Ser Ile Thr Ser Gly Tyr Tyr 

1               5                   

<210>  10

<211>  7

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  10

Ile Thr Phe Asp Gly Ala Asn 

1               5           

<210>  11

<211>  12

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  11

Thr Arg Ser Ser Tyr Asp Tyr Asp Val Leu Asp Tyr 

1               5                   10          

<210>  12

<211>  6

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic



<400>  12

Gln Asp Ile Ser Asn Phe 

1               5       

<210>  13

<211>  3

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  13

Tyr Thr Ser 

1           

<210>  14

<211>  9

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  14

Gln Gln Gly His Thr Leu Pro Tyr Thr 

1               5                   

<210>  15

<211>  119

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  15

Asp Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Gln 

1               5                   10                  15      

Ser Leu Ser Leu Thr Cys Ser Val Thr Gly Tyr Ser Ile Thr Ser Gly 



            20                  25                  30          

Tyr Tyr Trp Asn Trp Ile Arg Gln Phe Pro Gly Asn Lys Leu Glu Trp 

        35                  40                  45              

Met Gly Tyr Ile Thr Phe Asp Gly Ala Asn Asn Tyr Asn Pro Ser Leu 

    50                  55                  60                  

Lys Asn Arg Ile Ser Ile Thr Arg Asp Thr Ser Lys Asn Gln Phe Phe 

65                  70                  75                  80  

Leu Lys Leu Thr Ser Val Thr Thr Glu Asp Thr Ala Thr Tyr Tyr Cys 

                85                  90                  95      

Thr Arg Ser Ser Tyr Asp Tyr Asp Val Leu Asp Tyr Trp Gly Gln Gly 

            100                 105                 110         

Thr Thr Leu Thr Val Ser Ser 

        115                 

<210>  16

<211>  107

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  16

Asp Ile Gln Met Thr Gln Thr Thr Ser Ser Leu Ser Ala Ser Leu Gly 

1               5                   10                  15      

Asp Arg Val Thr Ile Ser Cys Arg Ala Ser Gln Asp Ile Ser Asn Phe 

            20                  25                  30          

Leu Asn Trp Tyr Gln Gln Arg Pro Asp Gly Thr Val Lys Leu Leu Ile 

        35                  40                  45              

Tyr Tyr Thr Ser Arg Leu His Ser Gly Val Pro Ser Arg Phe Ser Gly 



    50                  55                  60                  

Ser Gly Ser Gly Thr Asp Phe Ser Leu Thr Val Ser Asn Leu Glu Gln 

65                  70                  75                  80  

Glu Asp Ile Ala Thr Tyr Phe Cys Gln Gln Gly His Thr Leu Pro Tyr 

                85                  90                  95      

Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys 

            100                 105         

<210>  17

<211>  8

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  17

Gly Tyr Ser Phe Thr Asp Tyr Cys 

1               5               

<210>  18

<211>  8

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  18

Ile Tyr Pro Gly Ser Gly Asn Thr 

1               5               

<210>  19

<211>  13

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic



<400>  19

Ala Arg Glu Asp Tyr Tyr Pro Tyr His Gly Met Asp Tyr 

1               5                   10              

<210>  20

<211>  10

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  20

Glu Ser Val Asp Gly Tyr Asp Asn Ser Phe 

1               5                   10  

<210>  21

<211>  3

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  21

Arg Ala Ser 

1           

<210>  22

<211>  9

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  22

Gln Gln Ser Ser Glu Asp Pro Trp Thr 

1               5                   

<210>  23



<211>  120

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  23

Gln Ile Gln Leu Gln Gln Ser Gly Pro Glu Leu Val Arg Pro Gly Ala 

1               5                   10                  15      

Ser Val Lys Ile Ser Cys Lys Ala Ser Gly Tyr Ser Phe Thr Asp Tyr 

            20                  25                  30          

Cys Ile Asn Trp Val Asn Gln Arg Pro Gly Gln Gly Leu Glu Trp Ile 

        35                  40                  45              

Gly Trp Ile Tyr Pro Gly Ser Gly Asn Thr Arg Tyr Ser Glu Arg Phe 

    50                  55                  60                  

Lys Gly Lys Ala Thr Leu Thr Val Asp Thr Ser Ser Asn Thr Ala Tyr 

65                  70                  75                  80  

Met Gln Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Phe Cys 

                85                  90                  95      

Ala Arg Glu Asp Tyr Tyr Pro Tyr His Gly Met Asp Tyr Trp Gly Gln 

            100                 105                 110         

Gly Thr Ser Val Thr Val Ser Ser 

        115                 120 

<210>  24

<211>  111

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  24



Asp Ile Val Leu Thr Gln Ser Pro Thr Ser Leu Ala Val Ser Leu Gly 

1               5                   10                  15      

Gln Arg Ala Thr Ile Ser Cys Arg Ala Ser Glu Ser Val Asp Gly Tyr 

            20                  25                  30          

Asp Asn Ser Phe Met His Trp Tyr Gln Gln Lys Pro Gly Gln Pro Pro 

        35                  40                  45              

Lys Leu Leu Ile Phe Arg Ala Ser Asn Leu Glu Ser Gly Ile Pro Ala 

    50                  55                  60                  

Arg Phe Ser Gly Ser Gly Ser Arg Thr Asp Phe Thr Leu Thr Ile Asn 

65                  70                  75                  80  

Pro Val Glu Ala Ala Asp Val Ala Thr Tyr Tyr Cys Gln Gln Ser Ser 

                85                  90                  95      

Glu Asp Pro Trp Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys 

            100                 105                 110     

<210>  25

<211>  8

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  25

Gly Tyr Thr Phe Thr Ser Tyr Trp 

1               5               

<210>  26

<211>  8

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic



<400>  26

Ile Phe Pro Asn Ser Gly Arg Thr 

1               5               

<210>  27

<211>  11

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  27

Ala Arg Glu Gly Asn Phe Gly Ser Leu Asp Tyr 

1               5                   10      

<210>  28

<211>  5

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  28

Ser Asn Leu Asn Tyr 

1               5   

<210>  29

<211>  3

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  29

Asp Thr Ser 

1           

<210>  30



<211>  9

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  30

Gln Gln Trp Ser Arg Asn Pro Leu Thr 

1               5                   

<210>  31

<211>  118

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  31

Gln Val His Leu Gln Gln Pro Gly Ala Glu Leu Val Lys Pro Gly Ala 

1               5                   10                  15      

Ser Val Lys Met Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr 

            20                  25                  30          

Trp Ile Thr Trp Val Lys Gln Arg Pro Gly Gln Gly Leu Glu Trp Ile 

        35                  40                  45              

Gly Asp Ile Phe Pro Asn Ser Gly Arg Thr Asn Tyr Asp Glu Lys Phe 

    50                  55                  60                  

Lys Ser Lys Ala Thr Leu Thr Val Asp Thr Ser Ser Ser Thr Ala Tyr 

65                  70                  75                  80  

Met Gln Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Phe Cys 

                85                  90                  95      

Ala Arg Glu Gly Asn Phe Gly Ser Leu Asp Tyr Trp Gly Gln Gly Thr 

            100                 105                 110         



Thr Leu Thr Val Ser Ser 

        115             

<210>  32

<211>  106

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  32

Gln Ile Val Leu Thr Gln Ser Pro Ala Ile Met Ser Ala Ser Pro Gly 

1               5                   10                  15      

Glu Lys Val Thr Met Thr Cys Ser Ala Asn Ser Asn Leu Asn Tyr Met 

            20                  25                  30          

Asn Trp Tyr His Gln Lys Ser Gly Thr Ser Pro Lys Arg Trp Ile Tyr 

        35                  40                  45              

Asp Thr Ser Lys Leu Ala Ser Gly Val Pro Ala Arg Phe Ser Ala Ser 

    50                  55                  60                  

Gly Ser Gly Thr Ser Tyr Ser Leu Thr Ile Ser Ser Met Glu Ala Glu 

65                  70                  75                  80  

Asp Ala Ala Thr Tyr Tyr Cys Gln Gln Trp Ser Arg Asn Pro Leu Thr 

                85                  90                  95      

Phe Gly Ala Gly Thr Arg Leu Glu Leu Lys 

            100                 105     

<210>  33

<211>  10

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic



<400>  33

Gly Phe Ser Leu Asn Thr Tyr Asp Val Gly 

1               5                   10  

<210>  34

<211>  7

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  34

Ile Trp Trp Asn Asp Asp Lys 

1               5           

<210>  35

<211>  11

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  35

Thr Leu Tyr Ser Tyr Asp Gly Gly Phe Ala Tyr 

1               5                   10      

<210>  36

<211>  7

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  36

Ser Ser Val Ser Ser Ser Tyr 

1               5           

<210>  37



<211>  3

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  37

Ser Thr Ser 

1           

<210>  38

<211>  9

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  38

His Gln Tyr His Arg Ser Pro Tyr Thr 

1               5                   

<210>  39

<211>  119

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  39

Gln Val Thr Leu Lys Glu Ser Gly Pro Gly Met Leu Gln Pro Ser Gln 

1               5                   10                  15      

Thr Leu Ser Leu Thr Cys Ser Phe Ser Gly Phe Ser Leu Asn Thr Tyr 

            20                  25                  30          

Asp Val Gly Val Gly Trp Ile Arg Gln Pro Ser Gly Lys Gly Leu Glu 

        35                  40                  45              

Trp Leu Ala Asn Ile Trp Trp Asn Asp Asp Lys Tyr Tyr Asn Ser Ala 



    50                  55                  60                  

Leu Lys Ser Arg Leu Thr Ile Ser Lys Asp Thr Ser Asn Asn Gln Val 

65                  70                  75                  80  

Phe Leu Lys Ile Ser Ser Val Asp Thr Ala Asp Thr Ala Thr Tyr Tyr 

                85                  90                  95      

Cys Thr Leu Tyr Ser Tyr Asp Gly Gly Phe Ala Tyr Trp Gly Gln Gly 

            100                 105                 110         

Thr Leu Val Thr Val Ser Ala 

        115                 

<210>  40

<211>  108

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  40

Gln Ile Val Leu Thr Gln Ser Pro Ala Ile Met Ser Ala Ser Leu Gly 

1               5                   10                  15      

Glu Arg Val Thr Met Thr Cys Thr Ala Ser Ser Ser Val Ser Ser Ser 

            20                  25                  30          

Tyr Leu His Trp Tyr Gln Gln Lys Pro Gly Ser Ser Pro Lys Leu Trp 

        35                  40                  45              

Ile Tyr Ser Thr Ser Asn Leu Ala Ser Gly Val Pro Ala Arg Phe Ser 

    50                  55                  60                  

Gly Ser Gly Ser Gly Thr Ser Tyr Ser Leu Thr Ile Ser Ser Met Glu 

65                  70                  75                  80  

Ala Glu Asp Ala Ala Thr Tyr Tyr Cys His Gln Tyr His Arg Ser Pro 



                85                  90                  95      

Tyr Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys 

            100                 105             

<210>  41

<211>  8

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  41

Gly Tyr Ser Phe Thr Gly Tyr Asn 

1               5               

<210>  42

<211>  8

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  42

Ile Asn Pro Tyr Tyr Gly Ser Thr 

1               5               

<210>  43

<211>  15

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  43

Ala Arg Gly Asp Tyr Gly Tyr Asp Glu Gly Thr Trp Phe Ala Tyr 

1               5                   10                  15  

<210>  44



<211>  12

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  44

Gln Ser Leu Leu Asn Ser Arg Thr Arg Lys Asn Tyr 

1               5                   10          

<210>  45

<211>  3

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  45

Trp Ala Ser 

1           

<210>  46

<211>  9

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  46

Lys Gln Ser Tyr Asn Leu Pro Phe Thr 

1               5                   

<210>  47

<211>  122

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  47



Glu Ile Gln Met Lys Gln Ser Gly Ala Glu Leu Val Lys Pro Gly Ala 

1               5                   10                  15      

Ser Val Lys Ile Ser Cys Lys Ala Ser Gly Tyr Ser Phe Thr Gly Tyr 

            20                  25                  30          

Asn Met Asn Trp Val Lys Gln Ser His Gly Lys Ser Leu Glu Trp Ile 

        35                  40                  45              

Gly Asn Ile Asn Pro Tyr Tyr Gly Ser Thr Gly Tyr Asn Gln Lys Phe 

    50                  55                  60                  

Lys Gly Lys Ala Thr Leu Thr Val Asp Lys Ser Ser Ser Thr Ala Tyr 

65                  70                  75                  80  

Met Gln Leu Asn Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Tyr Cys 

                85                  90                  95      

Ala Arg Gly Asp Tyr Gly Tyr Asp Glu Gly Thr Trp Phe Ala Tyr Trp 

            100                 105                 110         

Gly Gln Gly Thr Leu Val Thr Val Ser Ala 

        115                 120         

<210>  48

<211>  113

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  48

Asp Ile Val Met Ser Gln Ser Pro Ser Ser Leu Ala Val Ser Ala Gly 

1               5                   10                  15      

Glu Lys Val Thr Met Ser Cys Lys Ser Ser Gln Ser Leu Leu Asn Ser 

            20                  25                  30          



Arg Thr Arg Lys Asn Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Glu Gln 

        35                  40                  45              

Ser Pro Lys Leu Leu Ile Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val 

    50                  55                  60                  

Pro Asp Arg Phe Thr Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr 

65                  70                  75                  80  

Ile Ser Ser Val Gln Ala Glu Asp Leu Ala Val Tyr Tyr Cys Lys Gln 

                85                  90                  95      

Ser Tyr Asn Leu Pro Phe Thr Phe Gly Ser Gly Thr Lys Leu Glu Ile 

            100                 105                 110         

Lys 

    

<210>  49

<211>  8

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  49

Gly Tyr Thr Phe Thr Arg His Trp 

1               5               

<210>  50

<211>  8

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  50

Ile Tyr Pro Gly Ser Gly Arg Thr 



1               5               

<210>  51

<211>  13

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  51

Ala Arg Asp Gly Tyr Leu Tyr Ile Asn Tyr Phe Asp Tyr 

1               5                   10              

<210>  52

<211>  5

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  52

Ser Ser Val Ser Phe 

1               5   

<210>  53

<211>  9

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  53

Phe Gln Gly Ser Gly Tyr Pro Tyr Thr 

1               5                   

<210>  54

<211>  120

<212>  PRT

<213>  Artificial Sequence



<220>

<223>  Synthetic

<400>  54

Gln Val Gln Leu Gln Gln Pro Gly Ala Glu Leu Val Lys Pro Gly Ala 

1               5                   10                  15      

Ser Val Lys Met Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Arg His 

            20                  25                  30          

Trp Ile Thr Trp Val Lys Gln Arg Pro Gly Gln Gly Leu Glu Trp Ile 

        35                  40                  45              

Gly Asp Ile Tyr Pro Gly Ser Gly Arg Thr Asn Tyr Asn Glu Lys Phe 

    50                  55                  60                  

Lys Ser Thr Ala Thr Leu Thr Val Asp Thr Ser Ser Ser Thr Ala Tyr 

65                  70                  75                  80  

Met Gln Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Tyr Cys 

                85                  90                  95      

Ala Arg Asp Gly Tyr Leu Tyr Ile Asn Tyr Phe Asp Tyr Trp Gly Gln 

            100                 105                 110         

Gly Thr Thr Leu Thr Val Ser Ser 

        115                 120 

<210>  55

<211>  106

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  55

Glu Asn Val Leu Thr Gln Ser Pro Ala Ile Met Ser Ala Ser Pro Gly 

1               5                   10                  15      



Glu Lys Val Thr Met Thr Cys Ser Ala Ser Ser Ser Val Ser Phe Met 

            20                  25                  30          

His Trp Phe Gln Gln Lys Ser Ser Thr Ser Pro Lys Leu Trp Ile Tyr 

        35                  40                  45              

Asp Thr Ser Lys Leu Ala Ser Gly Val Pro Gly Arg Phe Ser Gly Ser 

    50                  55                  60                  

Gly Ser Gly Ser Ser Tyr Ser Leu Thr Ile Ser Ser Met Ala Ala Glu 

65                  70                  75                  80  

Asp Val Ala Thr Tyr Tyr Cys Phe Gln Gly Ser Gly Tyr Pro Tyr Thr 

                85                  90                  95      

Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys 

            100                 105     

<210>  56

<211>  8

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  56

Gly Phe Asn Ile Val Asp Asp Tyr 

1               5               

<210>  57

<211>  8

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  57

Ile Tyr Pro Glu Asn Ala Asp Thr 



1               5               

<210>  58

<211>  11

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  58

Thr Thr Ala Thr Gly Thr Gly Trp Phe Ala Tyr 

1               5                   10      

<210>  59

<211>  11

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  59

Gln Ser Leu Leu Asp Ser Asp Gly Lys Thr Tyr 

1               5                   10      

<210>  60

<211>  3

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  60

Leu Val Ser 

1           

<210>  61

<211>  9

<212>  PRT

<213>  Artificial Sequence



<220>

<223>  Synthetic

<400>  61

Trp Gln Gly Thr His Phe Pro Trp Thr 

1               5                   

<210>  62

<211>  118

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  62

Glu Val Gln Leu Gln Gln Ser Gly Ala Glu Leu Val Arg Pro Gly Ala 

1               5                   10                  15      

Ser Val Lys Leu Ser Cys Thr Ala Ser Gly Phe Asn Ile Val Asp Asp 

            20                  25                  30          

Tyr Met His Trp Val Lys Gln Arg Pro Glu Gln Gly Leu Glu Trp Ile 

        35                  40                  45              

Gly Trp Ile Tyr Pro Glu Asn Ala Asp Thr Glu Tyr Ala Ser Lys Phe 

    50                  55                  60                  

Gln Gly Lys Ala Thr Ile Thr Ala Asp Thr Ser Ser Asn Thr Ala Tyr 

65                  70                  75                  80  

Leu Gln Leu Ser Ser Leu Thr Ser Glu Asp Thr Ala Val Tyr Tyr Cys 

                85                  90                  95      

Thr Thr Ala Thr Gly Thr Gly Trp Phe Ala Tyr Trp Gly Gln Gly Thr 

            100                 105                 110         

Leu Val Thr Val Ser Ala 

        115             



<210>  63

<211>  112

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  63

Asp Val Val Met Thr Gln Thr Pro Leu Thr Leu Ser Val Thr Ile Gly 

1               5                   10                  15      

Gln Pro Ala Ser Ile Ser Cys Lys Ser Ser Gln Ser Leu Leu Asp Ser 

            20                  25                  30          

Asp Gly Lys Thr Tyr Leu Asn Trp Leu Phe Gln Arg Pro Gly Gln Ser 

        35                  40                  45              

Pro Lys Arg Leu Ile Tyr Leu Val Ser Lys Leu Asp Ser Gly Val Pro 

    50                  55                  60                  

Asp Arg Phe Thr Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys Ile 

65                  70                  75                  80  

Ser Arg Val Glu Thr Glu Asp Leu Gly Val Tyr Tyr Cys Trp Gln Gly 

                85                  90                  95      

Thr His Phe Pro Trp Thr Phe Gly Gly Gly Ala Lys Leu Glu Ile Lys 

            100                 105                 110         

<210>  64

<211>  8

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  64

Gly Tyr Thr Phe Ser Asn Tyr Trp 



1               5               

<210>  65

<211>  8

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  65

Ile Leu Pro Gly Ser Gly Ser Thr 

1               5               

<210>  66

<211>  11

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  66

Ala Arg Arg Gly Ala Tyr Gly Asn Phe His Tyr 

1               5                   10      

<210>  67

<211>  7

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  67

Ser Ser Ile Ser Ser Ser Asn 

1               5           

<210>  68

<211>  3

<212>  PRT

<213>  Artificial Sequence



<220>

<223>  Synthetic

<400>  68

Gly Thr Ser 

1           

<210>  69

<211>  9

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  69

Gln Gln Trp Arg Ser Tyr Pro Tyr Thr 

1               5                   

<210>  70

<211>  118

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  70

Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Leu Met Lys Pro Gly Ala 

1               5                   10                  15      

Ser Val Lys Ile Ser Cys Lys Ala Thr Gly Tyr Thr Phe Ser Asn Tyr 

            20                  25                  30          

Trp Ile Glu Trp Val Lys Gln Arg Pro Gly His Gly Leu Glu Trp Ile 

        35                  40                  45              

Gly Glu Ile Leu Pro Gly Ser Gly Ser Thr Asn Tyr Asn Glu Asn Phe 

    50                  55                  60                  

Lys Gly Lys Ala Thr Phe Thr Ala Asp Thr Ser Ser Asn Thr Ala Tyr 



65                  70                  75                  80  

Met Gln Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Tyr Cys 

                85                  90                  95      

Ala Arg Arg Gly Ala Tyr Gly Asn Phe His Tyr Trp Gly Gln Gly Thr 

            100                 105                 110         

Thr Leu Thr Val Ser Ser 

        115             

<210>  71

<211>  108

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  71

Glu Ile Val Leu Thr Gln Ser Pro Ala Leu Met Ala Ala Ser Pro Gly 

1               5                   10                  15      

Glu Lys Val Thr Ile Thr Cys Ser Val Ser Ser Ser Ile Ser Ser Ser 

            20                  25                  30          

Asn Leu His Trp Tyr Gln Gln Lys Ser Glu Thr Ser Pro Lys Pro Trp 

        35                  40                  45              

Ile Tyr Gly Thr Ser Asn Leu Ala Ser Gly Val Pro Val Arg Phe Ser 

    50                  55                  60                  

Gly Ser Gly Ser Gly Thr Ser Tyr Ser Leu Thr Ile Ser Ser Met Glu 

65                  70                  75                  80  

Ala Glu Asp Ala Ala Thr Tyr Tyr Cys Gln Gln Trp Arg Ser Tyr Pro 

                85                  90                  95      

Tyr Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys 



            100                 105             

<210>  72

<211>  8

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  72

Gly Tyr Thr Phe Thr Asp Tyr Asn 

1               5               

<210>  73

<211>  8

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  73

Ile Asn Pro Asn Tyr Asp Thr Thr 

1               5               

<210>  74

<211>  16

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  74

Ala Arg Ser Gly Tyr Tyr Gly Ser Ser Tyr Tyr Trp His Phe Asp Val 

1               5                   10                  15      

<210>  75

<211>  12

<212>  PRT

<213>  Artificial Sequence



<220>

<223>  Synthetic

<400>  75

Gln Ser Leu Leu Tyr Ser Ser Asn Gln Lys Asn Tyr 

1               5                   10          

<210>  76

<211>  9

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  76

Gln Gln Tyr Tyr Asn Tyr Pro Phe Thr 

1               5                   

<210>  77

<211>  123

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  77

Glu Val Gln Leu Gln Gln Phe Gly Ala Glu Leu Val Lys Pro Gly Ala 

1               5                   10                  15      

Ser Val Lys Ile Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asp Tyr 

            20                  25                  30          

Asn Met Ala Trp Val Lys Glu Ser His Gly Lys Ser Leu Glu Trp Ile 

        35                  40                  45              

Gly Asp Ile Asn Pro Asn Tyr Asp Thr Thr Ser Tyr Asn Gln Lys Phe 

    50                  55                  60                  

Lys Gly Lys Ala Thr Leu Thr Val Asp Lys Ser Ser Ser Thr Ala His 



65                  70                  75                  80  

Met Glu Leu Arg Ser Leu Thr Ser Glu Gly Thr Ala Val Tyr Tyr Cys 

                85                  90                  95      

Ala Arg Ser Gly Tyr Tyr Gly Ser Ser Tyr Tyr Trp His Phe Asp Val 

            100                 105                 110         

Trp Gly Thr Gly Thr Thr Val Thr Val Ser Ser 

        115                 120             

<210>  78

<211>  113

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  78

Asp Ile Val Met Ser Gln Ser Pro Ser Ser Leu Ala Val Ser Val Gly 

1               5                   10                  15      

Glu Lys Val Thr Met Ser Cys Lys Ser Ser Gln Ser Leu Leu Tyr Ser 

            20                  25                  30          

Ser Asn Gln Lys Asn Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln 

        35                  40                  45              

Ser Pro Lys Leu Leu Ile Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val 

    50                  55                  60                  

Pro Asp Arg Phe Thr Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr 

65                  70                  75                  80  

Ile Ser Ser Val Lys Ala Glu Asp Leu Ala Val Tyr Tyr Cys Gln Gln 

                85                  90                  95      

Tyr Tyr Asn Tyr Pro Phe Thr Phe Gly Ser Gly Thr Lys Leu Glu Ile 



            100                 105                 110         

Lys 

    

<210>  79

<211>  8

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  79

Gly Phe Asn Ile Lys Asp Tyr Tyr 

1               5               

<210>  80

<211>  8

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  80

Ile Asp Pro Glu Ser Gly Asp Thr 

1               5               

<210>  81

<211>  9

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  81

Tyr Gly His Asp Tyr Arg Val Asp Cys 

1               5                   

<210>  82



<211>  11

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  82

Gln Ser Leu Val His Ser Asn Gly Asn Thr Tyr 

1               5                   10      

<210>  83

<211>  3

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  83

Lys Val Ser 

1           

<210>  84

<211>  9

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  84

Ser Gln Ser Thr His Ile Pro Trp Thr 

1               5                   

<210>  85

<211>  116

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  85



Glu Val Gln Leu Gln Gln Ser Gly Ala Glu Leu Val Arg Ser Gly Ala 

1               5                   10                  15      

Ser Val Lys Leu Ser Cys Thr Ala Ser Gly Phe Asn Ile Lys Asp Tyr 

            20                  25                  30          

Tyr Met His Trp Val Lys Gln Arg Pro Glu Gln Gly Leu Glu Trp Ile 

        35                  40                  45              

Gly Trp Ile Asp Pro Glu Ser Gly Asp Thr Glu Tyr Ala Pro Lys Phe 

    50                  55                  60                  

Gln Gly Arg Ala Thr Met Thr Ala Asp Thr Ser Ser Asn Thr Ala Tyr 

65                  70                  75                  80  

Met Gln Leu Ser Ser Leu Thr Ser Glu Asp Thr Ala Val Tyr Tyr Cys 

                85                  90                  95      

Tyr Gly His Asp Tyr Arg Val Asp Cys Trp Gly Gln Gly Thr Ser Val 

            100                 105                 110         

Thr Val Ser Ser 

        115     

<210>  86

<211>  112

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  86

Asp Val Val Met Thr Gln Thr Pro Leu Ser Leu Pro Val Ser Leu Gly 

1               5                   10                  15      

Asp Gln Ala Ser Ile Ser Cys Arg Ser Ser Gln Ser Leu Val His Ser 

            20                  25                  30          



Asn Gly Asn Thr Tyr Leu His Trp Tyr Leu Gln Lys Pro Gly Gln Ser 

        35                  40                  45              

Pro Lys Leu Leu Ile Tyr Lys Val Ser Asn Arg Phe Ser Gly Val Pro 

    50                  55                  60                  

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys Ile 

65                  70                  75                  80  

Ser Arg Val Glu Ala Glu Asp Leu Gly Val Tyr Phe Cys Ser Gln Ser 

                85                  90                  95      

Thr His Ile Pro Trp Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys 

            100                 105                 110         

<210>  87

<211>  8

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  87

Ile Asn Pro Asn Tyr Asp Ser Thr 

1               5               

<210>  88

<211>  9

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  88

Gln Gln Tyr Tyr His Tyr Pro Phe Thr 

1               5                   

<210>  89



<211>  123

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  89

Glu Val Gln Leu Gln Gln Phe Gly Ala Glu Leu Val Lys Pro Gly Ala 

1               5                   10                  15      

Ser Val Lys Ile Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asp Tyr 

            20                  25                  30          

Asn Met Gly Trp Val Lys Gln Ser His Gly Lys Ser Leu Glu Trp Ile 

        35                  40                  45              

Gly Asp Ile Asn Pro Asn Tyr Asp Ser Thr Ser Tyr Thr Gln Lys Phe 

    50                  55                  60                  

Lys Gly Lys Ala Thr Leu Thr Val Asp Lys Ser Ser Ser Thr Ala Tyr 

65                  70                  75                  80  

Met Glu Leu Arg Ser Leu Thr Ser Glu Asp Thr Ala Val Tyr Tyr Cys 

                85                  90                  95      

Ala Arg Ser Gly Tyr Tyr Gly Ser Ser Tyr Tyr Trp His Phe Asp Val 

            100                 105                 110         

Trp Gly Thr Gly Thr Thr Val Thr Val Ser Ser 

        115                 120             

<210>  90

<211>  113

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  90



Asp Ile Val Met Ser Gln Ser Pro Ser Ser Leu Ala Val Ser Val Gly 

1               5                   10                  15      

Glu Lys Val Thr Met Ser Cys Lys Ser Ser Gln Ser Leu Leu Tyr Ser 

            20                  25                  30          

Ser Asn Gln Lys Asn Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln 

        35                  40                  45              

Ser Pro Lys Leu Leu Ile Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val 

    50                  55                  60                  

Pro Asp Arg Phe Thr Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr 

65                  70                  75                  80  

Ile Ser Ser Val Lys Ala Glu Asp Leu Ala Val Tyr Tyr Cys Gln Gln 

                85                  90                  95      

Tyr Tyr His Tyr Pro Phe Thr Phe Gly Ser Gly Thr Lys Leu Glu Ile 

            100                 105                 110         

Lys 

    

<210>  91

<211>  8

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  91

Gly Phe Ser Leu Thr Asn Tyr Gly 

1               5               

<210>  92

<211>  7

<212>  PRT



<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  92

Ile Trp Asn Asp Gly Ser Ala 

1               5           

<210>  93

<211>  11

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  93

Ala Arg His Glu Ser Ser Asn Pro Phe Ala Tyr 

1               5                   10      

<210>  94

<211>  6

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  94

Gln Ser Ile Gly Thr Ser 

1               5       

<210>  95

<211>  3

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  95

Ser Ala Ser 



1           

<210>  96

<211>  9

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  96

Gln Gln Asn Asn Arg Trp Pro Tyr Thr 

1               5                   

<210>  97

<211>  117

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  97

Gln Val Gln Leu Lys Glu Ser Gly Pro Gly Leu Val Ala Pro Ser Gln 

1               5                   10                  15      

Ser Leu Ser Ile Thr Cys Thr Val Ser Gly Phe Ser Leu Thr Asn Tyr 

            20                  25                  30          

Gly Val His Trp Val Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Leu 

        35                  40                  45              

Val Val Ile Trp Asn Asp Gly Ser Ala Thr Tyr Asn Ser Ala Leu Glu 

    50                  55                  60                  

Ser Arg Leu Ser Ile Ser Lys Asp Asn Ser Lys Ser Gln Val Phe Leu 

65                  70                  75                  80  

Lys Met Asn Ser Leu Gln Thr Asp Asp Thr Ala Met Tyr Tyr Cys Ala 

                85                  90                  95      



Arg His Glu Ser Ser Asn Pro Phe Ala Tyr Trp Gly Gln Gly Thr Leu 

            100                 105                 110         

Val Thr Val Ser Ala 

        115         

<210>  98

<211>  107

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  98

Asp Ile Leu Leu Thr Gln Ser Pro Ala Ile Leu Ser Val Ser Pro Gly 

1               5                   10                  15      

Glu Arg Val Ser Phe Ser Cys Arg Ala Ser Gln Ser Ile Gly Thr Ser 

            20                  25                  30          

Ile His Trp Tyr Gln Gln Arg Thr Asn Gly Ser Pro Arg Leu Leu Ile 

        35                  40                  45              

Lys Ser Ala Ser Glu Ser Ile Ala Gly Ile Pro Ser Arg Phe Ser Gly 

    50                  55                  60                  

Ser Gly Ser Gly Thr Asp Phe Thr Leu Ser Ile Asn Ser Val Glu Ser 

65                  70                  75                  80  

Glu Asp Ile Ala Asp Tyr Tyr Cys Gln Gln Asn Asn Arg Trp Pro Tyr 

                85                  90                  95      

Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys 

            100                 105         

<210>  99

<211>  8

<212>  PRT



<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  99

Asp Phe Asn Ile Lys Asp Asp Tyr 

1               5               

<210>  100

<211>  8

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  100

Ile Asp Pro Ala Asn Gly Asn Thr 

1               5               

<210>  101

<211>  6

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  101

Ala Leu Gly Tyr Thr Tyr 

1               5       

<210>  102

<211>  11

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  102

Gln Ser Leu Leu His Ser Tyr Gly Lys Thr Tyr 



1               5                   10      

<210>  103

<211>  9

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  103

Leu Gln Thr Thr His Phe Pro Gln Thr 

1               5                   

<210>  104

<211>  113

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  104

Glu Val Gln Leu Gln Gln Ser Gly Ala Glu Leu Val Arg Pro Gly Ala 

1               5                   10                  15      

Ser Val Lys Leu Ser Cys Thr Ala Ser Asp Phe Asn Ile Lys Asp Asp 

            20                  25                  30          

Tyr Ile His Trp Val Lys Gln Arg Pro Glu Gln Gly Leu Glu Trp Ile 

        35                  40                  45              

Gly Arg Ile Asp Pro Ala Asn Gly Asn Thr Lys Tyr Ala Pro Lys Phe 

    50                  55                  60                  

Gln Asp Lys Ala Thr Ile Thr Ala Asp Thr Ser Ser Asn Thr Ala Tyr 

65                  70                  75                  80  

Leu Gln Leu Ser Ser Leu Thr Ser Glu Asp Thr Ala Val Tyr Tyr Cys 

                85                  90                  95      



Ala Leu Gly Tyr Thr Tyr Trp Gly Gln Gly Thr Thr Leu Thr Val Ser 

            100                 105                 110         

Ser 

    

<210>  105

<211>  112

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  105

Asp Val Val Met Thr Gln Thr Pro Leu Thr Leu Ser Val Thr Ile Gly 

1               5                   10                  15      

Gln Pro Ala Ser Ile Ser Cys Lys Ser Ser Gln Ser Leu Leu His Ser 

            20                  25                  30          

Tyr Gly Lys Thr Tyr Leu Asn Trp Leu Leu Gln Arg Pro Gly Gln Ser 

        35                  40                  45              

Pro Lys Leu Leu Ile Tyr Leu Val Ser Lys Leu Glu Ser Gly Val Pro 

    50                  55                  60                  

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys Ile 

65                  70                  75                  80  

Ser Arg Val Glu Ala Glu Asp Leu Gly Val Tyr Tyr Cys Leu Gln Thr 

                85                  90                  95      

Thr His Phe Pro Gln Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys 

            100                 105                 110         

<210>  106

<211>  8

<212>  PRT



<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  106

Gly Phe Thr Phe Ser Asp Tyr Gly 

1               5               

<210>  107

<211>  8

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  107

Ile Asn Ser Gly Ser Ser Thr Ile 

1               5               

<210>  108

<211>  13

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  108

Ala Arg Pro Gly Asp Tyr Asp Asn Tyr Ala Met Asp Tyr 

1               5                   10              

<210>  109

<211>  6

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  109

Gln Asp Val Ser Val Ala 



1               5       

<210>  110

<211>  3

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  110

Trp Ala Tyr 

1           

<210>  111

<211>  10

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  111

Gln Gln His Tyr Asn Thr Pro Pro Trp Thr 

1               5                   10  

<210>  112

<211>  120

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  112

Glu Val Gln Leu Val Glu Ser Gly Gly Asp Leu Val Lys Pro Gly Gly 

1               5                   10                  15      

Ser Leu Lys Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Asp Tyr 

            20                  25                  30          

Gly Met His Trp Val Arg Gln Gly Pro Glu Lys Gly Leu Glu Trp Val 



        35                  40                  45              

Ala Tyr Ile Asn Ser Gly Ser Ser Thr Ile Tyr Tyr Ala Asp Thr Val 

    50                  55                  60                  

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Thr Leu Phe 

65                  70                  75                  80  

Leu Gln Met Thr Ser Leu Arg Ser Glu Asp Thr Ala Met Tyr Tyr Cys 

                85                  90                  95      

Ala Arg Pro Gly Asp Tyr Asp Asn Tyr Ala Met Asp Tyr Trp Gly Gln 

            100                 105                 110         

Gly Thr Ser Val Thr Val Ser Ser 

        115                 120 

<210>  113

<211>  108

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  113

Asp Ile Val Met Thr Gln Ser His Lys Phe Leu Ser Thr Ser Val Gly 

1               5                   10                  15      

Asp Arg Val Ser Ile Thr Cys Lys Ala Ser Gln Asp Val Ser Val Ala 

            20                  25                  30          

Val Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ser Pro Lys Leu Leu Ile 

        35                  40                  45              

Tyr Trp Ala Tyr Thr Arg His Thr Gly Val Pro Asp Arg Phe Thr Gly 

    50                  55                  60                  

Ser Gly Ser Gly Thr Glu Tyr Thr Leu Thr Ile Ser Ser Val Gln Ala 



65                  70                  75                  80  

Glu Asp Leu Ala Leu Tyr Tyr Cys Gln Gln His Tyr Asn Thr Pro Pro 

                85                  90                  95      

Trp Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys 

            100                 105             

<210>  114

<211>  8

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  114

Ile Asp Pro Glu Asn Ala Asp Thr 

1               5               

<210>  115

<211>  9

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  115

Tyr Ala Trp Asp Tyr Ser Met Asp Tyr 

1               5                   

<210>  116

<211>  9

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  116

Ser Gln Asn Thr His Val Pro Tyr Thr 



1               5                   

<210>  117

<211>  116

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  117

Glu Val Gln Leu Gln Gln Ser Gly Ala Glu Leu Val Arg Ser Gly Ala 

1               5                   10                  15      

Ser Val Lys Leu Ser Cys Thr Ala Ser Gly Phe Asn Ile Lys Asp Tyr 

            20                  25                  30          

Tyr Ile His Trp Val Lys Gln Arg Pro Glu Gln Gly Leu Glu Trp Ile 

        35                  40                  45              

Gly Trp Ile Asp Pro Glu Asn Ala Asp Thr Glu Tyr Ala Pro Lys Phe 

    50                  55                  60                  

Gln Gly Lys Ala Thr Met Thr Pro Asp Thr Ser Ser Asn Thr Ala Tyr 

65                  70                  75                  80  

Leu Gln Leu Ser Ser Leu Thr Ser Glu Asp Thr Ala Val Tyr Tyr Cys 

                85                  90                  95      

Tyr Ala Trp Asp Tyr Ser Met Asp Tyr Trp Gly Gln Gly Thr Ser Val 

            100                 105                 110         

Thr Val Ser Ser 

        115     

<210>  118

<211>  112

<212>  PRT

<213>  Artificial Sequence



<220>

<223>  Synthetic

<400>  118

Asp Val Val Met Thr Gln Thr Pro Leu Ser Leu Ser Val Ser Leu Gly 

1               5                   10                  15      

Asp Gln Ala Ser Ile Ser Cys Arg Ser Ser Gln Ser Leu Val His Ser 

            20                  25                  30          

Asn Gly Asn Thr Tyr Leu His Trp Tyr Leu Gln Lys Pro Gly Gln Ser 

        35                  40                  45              

Pro Lys Leu Leu Ile Tyr Lys Val Ser Asn Arg Phe Ser Gly Val Pro 

    50                  55                  60                  

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Ile Leu Lys Ile 

65                  70                  75                  80  

Ser Arg Val Glu Ala Glu Asp Leu Gly Val Tyr Phe Cys Ser Gln Asn 

                85                  90                  95      

Thr His Val Pro Tyr Thr Phe Gly Gly Gly Thr Arg Leu Glu Ile Lys 

            100                 105                 110         

<210>  119

<211>  8

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  119

Gly Phe Thr Phe Thr Asp Tyr Gly 

1               5               

<210>  120

<211>  8

<212>  PRT



<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  120

Ile Tyr Pro Ser Ser Gly Asn Ser 

1               5               

<210>  121

<211>  12

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  121

Ala Arg Ser Thr Tyr Tyr Gly Ser Pro Ile Asp Tyr 

1               5                   10          

<210>  122

<211>  6

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  122

Gln Asp Val Asp Thr Thr 

1               5       

<210>  123

<211>  9

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  123

Gln Gln Tyr Ser Thr Tyr Pro Leu Thr 



1               5                   

<210>  124

<211>  119

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  124

Gln Val Gln Leu Gln Gln Ser Gly Thr Glu Leu Ala Arg Pro Gly Ala 

1               5                   10                  15      

Ser Val Lys Leu Ser Cys Lys Ala Ser Gly Phe Thr Phe Thr Asp Tyr 

            20                  25                  30          

Gly Ile Asn Trp Val Lys Gln Arg Thr Gly Gln Gly Leu Glu Trp Ile 

        35                  40                  45              

Gly Glu Ile Tyr Pro Ser Ser Gly Asn Ser Tyr Tyr Asn Glu Lys Phe 

    50                  55                  60                  

Lys Ala Lys Ala Thr Leu Thr Ala Asp Lys Ser Ser Ser Thr Ala Tyr 

65                  70                  75                  80  

Met Glu Leu Arg Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Phe Cys 

                85                  90                  95      

Ala Arg Ser Thr Tyr Tyr Gly Ser Pro Ile Asp Tyr Trp Gly Gln Gly 

            100                 105                 110         

Thr Thr Leu Thr Val Ser Ser 

        115                 

<210>  125

<211>  107

<212>  PRT

<213>  Artificial Sequence



<220>

<223>  Synthetic

<400>  125

Asp Ile Val Met Thr Gln Ser His Lys Phe Met Ser Thr Pro Val Gly 

1               5                   10                  15      

Asp Arg Val Ser Ile Thr Cys Lys Ala Ser Gln Asp Val Asp Thr Thr 

            20                  25                  30          

Val Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ser Pro Lys Leu Leu Ile 

        35                  40                  45              

Tyr Trp Ala Ser Thr Arg Gln Ile Gly Val Pro Asp Arg Phe Thr Gly 

    50                  55                  60                  

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Asn Val Gln Ser 

65                  70                  75                  80  

Glu Asp Leu Ala Asp Tyr Phe Cys Gln Gln Tyr Ser Thr Tyr Pro Leu 

                85                  90                  95      

Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys 

            100                 105         

<210>  126

<211>  8

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  126

Gly Phe Ser Leu Thr Ser Tyr Ala 

1               5               

<210>  127

<211>  7

<212>  PRT



<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  127

Ile Trp Thr Gly Gly Gly Thr 

1               5           

<210>  128

<211>  13

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  128

Ala Arg Ile Tyr Asp Gly Tyr Tyr Arg Tyr Phe Asp Val 

1               5                   10              

<210>  129

<211>  6

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  129

Gln Ser Val Ser Asn Asp 

1               5       

<210>  130

<211>  3

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  130

Tyr Ala Ser 



1           

<210>  131

<211>  9

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  131

Gln Gln Asp Tyr Ser Ser Pro Trp Thr 

1               5                   

<210>  132

<211>  119

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  132

Gln Val Gln Leu Lys Glu Ser Gly Pro Gly Leu Val Ala Pro Ser Gln 

1               5                   10                  15      

Ser Leu Ser Ile Thr Cys Thr Val Ser Gly Phe Ser Leu Thr Ser Tyr 

            20                  25                  30          

Ala Ile Thr Trp Val Arg Gln Ser Pro Gly Lys Gly Leu Glu Trp Leu 

        35                  40                  45              

Gly Leu Ile Trp Thr Gly Gly Gly Thr Asn Tyr Asn Ser Ala Leu Lys 

    50                  55                  60                  

Ser Arg Leu Ser Ile Ser Lys Asp Asn Ser Lys Ser Gln Val Phe Leu 

65                  70                  75                  80  

Lys Met Asn Ser Leu Gln Thr Asp Asp Thr Ala Arg Tyr Tyr Cys Ala 

                85                  90                  95      



Arg Ile Tyr Asp Gly Tyr Tyr Arg Tyr Phe Asp Val Trp Gly Thr Gly 

            100                 105                 110         

Thr Thr Val Thr Val Ser Ser 

        115                 

<210>  133

<211>  107

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  133

Arg Ile Val Leu Thr Gln Thr Pro Lys Phe Leu Leu Val Ser Ala Gly 

1               5                   10                  15      

Asp Arg Val Thr Met Thr Cys Lys Ala Ser Gln Ser Val Ser Asn Asp 

            20                  25                  30          

Val Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ser Pro Lys Leu Leu Ile 

        35                  40                  45              

Tyr Tyr Ala Ser Asn Arg Tyr Thr Gly Val Pro Asp Arg Phe Thr Gly 

    50                  55                  60                  

Ser Gly Tyr Gly Thr Asp Phe Thr Phe Thr Ile Ser Thr Val Gln Ala 

65                  70                  75                  80  

Glu Asp Leu Ala Val Tyr Phe Cys Gln Gln Asp Tyr Ser Ser Pro Trp 

                85                  90                  95      

Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys 

            100                 105         

<210>  134

<211>  9

<212>  PRT



<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  134

Asn Val Leu Thr Met Pro Thr Ala Tyr 

1               5                   

<210>  135

<211>  9

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  135

Gln Gln Tyr Tyr Ser Tyr Pro Tyr Thr 

1               5                   

<210>  136

<211>  116

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  136

Glu Val Gln Leu Gln Gln Ser Gly Ala Glu Leu Val Arg Ser Gly Ala 

1               5                   10                  15      

Ser Val Lys Leu Ser Cys Thr Ala Ser Gly Phe Asn Ile Lys Asp Tyr 

            20                  25                  30          

Tyr Met His Trp Val Lys Gln Arg Pro Glu Gln Gly Leu Asp Trp Ile 

        35                  40                  45              

Gly Trp Ile Asp Pro Glu Asn Gly Asp Thr Glu Tyr Ala Pro Lys Phe 

    50                  55                  60                  



Gln Gly Lys Ala Thr Met Thr Ala Asp Thr Ser Ser Asn Thr Ala Tyr 

65                  70                  75                  80  

Leu Gln Leu Ser Ser Leu Thr Ser Glu Asp Thr Ala Val Tyr Tyr Cys 

                85                  90                  95      

Asn Val Leu Thr Met Pro Thr Ala Tyr Trp Gly Gln Gly Thr Leu Val 

            100                 105                 110         

Thr Val Ser Ala 

        115     

<210>  137

<211>  113

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  137

Asp Ile Val Met Ser Gln Ser Pro Ser Ser Leu Ala Val Ser Val Gly 

1               5                   10                  15      

Glu Lys Val Ile Met Ser Cys Lys Ser Ser Gln Ser Leu Leu Tyr Ser 

            20                  25                  30          

Ser Asn Gln Lys Asn Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln 

        35                  40                  45              

Ser Pro Lys Leu Leu Ile Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val 

    50                  55                  60                  

Pro Asp Arg Phe Thr Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr 

65                  70                  75                  80  

Ile Ser Ser Val Lys Ala Glu Asp Leu Ala Val Tyr Tyr Cys Gln Gln 

                85                  90                  95      



Tyr Tyr Ser Tyr Pro Tyr Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile 

            100                 105                 110         

Lys 

    

<210>  138

<211>  8

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  138

Gly Phe Thr Phe Ser Ser Tyr Gly 

1               5               

<210>  139

<211>  8

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  139

Ile Thr Ser Gly Gly Ser Tyr Thr 

1               5               

<210>  140

<211>  7

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  140

Ala Leu Trp Ser Leu Asp Tyr 

1               5           



<210>  141

<211>  5

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  141

Ser Ser Leu Ser Tyr 

1               5   

<210>  142

<211>  9

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  142

His Gln Arg Arg Ser Tyr Pro Trp Thr 

1               5                   

<210>  143

<211>  114

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  143

Glu Val Gln Leu Met Glu Ser Gly Gly Asp Leu Val Lys Pro Gly Gly 

1               5                   10                  15      

Ser Leu Lys Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr 

            20                  25                  30          

Gly Leu Ser Trp Val Arg Gln Thr Pro Asp Lys Arg Leu Glu Trp Val 

        35                  40                  45              



Ala Thr Ile Thr Ser Gly Gly Ser Tyr Thr Tyr Tyr Pro Asp Ser Val 

    50                  55                  60                  

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Arg Asn Thr Leu Tyr 

65                  70                  75                  80  

Leu Gln Met Phe Ser Leu Lys Ser Glu Asp Thr Ala Met Tyr Tyr Cys 

                85                  90                  95      

Ala Leu Trp Ser Leu Asp Tyr Trp Gly Gln Gly Thr Thr Leu Thr Val 

            100                 105                 110         

Ser Ser 

        

<210>  144

<211>  106

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  144

Gln Ile Val Leu Thr Gln Ser Pro Ala Ile Met Ser Ala Ser Pro Gly 

1               5                   10                  15      

Glu Lys Val Thr Met Thr Cys Ser Ala Asn Ser Ser Leu Ser Tyr Met 

            20                  25                  30          

His Trp Tyr Gln Gln Lys Pro Gly Thr Ser Pro Lys Arg Trp Ile Tyr 

        35                  40                  45              

Asp Thr Ser Glu Leu Ala Ser Gly Val Pro Ala Arg Phe Ser Gly Ser 

    50                  55                  60                  

Gly Ser Gly Thr Ser Tyr Ser Leu Thr Ile Ser Ser Met Glu Ala Glu 

65                  70                  75                  80  



Asp Ala Ala Thr Tyr Tyr Cys His Gln Arg Arg Ser Tyr Pro Trp Thr 

                85                  90                  95      

Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys 

            100                 105     

<210>  145

<211>  5

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  145

Asp Asp Tyr Met Tyr 

1               5   

<210>  146

<211>  17

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  146

Trp Ile Asp Pro Glu Asn Gly Asp Thr Glu Tyr Ala Ser Lys Phe Gln 

1               5                   10                  15      

Asp 

    

<210>  147

<211>  8

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  147



Trp Leu Arg Arg Gly Leu Asp Tyr 

1               5               

<210>  148

<211>  16

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  148

Arg Ser Ser Lys Ser Leu Leu His Ser Asn Gly Tyr Thr Tyr Leu Phe 

1               5                   10                  15      

<210>  149

<211>  7

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  149

Arg Met Ser Asn Leu Ala Ser 

1               5           

<210>  150

<211>  7

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  150

Gly Phe Asn Ile Lys Asp Asp 

1               5           

<210>  151

<211>  3

<212>  PRT



<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  151

Glu Asn Gly 

1           

<210>  152

<211>  6

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  152

Leu Arg Arg Gly Leu Asp 

1               5       

<210>  153

<211>  12

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  153

Ser Lys Ser Leu Leu His Ser Asn Gly Tyr Thr Tyr 

1               5                   10          

<210>  154

<211>  6

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  154

His Leu Glu Tyr Pro Phe 



1               5       

<210>  155

<211>  6

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  155

Ser Gly Tyr Tyr Trp Asn 

1               5       

<210>  156

<211>  16

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  156

Tyr Ile Thr Phe Asp Gly Ala Asn Asn Tyr Asn Pro Ser Leu Lys Asn 

1               5                   10                  15      

<210>  157

<211>  10

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  157

Ser Ser Tyr Asp Tyr Asp Val Leu Asp Tyr 

1               5                   10  

<210>  158

<211>  11

<212>  PRT

<213>  Artificial Sequence



<220>

<223>  Synthetic

<400>  158

Arg Ala Ser Gln Asp Ile Ser Asn Phe Leu Asn 

1               5                   10      

<210>  159

<211>  7

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  159

Tyr Thr Ser Arg Leu His Ser 

1               5           

<210>  160

<211>  8

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  160

Gly Tyr Ser Ile Thr Ser Gly Tyr 

1               5               

<210>  161

<211>  3

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  161

Phe Asp Gly 

1           



<210>  162

<211>  8

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  162

Ser Tyr Asp Tyr Asp Val Leu Asp 

1               5               

<210>  163

<211>  7

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  163

Ser Gln Asp Ile Ser Asn Phe 

1               5           

<210>  164

<211>  6

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  164

Gly His Thr Leu Pro Tyr 

1               5       

<210>  165

<211>  5

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic



<400>  165

Asp Tyr Cys Ile Asn 

1               5   

<210>  166

<211>  17

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  166

Trp Ile Tyr Pro Gly Ser Gly Asn Thr Arg Tyr Ser Glu Arg Phe Lys 

1               5                   10                  15      

Gly 

    

<210>  167

<211>  11

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  167

Glu Asp Tyr Tyr Pro Tyr His Gly Met Asp Tyr 

1               5                   10      

<210>  168

<211>  15

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  168

Arg Ala Ser Glu Ser Val Asp Gly Tyr Asp Asn Ser Phe Met His 



1               5                   10                  15  

<210>  169

<211>  7

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  169

Arg Ala Ser Asn Leu Glu Ser 

1               5           

<210>  170

<211>  7

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  170

Gly Tyr Ser Phe Thr Asp Tyr 

1               5           

<210>  171

<211>  3

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  171

Gly Ser Gly 

1           

<210>  172

<211>  9

<212>  PRT

<213>  Artificial Sequence



<220>

<223>  Synthetic

<400>  172

Asp Tyr Tyr Pro Tyr His Gly Met Asp 

1               5                   

<210>  173

<211>  11

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  173

Ser Glu Ser Val Asp Gly Tyr Asp Asn Ser Phe 

1               5                   10      

<210>  174

<211>  6

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  174

Ser Ser Glu Asp Pro Trp 

1               5       

<210>  175

<211>  330

<212>  PRT

<213>  Homo sapiens

<400>  175

Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys 

1               5                   10                  15      

Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr 

            20                  25                  30          



Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser 

        35                  40                  45              

Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser 

    50                  55                  60                  

Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gln Thr 

65                  70                  75                  80  

Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys 

                85                  90                  95      

Lys Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys 

            100                 105                 110         

Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro 

        115                 120                 125             

Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys 

    130                 135                 140                 

Val Val Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp 

145                 150                 155                 160 

Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu 

                165                 170                 175     

Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu 

            180                 185                 190         

His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn 

        195                 200                 205             

Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly 

    210                 215                 220                 



Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu 

225                 230                 235                 240 

Leu Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr 

                245                 250                 255     

Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn 

            260                 265                 270         

Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe 

        275                 280                 285             

Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn 

    290                 295                 300                 

Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr 

305                 310                 315                 320 

Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys 

                325                 330 

<210>  176

<211>  330

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  176

Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys 

1               5                   10                  15      

Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr 

            20                  25                  30          

Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser 

        35                  40                  45              



Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser 

    50                  55                  60                  

Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gln Thr 

65                  70                  75                  80  

Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys 

                85                  90                  95      

Lys Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys 

            100                 105                 110         

Pro Ala Pro Glu Ala Ala Gly Gly Pro Ser Val Phe Leu Phe Pro Pro 

        115                 120                 125             

Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys 

    130                 135                 140                 

Val Val Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp 

145                 150                 155                 160 

Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu 

                165                 170                 175     

Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu 

            180                 185                 190         

His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn 

        195                 200                 205             

Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly 

    210                 215                 220                 

Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu 

225                 230                 235                 240 

Leu Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr 

                245                 250                 255     



Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn 

            260                 265                 270         

Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe 

        275                 280                 285             

Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn 

    290                 295                 300                 

Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr 

305                 310                 315                 320 

Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys 

                325                 330 

<210>  177

<211>  107

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  177

Arg Thr Val Ala Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu 

1               5                   10                  15      

Gln Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe 

            20                  25                  30          

Tyr Pro Arg Glu Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln 

        35                  40                  45              

Ser Gly Asn Ser Gln Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser 

    50                  55                  60                  

Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu 

65                  70                  75                  80  



Lys His Lys Val Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser 

                85                  90                  95      

Pro Val Thr Lys Ser Phe Asn Arg Gly Glu Cys 

            100                 105         

<210>  178

<211>  447

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  178

Glu Val Gln Leu Gln Gln Ser Gly Ala Glu Leu Val Arg Pro Gly Ala 

1               5                   10                  15      

Ser Val Lys Leu Ser Cys Thr Ala Ser Gly Phe Asn Ile Lys Asp Asp 

            20                  25                  30          

Tyr Met Tyr Trp Val Lys Gln Arg Pro Glu Gln Gly Leu Glu Trp Ile 

        35                  40                  45              

Gly Trp Ile Asp Pro Glu Asn Gly Asp Thr Glu Tyr Ala Ser Lys Phe 

    50                  55                  60                  

Gln Asp Lys Ala Thr Val Thr Ala Asp Thr Ser Ser Asn Thr Ala Tyr 

65                  70                  75                  80  

Leu Gln Leu Ser Ser Leu Thr Ser Glu Asp Thr Ala Val Tyr Tyr Cys 

                85                  90                  95      

Thr Leu Trp Leu Arg Arg Gly Leu Asp Tyr Trp Gly Gln Gly Thr Ser 

            100                 105                 110         

Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu 

        115                 120                 125             



Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys 

    130                 135                 140                 

Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser 

145                 150                 155                 160 

Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln Ser 

                165                 170                 175     

Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser 

            180                 185                 190         

Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn 

        195                 200                 205             

Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys Thr His 

    210                 215                 220                 

Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val 

225                 230                 235                 240 

Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr 

                245                 250                 255     

Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu 

            260                 265                 270         

Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys 

        275                 280                 285             

Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser 

    290                 295                 300                 

Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys 

305                 310                 315                 320 



Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile 

                325                 330                 335     

Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro 

            340                 345                 350         

Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser Leu Thr Cys Leu 

        355                 360                 365             

Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn 

    370                 375                 380                 

Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser 

385                 390                 395                 400 

Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg 

                405                 410                 415     

Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu 

            420                 425                 430         

His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys 

        435                 440                 445         

<210>  179

<211>  219

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  179

Asp Ile Val Met Thr Gln Ala Ala Pro Ser Val Pro Val Thr Pro Gly 

1               5                   10                  15      

Glu Ser Val Ser Ile Ser Cys Arg Ser Ser Lys Ser Leu Leu His Ser 

            20                  25                  30          



Asn Gly Tyr Thr Tyr Leu Phe Trp Phe Leu Gln Arg Pro Gly Gln Ser 

        35                  40                  45              

Pro Gln Leu Leu Ile Tyr Arg Met Ser Asn Leu Ala Ser Gly Val Pro 

    50                  55                  60                  

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Ala Phe Thr Leu Arg Ile 

65                  70                  75                  80  

Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Met Gln His 

                85                  90                  95      

Leu Glu Tyr Pro Phe Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys 

            100                 105                 110         

Arg Thr Val Ala Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu 

        115                 120                 125             

Gln Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe 

    130                 135                 140                 

Tyr Pro Arg Glu Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln 

145                 150                 155                 160 

Ser Gly Asn Ser Gln Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser 

                165                 170                 175     

Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu 

            180                 185                 190         

Lys His Lys Val Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser 

        195                 200                 205             

Pro Val Thr Lys Ser Phe Asn Arg Gly Glu Cys 

    210                 215                 

<210>  180

<211>  449



<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  180

Asp Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Gln 

1               5                   10                  15      

Ser Leu Ser Leu Thr Cys Ser Val Thr Gly Tyr Ser Ile Thr Ser Gly 

            20                  25                  30          

Tyr Tyr Trp Asn Trp Ile Arg Gln Phe Pro Gly Asn Lys Leu Glu Trp 

        35                  40                  45              

Met Gly Tyr Ile Thr Phe Asp Gly Ala Asn Asn Tyr Asn Pro Ser Leu 

    50                  55                  60                  

Lys Asn Arg Ile Ser Ile Thr Arg Asp Thr Ser Lys Asn Gln Phe Phe 

65                  70                  75                  80  

Leu Lys Leu Thr Ser Val Thr Thr Glu Asp Thr Ala Thr Tyr Tyr Cys 

                85                  90                  95      

Thr Arg Ser Ser Tyr Asp Tyr Asp Val Leu Asp Tyr Trp Gly Gln Gly 

            100                 105                 110         

Thr Thr Leu Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe 

        115                 120                 125             

Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu 

    130                 135                 140                 

Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp 

145                 150                 155                 160 

Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu 

                165                 170                 175     



Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser 

            180                 185                 190         

Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro 

        195                 200                 205             

Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys 

    210                 215                 220                 

Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro 

225                 230                 235                 240 

Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser 

                245                 250                 255     

Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp 

            260                 265                 270         

Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn 

        275                 280                 285             

Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val 

    290                 295                 300                 

Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu 

305                 310                 315                 320 

Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys 

                325                 330                 335     

Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr 

            340                 345                 350         

Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser Leu Thr 

        355                 360                 365             



Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu 

    370                 375                 380                 

Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu 

385                 390                 395                 400 

Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys 

                405                 410                 415     

Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu 

            420                 425                 430         

Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly 

        435                 440                 445             

Lys 

    

<210>  181

<211>  214

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  181

Asp Ile Gln Met Thr Gln Thr Thr Ser Ser Leu Ser Ala Ser Leu Gly 

1               5                   10                  15      

Asp Arg Val Thr Ile Ser Cys Arg Ala Ser Gln Asp Ile Ser Asn Phe 

            20                  25                  30          

Leu Asn Trp Tyr Gln Gln Arg Pro Asp Gly Thr Val Lys Leu Leu Ile 

        35                  40                  45              

Tyr Tyr Thr Ser Arg Leu His Ser Gly Val Pro Ser Arg Phe Ser Gly 

    50                  55                  60                  



Ser Gly Ser Gly Thr Asp Phe Ser Leu Thr Val Ser Asn Leu Glu Gln 

65                  70                  75                  80  

Glu Asp Ile Ala Thr Tyr Phe Cys Gln Gln Gly His Thr Leu Pro Tyr 

                85                  90                  95      

Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys Arg Thr Val Ala Ala 

            100                 105                 110         

Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly 

        115                 120                 125             

Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala 

    130                 135                 140                 

Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln 

145                 150                 155                 160 

Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser 

                165                 170                 175     

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr 

            180                 185                 190         

Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser 

        195                 200                 205             

Phe Asn Arg Gly Glu Cys 

    210                 

<210>  182

<211>  450

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  182



Gln Ile Gln Leu Gln Gln Ser Gly Pro Glu Leu Val Arg Pro Gly Ala 

1               5                   10                  15      

Ser Val Lys Ile Ser Cys Lys Ala Ser Gly Tyr Ser Phe Thr Asp Tyr 

            20                  25                  30          

Cys Ile Asn Trp Val Asn Gln Arg Pro Gly Gln Gly Leu Glu Trp Ile 

        35                  40                  45              

Gly Trp Ile Tyr Pro Gly Ser Gly Asn Thr Arg Tyr Ser Glu Arg Phe 

    50                  55                  60                  

Lys Gly Lys Ala Thr Leu Thr Val Asp Thr Ser Ser Asn Thr Ala Tyr 

65                  70                  75                  80  

Met Gln Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Phe Cys 

                85                  90                  95      

Ala Arg Glu Asp Tyr Tyr Pro Tyr His Gly Met Asp Tyr Trp Gly Gln 

            100                 105                 110         

Gly Thr Ser Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val 

        115                 120                 125             

Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala 

    130                 135                 140                 

Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser 

145                 150                 155                 160 

Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val 

                165                 170                 175     

Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro 

            180                 185                 190         

Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys 

        195                 200                 205             



Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp 

    210                 215                 220                 

Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly 

225                 230                 235                 240 

Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile 

                245                 250                 255     

Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu 

            260                 265                 270         

Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His 

        275                 280                 285             

Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg 

    290                 295                 300                 

Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys 

305                 310                 315                 320 

Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu 

                325                 330                 335     

Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr 

            340                 345                 350         

Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser Leu 

        355                 360                 365             

Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp 

    370                 375                 380                 

Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val 

385                 390                 395                 400 



Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp 

                405                 410                 415     

Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His 

            420                 425                 430         

Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro 

        435                 440                 445             

Gly Lys 

    450 

<210>  183

<211>  218

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  183

Asp Ile Val Leu Thr Gln Ser Pro Thr Ser Leu Ala Val Ser Leu Gly 

1               5                   10                  15      

Gln Arg Ala Thr Ile Ser Cys Arg Ala Ser Glu Ser Val Asp Gly Tyr 

            20                  25                  30          

Asp Asn Ser Phe Met His Trp Tyr Gln Gln Lys Pro Gly Gln Pro Pro 

        35                  40                  45              

Lys Leu Leu Ile Phe Arg Ala Ser Asn Leu Glu Ser Gly Ile Pro Ala 

    50                  55                  60                  

Arg Phe Ser Gly Ser Gly Ser Arg Thr Asp Phe Thr Leu Thr Ile Asn 

65                  70                  75                  80  

Pro Val Glu Ala Ala Asp Val Ala Thr Tyr Tyr Cys Gln Gln Ser Ser 

                85                  90                  95      



Glu Asp Pro Trp Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys Arg 

            100                 105                 110         

Thr Val Ala Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln 

        115                 120                 125             

Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr 

    130                 135                 140                 

Pro Arg Glu Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser 

145                 150                 155                 160 

Gly Asn Ser Gln Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr 

                165                 170                 175     

Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys 

            180                 185                 190         

His Lys Val Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro 

        195                 200                 205             

Val Thr Lys Ser Phe Asn Arg Gly Glu Cys 

    210                 215             

<210>  184

<211>  108

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  184

Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys 

1               5                   10                  15      

Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr 

            20                  25                  30          



Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser 

        35                  40                  45              

Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser 

    50                  55                  60                  

Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gln Thr 

65                  70                  75                  80  

Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys 

                85                  90                  95      

Lys Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr 

            100                 105             

<210>  185

<211>  225

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  185

Glu Val Gln Leu Gln Gln Ser Gly Ala Glu Leu Val Arg Pro Gly Ala 

1               5                   10                  15      

Ser Val Lys Leu Ser Cys Thr Ala Ser Gly Phe Asn Ile Lys Asp Asp 

            20                  25                  30          

Tyr Met Tyr Trp Val Lys Gln Arg Pro Glu Gln Gly Leu Glu Trp Ile 

        35                  40                  45              

Gly Trp Ile Asp Pro Glu Asn Gly Asp Thr Glu Tyr Ala Ser Lys Phe 

    50                  55                  60                  

Gln Asp Lys Ala Thr Val Thr Ala Asp Thr Ser Ser Asn Thr Ala Tyr 

65                  70                  75                  80  



Leu Gln Leu Ser Ser Leu Thr Ser Glu Asp Thr Ala Val Tyr Tyr Cys 

                85                  90                  95      

Thr Leu Trp Leu Arg Arg Gly Leu Asp Tyr Trp Gly Gln Gly Thr Ser 

            100                 105                 110         

Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu 

        115                 120                 125             

Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys 

    130                 135                 140                 

Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser 

145                 150                 155                 160 

Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln Ser 

                165                 170                 175     

Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser 

            180                 185                 190         

Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn 

        195                 200                 205             

Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys Thr His 

    210                 215                 220                 

Thr 

225 

<210>  186

<211>  227

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  186



Asp Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Gln 

1               5                   10                  15      

Ser Leu Ser Leu Thr Cys Ser Val Thr Gly Tyr Ser Ile Thr Ser Gly 

            20                  25                  30          

Tyr Tyr Trp Asn Trp Ile Arg Gln Phe Pro Gly Asn Lys Leu Glu Trp 

        35                  40                  45              

Met Gly Tyr Ile Thr Phe Asp Gly Ala Asn Asn Tyr Asn Pro Ser Leu 

    50                  55                  60                  

Lys Asn Arg Ile Ser Ile Thr Arg Asp Thr Ser Lys Asn Gln Phe Phe 

65                  70                  75                  80  

Leu Lys Leu Thr Ser Val Thr Thr Glu Asp Thr Ala Thr Tyr Tyr Cys 

                85                  90                  95      

Thr Arg Ser Ser Tyr Asp Tyr Asp Val Leu Asp Tyr Trp Gly Gln Gly 

            100                 105                 110         

Thr Thr Leu Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe 

        115                 120                 125             

Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu 

    130                 135                 140                 

Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp 

145                 150                 155                 160 

Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu 

                165                 170                 175     

Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser 

            180                 185                 190         

Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro 

        195                 200                 205             



Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys 

    210                 215                 220                 

Thr His Thr 

225         

<210>  187

<211>  228

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  187

Gln Ile Gln Leu Gln Gln Ser Gly Pro Glu Leu Val Arg Pro Gly Ala 

1               5                   10                  15      

Ser Val Lys Ile Ser Cys Lys Ala Ser Gly Tyr Ser Phe Thr Asp Tyr 

            20                  25                  30          

Cys Ile Asn Trp Val Asn Gln Arg Pro Gly Gln Gly Leu Glu Trp Ile 

        35                  40                  45              

Gly Trp Ile Tyr Pro Gly Ser Gly Asn Thr Arg Tyr Ser Glu Arg Phe 

    50                  55                  60                  

Lys Gly Lys Ala Thr Leu Thr Val Asp Thr Ser Ser Asn Thr Ala Tyr 

65                  70                  75                  80  

Met Gln Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Phe Cys 

                85                  90                  95      

Ala Arg Glu Asp Tyr Tyr Pro Tyr His Gly Met Asp Tyr Trp Gly Gln 

            100                 105                 110         

Gly Thr Ser Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val 

        115                 120                 125             



Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala 

    130                 135                 140                 

Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser 

145                 150                 155                 160 

Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val 

                165                 170                 175     

Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro 

            180                 185                 190         

Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys 

        195                 200                 205             

Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp 

    210                 215                 220                 

Lys Thr His Thr 

225             

<210>  188

<211>  8

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  188

Gly Tyr Ser Phe Thr Ser Tyr Trp 

1               5               

<210>  189

<211>  8

<212>  PRT

<213>  Artificial Sequence

<220>



<223>  Synthetic

<400>  189

Ile Tyr Pro Gly Asp Ser Asp Thr 

1               5               

<210>  190

<211>  8

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  190

Ile Tyr Pro Gly Asp Ser Asp Thr 

1               5               

<210>  191

<211>  6

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  191

Gln Ser Ile Ser Ser Tyr 

1               5       

<210>  192

<211>  3

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  192

Ala Ala Ser 

1           



<210>  193

<211>  9

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  193

Gln Gln Ser Tyr Ser Thr Pro Leu Thr 

1               5                   

<210>  194

<211>  5

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  194

Ser Tyr Trp Ile Gly 

1               5   

<210>  195

<211>  18

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  195

Ile Ile Tyr Pro Gly Asp Ser Asp Thr Arg Tyr Ser Pro Ser Phe Gln 

1               5                   10                  15      

Gly Gln 

        

<210>  196

<211>  13

<212>  PRT

<213>  Artificial Sequence



<220>

<223>  Synthetic

<400>  196

Phe Pro Tyr Asp Ser Ser Gly Tyr Tyr Ser Phe Asp Tyr 

1               5                   10              

<210>  197

<211>  11

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  197

Arg Ala Ser Gln Ser Ile Ser Ser Tyr Leu Asn 

1               5                   10      

<210>  198

<211>  7

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  198

Ala Ala Ser Ser Leu Gln Ser 

1               5           

<210>  199

<211>  7

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  199

Gly Tyr Ser Phe Thr Ser Tyr 

1               5           



<210>  200

<211>  3

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  200

Gly Asp Ser 

1           

<210>  201

<211>  11

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  201

Pro Tyr Asp Ser Ser Gly Tyr Tyr Ser Phe Asp 

1               5                   10      

<210>  202

<211>  7

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  202

Ser Gln Ser Ile Ser Ser Tyr 

1               5           

<210>  203

<211>  6

<212>  PRT

<213>  Artificial Sequence

<220>



<223>  Synthetic

<400>  203

Ser Tyr Ser Thr Pro Leu 

1               5       

<210>  204

<211>  122

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  204

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Glu 

1               5                   10                  15      

Ser Leu Lys Ile Ser Cys Lys Gly Ser Gly Tyr Ser Phe Thr Ser Tyr 

            20                  25                  30          

Trp Ile Gly Trp Val Arg Gln Met Pro Gly Lys Gly Leu Glu Trp Met 

        35                  40                  45              

Gly Ile Ile Tyr Pro Gly Asp Ser Asp Thr Arg Tyr Ser Pro Ser Phe 

    50                  55                  60                  

Gln Gly Gln Val Thr Ile Ser Ala Asp Lys Ser Ile Ser Thr Ala Tyr 

65                  70                  75                  80  

Leu Gln Trp Ser Ser Leu Lys Ala Ser Asp Thr Ala Met Tyr Tyr Cys 

                85                  90                  95      

Ala Arg Phe Pro Tyr Asp Ser Ser Gly Tyr Tyr Ser Phe Asp Tyr Trp 

            100                 105                 110         

Gly Gln Gly Thr Leu Val Thr Val Ser Ser 

        115                 120         



<210>  205

<211>  107

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  205

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly 

1               5                   10                  15      

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Ser Ile Ser Ser Tyr 

            20                  25                  30          

Leu Asn Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile 

        35                  40                  45              

Tyr Ala Ala Ser Ser Leu Gln Ser Gly Val Pro Ser Arg Phe Ser Gly 

    50                  55                  60                  

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro 

65                  70                  75                  80  

Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Ser Tyr Ser Thr Pro Leu 

                85                  90                  95      

Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys 

            100                 105         

<210>  206

<211>  243

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  206

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly 

1               5                   10                  15      



Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Ser Ile Ser Ser Tyr 

            20                  25                  30          

Leu Asn Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile 

        35                  40                  45              

Tyr Ala Ala Ser Ser Leu Gln Ser Gly Val Pro Ser Arg Phe Ser Gly 

    50                  55                  60                  

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro 

65                  70                  75                  80  

Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Ser Tyr Ser Thr Pro Leu 

                85                  90                  95      

Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Glu Gly Lys Ser Ser 

            100                 105                 110         

Gly Ser Gly Ser Glu Ser Lys Ala Ser Gln Val Gln Leu Val Gln Ser 

        115                 120                 125             

Gly Ala Glu Val Lys Lys Pro Gly Glu Ser Leu Lys Ile Ser Cys Lys 

    130                 135                 140                 

Gly Ser Gly Tyr Ser Phe Thr Ser Tyr Trp Ile Gly Trp Val Arg Gln 

145                 150                 155                 160 

Met Pro Gly Lys Gly Leu Glu Trp Met Gly Ile Ile Tyr Pro Gly Asp 

                165                 170                 175     

Ser Asp Thr Arg Tyr Ser Pro Ser Phe Gln Gly Gln Val Thr Ile Ser 

            180                 185                 190         

Ala Asp Lys Ser Ile Ser Thr Ala Tyr Leu Gln Trp Ser Ser Leu Lys 

        195                 200                 205             



Ala Ser Asp Thr Ala Met Tyr Tyr Cys Ala Arg Phe Pro Tyr Asp Ser 

    210                 215                 220                 

Ser Gly Tyr Tyr Ser Phe Asp Tyr Trp Gly Gln Gly Thr Leu Val Thr 

225                 230                 235                 240 

Val Ser Ser 

            

<210>  207

<211>  231

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  207

Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro 

1               5                   10                  15      

Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys 

            20                  25                  30          

Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val 

        35                  40                  45              

Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp 

    50                  55                  60                  

Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr 

65                  70                  75                  80  

Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp 

                85                  90                  95      

Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu 

            100                 105                 110         



Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg 

        115                 120                 125             

Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys 

    130                 135                 140                 

Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp 

145                 150                 155                 160 

Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys 

                165                 170                 175     

Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser 

            180                 185                 190         

Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser 

        195                 200                 205             

Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser 

    210                 215                 220                 

Leu Ser Leu Ser Pro Gly Lys 

225                 230     

<210>  208

<211>  481

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  208

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly 

1               5                   10                  15      

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Ser Ile Ser Ser Tyr 

            20                  25                  30          



Leu Asn Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile 

        35                  40                  45              

Tyr Ala Ala Ser Ser Leu Gln Ser Gly Val Pro Ser Arg Phe Ser Gly 

    50                  55                  60                  

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro 

65                  70                  75                  80  

Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Ser Tyr Ser Thr Pro Leu 

                85                  90                  95      

Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Glu Gly Lys Ser Ser 

            100                 105                 110         

Gly Ser Gly Ser Glu Ser Lys Ala Ser Gln Val Gln Leu Val Gln Ser 

        115                 120                 125             

Gly Ala Glu Val Lys Lys Pro Gly Glu Ser Leu Lys Ile Ser Cys Lys 

    130                 135                 140                 

Gly Ser Gly Tyr Ser Phe Thr Ser Tyr Trp Ile Gly Trp Val Arg Gln 

145                 150                 155                 160 

Met Pro Gly Lys Gly Leu Glu Trp Met Gly Ile Ile Tyr Pro Gly Asp 

                165                 170                 175     

Ser Asp Thr Arg Tyr Ser Pro Ser Phe Gln Gly Gln Val Thr Ile Ser 

            180                 185                 190         

Ala Asp Lys Ser Ile Ser Thr Ala Tyr Leu Gln Trp Ser Ser Leu Lys 

        195                 200                 205             

Ala Ser Asp Thr Ala Met Tyr Tyr Cys Ala Arg Phe Pro Tyr Asp Ser 

    210                 215                 220                 

Ser Gly Tyr Tyr Ser Phe Asp Tyr Trp Gly Gln Gly Thr Leu Val Thr 

225                 230                 235                 240 



Val Ser Ser Asp Ile Glu Gly Arg Met Asp Pro Lys Ser Cys Asp Lys 

                245                 250                 255     

Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro 

            260                 265                 270         

Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser 

        275                 280                 285             

Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp 

    290                 295                 300                 

Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn 

305                 310                 315                 320 

Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val 

                325                 330                 335     

Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu 

            340                 345                 350         

Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys 

        355                 360                 365             

Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr 

    370                 375                 380                 

Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser Leu Thr 

385                 390                 395                 400 

Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu 

                405                 410                 415     

Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu 

            420                 425                 430         



Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys 

        435                 440                 445             

Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu 

    450                 455                 460                 

Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly 

465                 470                 475                 480 

Lys 

    

<210>  209

<211>  481

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  209

Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro 

1               5                   10                  15      

Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys 

            20                  25                  30          

Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val 

        35                  40                  45              

Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp 

    50                  55                  60                  

Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr 

65                  70                  75                  80  

Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp 

                85                  90                  95      



Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu 

            100                 105                 110         

Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg 

        115                 120                 125             

Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys 

    130                 135                 140                 

Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp 

145                 150                 155                 160 

Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys 

                165                 170                 175     

Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser 

            180                 185                 190         

Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser 

        195                 200                 205             

Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser 

    210                 215                 220                 

Leu Ser Leu Ser Pro Gly Lys Asp Ile Glu Gly Arg Met Asp Asp Ile 

225                 230                 235                 240 

Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly Asp Arg 

                245                 250                 255     

Val Thr Ile Thr Cys Arg Ala Ser Gln Ser Ile Ser Ser Tyr Leu Asn 

            260                 265                 270         

Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile Tyr Ala 

        275                 280                 285             

Ala Ser Ser Leu Gln Ser Gly Val Pro Ser Arg Phe Ser Gly Ser Gly 

    290                 295                 300                 



Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro Glu Asp 

305                 310                 315                 320 

Phe Ala Thr Tyr Tyr Cys Gln Gln Ser Tyr Ser Thr Pro Leu Thr Phe 

                325                 330                 335     

Gly Gly Gly Thr Lys Val Glu Ile Lys Glu Gly Lys Ser Ser Gly Ser 

            340                 345                 350         

Gly Ser Glu Ser Lys Ala Ser Gln Val Gln Leu Val Gln Ser Gly Ala 

        355                 360                 365             

Glu Val Lys Lys Pro Gly Glu Ser Leu Lys Ile Ser Cys Lys Gly Ser 

    370                 375                 380                 

Gly Tyr Ser Phe Thr Ser Tyr Trp Ile Gly Trp Val Arg Gln Met Pro 

385                 390                 395                 400 

Gly Lys Gly Leu Glu Trp Met Gly Ile Ile Tyr Pro Gly Asp Ser Asp 

                405                 410                 415     

Thr Arg Tyr Ser Pro Ser Phe Gln Gly Gln Val Thr Ile Ser Ala Asp 

            420                 425                 430         

Lys Ser Ile Ser Thr Ala Tyr Leu Gln Trp Ser Ser Leu Lys Ala Ser 

        435                 440                 445             

Asp Thr Ala Met Tyr Tyr Cys Ala Arg Phe Pro Tyr Asp Ser Ser Gly 

    450                 455                 460                 

Tyr Tyr Ser Phe Asp Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser 

465                 470                 475                 480 

Ser 

    



<210>  210

<211>  453

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  210

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Glu 

1               5                   10                  15      

Ser Leu Lys Ile Ser Cys Lys Gly Ser Gly Tyr Ser Phe Thr Ser Tyr 

            20                  25                  30          

Trp Ile Gly Trp Val Arg Gln Met Pro Gly Lys Gly Leu Glu Trp Met 

        35                  40                  45              

Gly Ile Ile Tyr Pro Gly Asp Ser Asp Thr Arg Tyr Ser Pro Ser Phe 

    50                  55                  60                  

Gln Gly Gln Val Thr Ile Ser Ala Asp Lys Ser Ile Ser Thr Ala Tyr 

65                  70                  75                  80  

Leu Gln Trp Ser Ser Leu Lys Ala Ser Asp Thr Ala Met Tyr Tyr Cys 

                85                  90                  95      

Ala Arg Phe Pro Tyr Asp Ser Ser Gly Tyr Tyr Ser Phe Asp Tyr Trp 

            100                 105                 110         

Gly Gln Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro 

        115                 120                 125             

Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr 

    130                 135                 140                 

Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr 

145                 150                 155                 160 



Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro 

                165                 170                 175     

Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr 

            180                 185                 190         

Val Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn 

        195                 200                 205             

His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser 

    210                 215                 220                 

Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu 

225                 230                 235                 240 

Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr 

                245                 250                 255     

Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val 

            260                 265                 270         

Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val 

        275                 280                 285             

Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser 

    290                 295                 300                 

Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu 

305                 310                 315                 320 

Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala 

                325                 330                 335     

Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro 

            340                 345                 350         

Gln Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln 

        355                 360                 365             



Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala 

    370                 375                 380                 

Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr 

385                 390                 395                 400 

Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu 

                405                 410                 415     

Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser 

            420                 425                 430         

Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser 

        435                 440                 445             

Leu Ser Pro Gly Lys 

    450             

<210>  211

<211>  452

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  211

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Glu 

1               5                   10                  15      

Ser Leu Lys Ile Ser Cys Lys Gly Ser Gly Tyr Ser Phe Thr Ser Tyr 

            20                  25                  30          

Trp Ile Gly Trp Val Arg Gln Met Pro Gly Lys Gly Leu Glu Trp Met 

        35                  40                  45              

Gly Ile Ile Tyr Pro Gly Asp Ser Asp Thr Arg Tyr Ser Pro Ser Phe 

    50                  55                  60                  



Gln Gly Gln Val Thr Ile Ser Ala Asp Lys Ser Ile Ser Thr Ala Tyr 

65                  70                  75                  80  

Leu Gln Trp Ser Ser Leu Lys Ala Ser Asp Thr Ala Met Tyr Tyr Cys 

                85                  90                  95      

Ala Arg Phe Pro Tyr Asp Ser Ser Gly Tyr Tyr Ser Phe Asp Tyr Trp 

            100                 105                 110         

Gly Gln Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro 

        115                 120                 125             

Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr 

    130                 135                 140                 

Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr 

145                 150                 155                 160 

Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro 

                165                 170                 175     

Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr 

            180                 185                 190         

Val Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn 

        195                 200                 205             

His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser 

    210                 215                 220                 

Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Ala Ala 

225                 230                 235                 240 

Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu 

                245                 250                 255     



Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser 

            260                 265                 270         

His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu 

        275                 280                 285             

Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr 

    290                 295                 300                 

Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn 

305                 310                 315                 320 

Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro 

                325                 330                 335     

Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln 

            340                 345                 350         

Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val 

        355                 360                 365             

Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val 

    370                 375                 380                 

Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro 

385                 390                 395                 400 

Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr 

                405                 410                 415     

Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val 

            420                 425                 430         

Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu 

        435                 440                 445             

Ser Pro Gly Lys 

    450         



<210>  212

<211>  214

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  212

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly 

1               5                   10                  15      

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Ser Ile Ser Ser Tyr 

            20                  25                  30          

Leu Asn Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile 

        35                  40                  45              

Tyr Ala Ala Ser Ser Leu Gln Ser Gly Val Pro Ser Arg Phe Ser Gly 

    50                  55                  60                  

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro 

65                  70                  75                  80  

Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Ser Tyr Ser Thr Pro Leu 

                85                  90                  95      

Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala 

            100                 105                 110         

Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly 

        115                 120                 125             

Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala 

    130                 135                 140                 

Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln 

145                 150                 155                 160 



Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser 

                165                 170                 175     

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr 

            180                 185                 190         

Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser 

        195                 200                 205             

Phe Asn Arg Gly Glu Cys 

    210                 

<210>  213

<211>  232

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  213

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Glu 

1               5                   10                  15      

Ser Leu Lys Ile Ser Cys Lys Gly Ser Gly Tyr Ser Phe Thr Ser Tyr 

            20                  25                  30          

Trp Ile Gly Trp Val Arg Gln Met Pro Gly Lys Gly Leu Glu Trp Met 

        35                  40                  45              

Gly Ile Ile Tyr Pro Gly Asp Ser Asp Thr Arg Tyr Ser Pro Ser Phe 

    50                  55                  60                  

Gln Gly Gln Val Thr Ile Ser Ala Asp Lys Ser Ile Ser Thr Ala Tyr 

65                  70                  75                  80  

Leu Gln Trp Ser Ser Leu Lys Ala Ser Asp Thr Ala Met Tyr Tyr Cys 

                85                  90                  95      



Ala Arg Phe Pro Tyr Asp Ser Ser Gly Tyr Tyr Ser Phe Asp Tyr Trp 

            100                 105                 110         

Gly Gln Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro 

        115                 120                 125             

Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr 

    130                 135                 140                 

Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr 

145                 150                 155                 160 

Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro 

                165                 170                 175     

Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr 

            180                 185                 190         

Val Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn 

        195                 200                 205             

His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser 

    210                 215                 220                 

Cys Asp Lys Thr His Thr Cys Pro 

225                 230         

<210>  214

<211>  19

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  214

Met Gly Trp Ser Cys Ile Ile Leu Phe Leu Val Ala Thr Ala Thr Gly 

1               5                   10                  15      



Val His Ser 

            

<210>  215

<211>  14

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  215

Glu Gly Lys Ser Ser Gly Ser Gly Ser Glu Ser Lys Ala Ser 

1               5                   10                  

<210>  216

<211>  5

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  216

Ser Tyr Trp Met His 

1               5   

<210>  217

<211>  17

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  217

Glu Ile Asn Pro Thr Asn Gly Arg Thr Asn Tyr Ile Glu Lys Phe Lys 

1               5                   10                  15      

Ser 

    



<210>  218

<211>  7

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  218

Gly Thr Arg Ala Tyr His Tyr 

1               5           

<210>  219

<211>  11

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  219

Arg Ala Ser Asp Asn Leu Tyr Ser Asn Leu Ala 

1               5                   10      

<210>  220

<211>  7

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  220

Asp Ala Thr Asn Leu Ala Asp 

1               5           

<210>  221

<211>  9

<212>  PRT

<213>  Artificial Sequence

<220>



<223>  Synthetic

<400>  221

Gln His Phe Trp Gly Thr Pro Leu Thr 

1               5                   

<210>  222

<211>  7

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  222

Gly Tyr Thr Phe Thr Ser Tyr 

1               5           

<210>  223

<211>  6

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  223

Asn Pro Thr Asn Gly Arg 

1               5       

<210>  224

<211>  6

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  224

Thr Ser Tyr Trp Met His 

1               5       



<210>  225

<211>  13

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  225

Trp Ile Gly Glu Ile Asn Pro Thr Asn Gly Arg Thr Asn 

1               5                   10              

<210>  226

<211>  6

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  226

Ala Arg Gly Thr Arg Ala 

1               5       

<210>  227

<211>  7

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  227

Tyr Ser Asn Leu Ala Trp Tyr 

1               5           

<210>  228

<211>  10

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic



<400>  228

Leu Leu Val Tyr Asp Ala Thr Asn Leu Ala 

1               5                   10  

<210>  229

<211>  8

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  229

Gln His Phe Trp Gly Thr Pro Leu 

1               5               

<210>  230

<211>  116

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  230

Gln Val Gln Leu Gln Gln Pro Gly Ala Glu Leu Val Lys Pro Gly Ala 

1               5                   10                  15      

Ser Val Lys Leu Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr 

            20                  25                  30          

Trp Met His Trp Val Lys Gln Arg Pro Gly Gln Gly Leu Glu Trp Ile 

        35                  40                  45              

Gly Glu Ile Asn Pro Thr Asn Gly Arg Thr Asn Tyr Ile Glu Lys Phe 

    50                  55                  60                  

Lys Ser Lys Ala Thr Leu Thr Val Asp Lys Ser Ser Ser Thr Ala Tyr 

65                  70                  75                  80  



Met Gln Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Tyr Cys 

                85                  90                  95      

Ala Arg Gly Thr Arg Ala Tyr His Tyr Trp Gly Gln Gly Thr Ser Val 

            100                 105                 110         

Thr Val Ser Ser 

        115     

<210>  231

<211>  107

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  231

Asp Ile Gln Met Thr Gln Ser Pro Ala Ser Leu Ser Val Ser Val Gly 

1               5                   10                  15      

Glu Thr Val Thr Ile Thr Cys Arg Ala Ser Asp Asn Leu Tyr Ser Asn 

            20                  25                  30          

Leu Ala Trp Tyr Gln Gln Lys Gln Gly Lys Ser Pro Gln Leu Leu Val 

        35                  40                  45              

Tyr Asp Ala Thr Asn Leu Ala Asp Gly Val Pro Ser Arg Phe Ser Gly 

    50                  55                  60                  

Ser Gly Ser Gly Thr Gln Tyr Ser Leu Lys Ile Asn Ser Leu Gln Ser 

65                  70                  75                  80  

Glu Asp Phe Gly Thr Tyr Tyr Cys Gln His Phe Trp Gly Thr Pro Leu 

                85                  90                  95      

Thr Phe Gly Ala Gly Thr Lys Leu Glu Leu Lys 

            100                 105         



<210>  232

<211>  9

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  232

Gln His Phe Ala Gly Thr Pro Leu Thr 

1               5                   

<210>  233

<211>  8

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  233

Gln His Phe Ala Gly Thr Pro Leu 

1               5               

<210>  234

<211>  116

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  234

Glu Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 

1               5                   10                  15      

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr 

            20                  25                  30          

Trp Met His Trp Val Arg Gln Ala Pro Gly Gln Arg Leu Glu Trp Ile 

        35                  40                  45              



Gly Glu Ile Asn Pro Thr Asn Gly Arg Thr Asn Tyr Ile Glu Lys Phe 

    50                  55                  60                  

Lys Ser Arg Ala Thr Leu Thr Val Asp Lys Ser Ala Ser Thr Ala Tyr 

65                  70                  75                  80  

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys 

                85                  90                  95      

Ala Arg Gly Thr Arg Ala Tyr His Tyr Trp Gly Gln Gly Thr Met Val 

            100                 105                 110         

Thr Val Ser Ser 

        115     

<210>  235

<211>  107

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  235

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly 

1               5                   10                  15      

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Asp Asn Leu Tyr Ser Asn 

            20                  25                  30          

Leu Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ser Pro Lys Leu Leu Val 

        35                  40                  45              

Tyr Asp Ala Thr Asn Leu Ala Asp Gly Val Pro Ser Arg Phe Ser Gly 

    50                  55                  60                  

Ser Gly Ser Gly Thr Asp Tyr Thr Leu Thr Ile Ser Ser Leu Gln Pro 

65                  70                  75                  80  



Glu Asp Phe Ala Thr Tyr Tyr Cys Gln His Phe Trp Gly Thr Pro Leu 

                85                  90                  95      

Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys 

            100                 105         

<210>  236

<211>  446

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  236

Gln Val Gln Leu Gln Gln Pro Gly Ala Glu Leu Val Lys Pro Gly Ala 

1               5                   10                  15      

Ser Val Lys Leu Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr 

            20                  25                  30          

Trp Met His Trp Val Lys Gln Arg Pro Gly Gln Gly Leu Glu Trp Ile 

        35                  40                  45              

Gly Glu Ile Asn Pro Thr Asn Gly Arg Thr Asn Tyr Ile Glu Lys Phe 

    50                  55                  60                  

Lys Ser Lys Ala Thr Leu Thr Val Asp Lys Ser Ser Ser Thr Ala Tyr 

65                  70                  75                  80  

Met Gln Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Tyr Cys 

                85                  90                  95      

Ala Arg Gly Thr Arg Ala Tyr His Tyr Trp Gly Gln Gly Thr Ser Val 

            100                 105                 110         

Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala 

        115                 120                 125             



Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu 

    130                 135                 140                 

Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly 

145                 150                 155                 160 

Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser 

                165                 170                 175     

Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu 

            180                 185                 190         

Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn Thr 

        195                 200                 205             

Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr 

    210                 215                 220                 

Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe 

225                 230                 235                 240 

Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro 

                245                 250                 255     

Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu Val 

            260                 265                 270         

Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr 

        275                 280                 285             

Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val 

    290                 295                 300                 

Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys 

305                 310                 315                 320 

Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser 

                325                 330                 335     



Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro 

            340                 345                 350         

Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val 

        355                 360                 365             

Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly 

    370                 375                 380                 

Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp 

385                 390                 395                 400 

Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp 

                405                 410                 415     

Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His 

            420                 425                 430         

Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys 

        435                 440                 445     

<210>  237

<211>  214

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  237

Asp Ile Gln Met Thr Gln Ser Pro Ala Ser Leu Ser Val Ser Val Gly 

1               5                   10                  15      

Glu Thr Val Thr Ile Thr Cys Arg Ala Ser Asp Asn Leu Tyr Ser Asn 

            20                  25                  30          

Leu Ala Trp Tyr Gln Gln Lys Gln Gly Lys Ser Pro Gln Leu Leu Val 

        35                  40                  45              



Tyr Asp Ala Thr Asn Leu Ala Asp Gly Val Pro Ser Arg Phe Ser Gly 

    50                  55                  60                  

Ser Gly Ser Gly Thr Gln Tyr Ser Leu Lys Ile Asn Ser Leu Gln Ser 

65                  70                  75                  80  

Glu Asp Phe Gly Thr Tyr Tyr Cys Gln His Phe Trp Gly Thr Pro Leu 

                85                  90                  95      

Thr Phe Gly Ala Gly Thr Lys Leu Glu Leu Lys Arg Thr Val Ala Ala 

            100                 105                 110         

Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly 

        115                 120                 125             

Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala 

    130                 135                 140                 

Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln 

145                 150                 155                 160 

Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser 

                165                 170                 175     

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr 

            180                 185                 190         

Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser 

        195                 200                 205             

Phe Asn Arg Gly Glu Cys 

    210                 

<210>  238

<211>  446

<212>  PRT

<213>  Artificial Sequence



<220>

<223>  Synthetic

<400>  238

Glu Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 

1               5                   10                  15      

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr 

            20                  25                  30          

Trp Met His Trp Val Arg Gln Ala Pro Gly Gln Arg Leu Glu Trp Ile 

        35                  40                  45              

Gly Glu Ile Asn Pro Thr Asn Gly Arg Thr Asn Tyr Ile Glu Lys Phe 

    50                  55                  60                  

Lys Ser Arg Ala Thr Leu Thr Val Asp Lys Ser Ala Ser Thr Ala Tyr 

65                  70                  75                  80  

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys 

                85                  90                  95      

Ala Arg Gly Thr Arg Ala Tyr His Tyr Trp Gly Gln Gly Thr Met Val 

            100                 105                 110         

Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala 

        115                 120                 125             

Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu 

    130                 135                 140                 

Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly 

145                 150                 155                 160 

Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser 

                165                 170                 175     



Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu 

            180                 185                 190         

Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn Thr 

        195                 200                 205             

Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr 

    210                 215                 220                 

Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe 

225                 230                 235                 240 

Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro 

                245                 250                 255     

Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu Val 

            260                 265                 270         

Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr 

        275                 280                 285             

Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val 

    290                 295                 300                 

Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys 

305                 310                 315                 320 

Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser 

                325                 330                 335     

Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro 

            340                 345                 350         

Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val 

        355                 360                 365             

Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly 

    370                 375                 380                 



Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp 

385                 390                 395                 400 

Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp 

                405                 410                 415     

Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His 

            420                 425                 430         

Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys 

        435                 440                 445     

<210>  239

<211>  214

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  239

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly 

1               5                   10                  15      

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Asp Asn Leu Tyr Ser Asn 

            20                  25                  30          

Leu Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ser Pro Lys Leu Leu Val 

        35                  40                  45              

Tyr Asp Ala Thr Asn Leu Ala Asp Gly Val Pro Ser Arg Phe Ser Gly 

    50                  55                  60                  

Ser Gly Ser Gly Thr Asp Tyr Thr Leu Thr Ile Ser Ser Leu Gln Pro 

65                  70                  75                  80  

Glu Asp Phe Ala Thr Tyr Tyr Cys Gln His Phe Trp Gly Thr Pro Leu 

                85                  90                  95      



Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala 

            100                 105                 110         

Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly 

        115                 120                 125             

Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala 

    130                 135                 140                 

Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln 

145                 150                 155                 160 

Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser 

                165                 170                 175     

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr 

            180                 185                 190         

Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser 

        195                 200                 205             

Phe Asn Arg Gly Glu Cys 

    210                 

<210>  240

<211>  226

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  240

Gln Val Gln Leu Gln Gln Pro Gly Ala Glu Leu Val Lys Pro Gly Ala 

1               5                   10                  15      

Ser Val Lys Leu Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr 

            20                  25                  30          



Trp Met His Trp Val Lys Gln Arg Pro Gly Gln Gly Leu Glu Trp Ile 

        35                  40                  45              

Gly Glu Ile Asn Pro Thr Asn Gly Arg Thr Asn Tyr Ile Glu Lys Phe 

    50                  55                  60                  

Lys Ser Lys Ala Thr Leu Thr Val Asp Lys Ser Ser Ser Thr Ala Tyr 

65                  70                  75                  80  

Met Gln Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Tyr Cys 

                85                  90                  95      

Ala Arg Gly Thr Arg Ala Tyr His Tyr Trp Gly Gln Gly Thr Ser Val 

            100                 105                 110         

Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala 

        115                 120                 125             

Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu 

    130                 135                 140                 

Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly 

145                 150                 155                 160 

Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser 

                165                 170                 175     

Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu 

            180                 185                 190         

Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn Thr 

        195                 200                 205             

Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr 

    210                 215                 220                 



Cys Pro 

225     

<210>  241

<211>  226

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  241

Glu Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 

1               5                   10                  15      

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr 

            20                  25                  30          

Trp Met His Trp Val Arg Gln Ala Pro Gly Gln Arg Leu Glu Trp Ile 

        35                  40                  45              

Gly Glu Ile Asn Pro Thr Asn Gly Arg Thr Asn Tyr Ile Glu Lys Phe 

    50                  55                  60                  

Lys Ser Arg Ala Thr Leu Thr Val Asp Lys Ser Ala Ser Thr Ala Tyr 

65                  70                  75                  80  

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys 

                85                  90                  95      

Ala Arg Gly Thr Arg Ala Tyr His Tyr Trp Gly Gln Gly Thr Met Val 

            100                 105                 110         

Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala 

        115                 120                 125             

Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu 

    130                 135                 140                 



Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly 

145                 150                 155                 160 

Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser 

                165                 170                 175     

Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu 

            180                 185                 190         

Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn Thr 

        195                 200                 205             

Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr 

    210                 215                 220                 

Cys Pro 

225     

<210>  242

<211>  760

<212>  PRT

<213>  Homo sapiens

<400>  242

Met Met Asp Gln Ala Arg Ser Ala Phe Ser Asn Leu Phe Gly Gly Glu 

1               5                   10                  15      

Pro Leu Ser Tyr Thr Arg Phe Ser Leu Ala Arg Gln Val Asp Gly Asp 

            20                  25                  30          

Asn Ser His Val Glu Met Lys Leu Ala Val Asp Glu Glu Glu Asn Ala 

        35                  40                  45              

Asp Asn Asn Thr Lys Ala Asn Val Thr Lys Pro Lys Arg Cys Ser Gly 

    50                  55                  60                  

Ser Ile Cys Tyr Gly Thr Ile Ala Val Ile Val Phe Phe Leu Ile Gly 

65                  70                  75                  80  



Phe Met Ile Gly Tyr Leu Gly Tyr Cys Lys Gly Val Glu Pro Lys Thr 

                85                  90                  95      

Glu Cys Glu Arg Leu Ala Gly Thr Glu Ser Pro Val Arg Glu Glu Pro 

            100                 105                 110         

Gly Glu Asp Phe Pro Ala Ala Arg Arg Leu Tyr Trp Asp Asp Leu Lys 

        115                 120                 125             

Arg Lys Leu Ser Glu Lys Leu Asp Ser Thr Asp Phe Thr Gly Thr Ile 

    130                 135                 140                 

Lys Leu Leu Asn Glu Asn Ser Tyr Val Pro Arg Glu Ala Gly Ser Gln 

145                 150                 155                 160 

Lys Asp Glu Asn Leu Ala Leu Tyr Val Glu Asn Gln Phe Arg Glu Phe 

                165                 170                 175     

Lys Leu Ser Lys Val Trp Arg Asp Gln His Phe Val Lys Ile Gln Val 

            180                 185                 190         

Lys Asp Ser Ala Gln Asn Ser Val Ile Ile Val Asp Lys Asn Gly Arg 

        195                 200                 205             

Leu Val Tyr Leu Val Glu Asn Pro Gly Gly Tyr Val Ala Tyr Ser Lys 

    210                 215                 220                 

Ala Ala Thr Val Thr Gly Lys Leu Val His Ala Asn Phe Gly Thr Lys 

225                 230                 235                 240 

Lys Asp Phe Glu Asp Leu Tyr Thr Pro Val Asn Gly Ser Ile Val Ile 

                245                 250                 255     

Val Arg Ala Gly Lys Ile Thr Phe Ala Glu Lys Val Ala Asn Ala Glu 

            260                 265                 270         

Ser Leu Asn Ala Ile Gly Val Leu Ile Tyr Met Asp Gln Thr Lys Phe 



        275                 280                 285             

Pro Ile Val Asn Ala Glu Leu Ser Phe Phe Gly His Ala His Leu Gly 

    290                 295                 300                 

Thr Gly Asp Pro Tyr Thr Pro Gly Phe Pro Ser Phe Asn His Thr Gln 

305                 310                 315                 320 

Phe Pro Pro Ser Arg Ser Ser Gly Leu Pro Asn Ile Pro Val Gln Thr 

                325                 330                 335     

Ile Ser Arg Ala Ala Ala Glu Lys Leu Phe Gly Asn Met Glu Gly Asp 

            340                 345                 350         

Cys Pro Ser Asp Trp Lys Thr Asp Ser Thr Cys Arg Met Val Thr Ser 

        355                 360                 365             

Glu Ser Lys Asn Val Lys Leu Thr Val Ser Asn Val Leu Lys Glu Ile 

    370                 375                 380                 

Lys Ile Leu Asn Ile Phe Gly Val Ile Lys Gly Phe Val Glu Pro Asp 

385                 390                 395                 400 

His Tyr Val Val Val Gly Ala Gln Arg Asp Ala Trp Gly Pro Gly Ala 

                405                 410                 415     

Ala Lys Ser Gly Val Gly Thr Ala Leu Leu Leu Lys Leu Ala Gln Met 

            420                 425                 430         

Phe Ser Asp Met Val Leu Lys Asp Gly Phe Gln Pro Ser Arg Ser Ile 

        435                 440                 445             

Ile Phe Ala Ser Trp Ser Ala Gly Asp Phe Gly Ser Val Gly Ala Thr 

    450                 455                 460                 

Glu Trp Leu Glu Gly Tyr Leu Ser Ser Leu His Leu Lys Ala Phe Thr 

465                 470                 475                 480 



Tyr Ile Asn Leu Asp Lys Ala Val Leu Gly Thr Ser Asn Phe Lys Val 

                485                 490                 495     

Ser Ala Ser Pro Leu Leu Tyr Thr Leu Ile Glu Lys Thr Met Gln Asn 

            500                 505                 510         

Val Lys His Pro Val Thr Gly Gln Phe Leu Tyr Gln Asp Ser Asn Trp 

        515                 520                 525             

Ala Ser Lys Val Glu Lys Leu Thr Leu Asp Asn Ala Ala Phe Pro Phe 

    530                 535                 540                 

Leu Ala Tyr Ser Gly Ile Pro Ala Val Ser Phe Cys Phe Cys Glu Asp 

545                 550                 555                 560 

Thr Asp Tyr Pro Tyr Leu Gly Thr Thr Met Asp Thr Tyr Lys Glu Leu 

                565                 570                 575     

Ile Glu Arg Ile Pro Glu Leu Asn Lys Val Ala Arg Ala Ala Ala Glu 

            580                 585                 590         

Val Ala Gly Gln Phe Val Ile Lys Leu Thr His Asp Val Glu Leu Asn 

        595                 600                 605             

Leu Asp Tyr Glu Arg Tyr Asn Ser Gln Leu Leu Ser Phe Val Arg Asp 

    610                 615                 620                 

Leu Asn Gln Tyr Arg Ala Asp Ile Lys Glu Met Gly Leu Ser Leu Gln 

625                 630                 635                 640 

Trp Leu Tyr Ser Ala Arg Gly Asp Phe Phe Arg Ala Thr Ser Arg Leu 

                645                 650                 655     

Thr Thr Asp Phe Gly Asn Ala Glu Lys Thr Asp Arg Phe Val Met Lys 

            660                 665                 670         

Lys Leu Asn Asp Arg Val Met Arg Val Glu Tyr His Phe Leu Ser Pro 



        675                 680                 685             

Tyr Val Ser Pro Lys Glu Ser Pro Phe Arg His Val Phe Trp Gly Ser 

    690                 695                 700                 

Gly Ser His Thr Leu Pro Ala Leu Leu Glu Asn Leu Lys Leu Arg Lys 

705                 710                 715                 720 

Gln Asn Asn Gly Ala Phe Asn Glu Thr Leu Phe Arg Asn Gln Leu Ala 

                725                 730                 735     

Leu Ala Thr Trp Thr Ile Gln Gly Ala Ala Asn Ala Leu Ser Gly Asp 

            740                 745                 750         

Val Trp Asp Ile Asp Asn Glu Phe 

        755                 760 

<210>  243

<211>  760

<212>  PRT

<213>  Macaca mulatta

<400>  243

Met Met Asp Gln Ala Arg Ser Ala Phe Ser Asn Leu Phe Gly Gly Glu 

1               5                   10                  15      

Pro Leu Ser Tyr Thr Arg Phe Ser Leu Ala Arg Gln Val Asp Gly Asp 

            20                  25                  30          

Asn Ser His Val Glu Met Lys Leu Gly Val Asp Glu Glu Glu Asn Thr 

        35                  40                  45              

Asp Asn Asn Thr Lys Pro Asn Gly Thr Lys Pro Lys Arg Cys Gly Gly 

    50                  55                  60                  

Asn Ile Cys Tyr Gly Thr Ile Ala Val Ile Ile Phe Phe Leu Ile Gly 

65                  70                  75                  80  



Phe Met Ile Gly Tyr Leu Gly Tyr Cys Lys Gly Val Glu Pro Lys Thr 

                85                  90                  95      

Glu Cys Glu Arg Leu Ala Gly Thr Glu Ser Pro Ala Arg Glu Glu Pro 

            100                 105                 110         

Glu Glu Asp Phe Pro Ala Ala Pro Arg Leu Tyr Trp Asp Asp Leu Lys 

        115                 120                 125             

Arg Lys Leu Ser Glu Lys Leu Asp Thr Thr Asp Phe Thr Ser Thr Ile 

    130                 135                 140                 

Lys Leu Leu Asn Glu Asn Leu Tyr Val Pro Arg Glu Ala Gly Ser Gln 

145                 150                 155                 160 

Lys Asp Glu Asn Leu Ala Leu Tyr Ile Glu Asn Gln Phe Arg Glu Phe 

                165                 170                 175     

Lys Leu Ser Lys Val Trp Arg Asp Gln His Phe Val Lys Ile Gln Val 

            180                 185                 190         

Lys Asp Ser Ala Gln Asn Ser Val Ile Ile Val Asp Lys Asn Gly Gly 

        195                 200                 205             

Leu Val Tyr Leu Val Glu Asn Pro Gly Gly Tyr Val Ala Tyr Ser Lys 

    210                 215                 220                 

Ala Ala Thr Val Thr Gly Lys Leu Val His Ala Asn Phe Gly Thr Lys 

225                 230                 235                 240 

Lys Asp Phe Glu Asp Leu Asp Ser Pro Val Asn Gly Ser Ile Val Ile 

                245                 250                 255     

Val Arg Ala Gly Lys Ile Thr Phe Ala Glu Lys Val Ala Asn Ala Glu 

            260                 265                 270         

Ser Leu Asn Ala Ile Gly Val Leu Ile Tyr Met Asp Gln Thr Lys Phe 

        275                 280                 285             



Pro Ile Val Lys Ala Asp Leu Ser Phe Phe Gly His Ala His Leu Gly 

    290                 295                 300                 

Thr Gly Asp Pro Tyr Thr Pro Gly Phe Pro Ser Phe Asn His Thr Gln 

305                 310                 315                 320 

Phe Pro Pro Ser Gln Ser Ser Gly Leu Pro Asn Ile Pro Val Gln Thr 

                325                 330                 335     

Ile Ser Arg Ala Ala Ala Glu Lys Leu Phe Gly Asn Met Glu Gly Asp 

            340                 345                 350         

Cys Pro Ser Asp Trp Lys Thr Asp Ser Thr Cys Lys Met Val Thr Ser 

        355                 360                 365             

Glu Asn Lys Ser Val Lys Leu Thr Val Ser Asn Val Leu Lys Glu Thr 

    370                 375                 380                 

Lys Ile Leu Asn Ile Phe Gly Val Ile Lys Gly Phe Val Glu Pro Asp 

385                 390                 395                 400 

His Tyr Val Val Val Gly Ala Gln Arg Asp Ala Trp Gly Pro Gly Ala 

                405                 410                 415     

Ala Lys Ser Ser Val Gly Thr Ala Leu Leu Leu Lys Leu Ala Gln Met 

            420                 425                 430         

Phe Ser Asp Met Val Leu Lys Asp Gly Phe Gln Pro Ser Arg Ser Ile 

        435                 440                 445             

Ile Phe Ala Ser Trp Ser Ala Gly Asp Phe Gly Ser Val Gly Ala Thr 

    450                 455                 460                 

Glu Trp Leu Glu Gly Tyr Leu Ser Ser Leu His Leu Lys Ala Phe Thr 

465                 470                 475                 480 



Tyr Ile Asn Leu Asp Lys Ala Val Leu Gly Thr Ser Asn Phe Lys Val 

                485                 490                 495     

Ser Ala Ser Pro Leu Leu Tyr Thr Leu Ile Glu Lys Thr Met Gln Asp 

            500                 505                 510         

Val Lys His Pro Val Thr Gly Arg Ser Leu Tyr Gln Asp Ser Asn Trp 

        515                 520                 525             

Ala Ser Lys Val Glu Lys Leu Thr Leu Asp Asn Ala Ala Phe Pro Phe 

    530                 535                 540                 

Leu Ala Tyr Ser Gly Ile Pro Ala Val Ser Phe Cys Phe Cys Glu Asp 

545                 550                 555                 560 

Thr Asp Tyr Pro Tyr Leu Gly Thr Thr Met Asp Thr Tyr Lys Glu Leu 

                565                 570                 575     

Val Glu Arg Ile Pro Glu Leu Asn Lys Val Ala Arg Ala Ala Ala Glu 

            580                 585                 590         

Val Ala Gly Gln Phe Val Ile Lys Leu Thr His Asp Thr Glu Leu Asn 

        595                 600                 605             

Leu Asp Tyr Glu Arg Tyr Asn Ser Gln Leu Leu Leu Phe Leu Arg Asp 

    610                 615                 620                 

Leu Asn Gln Tyr Arg Ala Asp Val Lys Glu Met Gly Leu Ser Leu Gln 

625                 630                 635                 640 

Trp Leu Tyr Ser Ala Arg Gly Asp Phe Phe Arg Ala Thr Ser Arg Leu 

                645                 650                 655     

Thr Thr Asp Phe Arg Asn Ala Glu Lys Arg Asp Lys Phe Val Met Lys 

            660                 665                 670         

Lys Leu Asn Asp Arg Val Met Arg Val Glu Tyr Tyr Phe Leu Ser Pro 

        675                 680                 685             



Tyr Val Ser Pro Lys Glu Ser Pro Phe Arg His Val Phe Trp Gly Ser 

    690                 695                 700                 

Gly Ser His Thr Leu Ser Ala Leu Leu Glu Ser Leu Lys Leu Arg Arg 

705                 710                 715                 720 

Gln Asn Asn Ser Ala Phe Asn Glu Thr Leu Phe Arg Asn Gln Leu Ala 

                725                 730                 735     

Leu Ala Thr Trp Thr Ile Gln Gly Ala Ala Asn Ala Leu Ser Gly Asp 

            740                 745                 750         

Val Trp Asp Ile Asp Asn Glu Phe 

        755                 760 

<210>  244

<211>  760

<212>  PRT

<213>  Macaca fascicularis

<400>  244

Met Met Asp Gln Ala Arg Ser Ala Phe Ser Asn Leu Phe Gly Gly Glu 

1               5                   10                  15      

Pro Leu Ser Tyr Thr Arg Phe Ser Leu Ala Arg Gln Val Asp Gly Asp 

            20                  25                  30          

Asn Ser His Val Glu Met Lys Leu Gly Val Asp Glu Glu Glu Asn Thr 

        35                  40                  45              

Asp Asn Asn Thr Lys Ala Asn Gly Thr Lys Pro Lys Arg Cys Gly Gly 

    50                  55                  60                  

Asn Ile Cys Tyr Gly Thr Ile Ala Val Ile Ile Phe Phe Leu Ile Gly 

65                  70                  75                  80  

Phe Met Ile Gly Tyr Leu Gly Tyr Cys Lys Gly Val Glu Pro Lys Thr 



                85                  90                  95      

Glu Cys Glu Arg Leu Ala Gly Thr Glu Ser Pro Ala Arg Glu Glu Pro 

            100                 105                 110         

Glu Glu Asp Phe Pro Ala Ala Pro Arg Leu Tyr Trp Asp Asp Leu Lys 

        115                 120                 125             

Arg Lys Leu Ser Glu Lys Leu Asp Thr Thr Asp Phe Thr Ser Thr Ile 

    130                 135                 140                 

Lys Leu Leu Asn Glu Asn Leu Tyr Val Pro Arg Glu Ala Gly Ser Gln 

145                 150                 155                 160 

Lys Asp Glu Asn Leu Ala Leu Tyr Ile Glu Asn Gln Phe Arg Glu Phe 

                165                 170                 175     

Lys Leu Ser Lys Val Trp Arg Asp Gln His Phe Val Lys Ile Gln Val 

            180                 185                 190         

Lys Asp Ser Ala Gln Asn Ser Val Ile Ile Val Asp Lys Asn Gly Gly 

        195                 200                 205             

Leu Val Tyr Leu Val Glu Asn Pro Gly Gly Tyr Val Ala Tyr Ser Lys 

    210                 215                 220                 

Ala Ala Thr Val Thr Gly Lys Leu Val His Ala Asn Phe Gly Thr Lys 

225                 230                 235                 240 

Lys Asp Phe Glu Asp Leu Asp Ser Pro Val Asn Gly Ser Ile Val Ile 

                245                 250                 255     

Val Arg Ala Gly Lys Ile Thr Phe Ala Glu Lys Val Ala Asn Ala Glu 

            260                 265                 270         

Ser Leu Asn Ala Ile Gly Val Leu Ile Tyr Met Asp Gln Thr Lys Phe 

        275                 280                 285             



Pro Ile Val Lys Ala Asp Leu Ser Phe Phe Gly His Ala His Leu Gly 

    290                 295                 300                 

Thr Gly Asp Pro Tyr Thr Pro Gly Phe Pro Ser Phe Asn His Thr Gln 

305                 310                 315                 320 

Phe Pro Pro Ser Gln Ser Ser Gly Leu Pro Asn Ile Pro Val Gln Thr 

                325                 330                 335     

Ile Ser Arg Ala Ala Ala Glu Lys Leu Phe Gly Asn Met Glu Gly Asp 

            340                 345                 350         

Cys Pro Ser Asp Trp Lys Thr Asp Ser Thr Cys Lys Met Val Thr Ser 

        355                 360                 365             

Glu Asn Lys Ser Val Lys Leu Thr Val Ser Asn Val Leu Lys Glu Thr 

    370                 375                 380                 

Lys Ile Leu Asn Ile Phe Gly Val Ile Lys Gly Phe Val Glu Pro Asp 

385                 390                 395                 400 

His Tyr Val Val Val Gly Ala Gln Arg Asp Ala Trp Gly Pro Gly Ala 

                405                 410                 415     

Ala Lys Ser Ser Val Gly Thr Ala Leu Leu Leu Lys Leu Ala Gln Met 

            420                 425                 430         

Phe Ser Asp Met Val Leu Lys Asp Gly Phe Gln Pro Ser Arg Ser Ile 

        435                 440                 445             

Ile Phe Ala Ser Trp Ser Ala Gly Asp Phe Gly Ser Val Gly Ala Thr 

    450                 455                 460                 

Glu Trp Leu Glu Gly Tyr Leu Ser Ser Leu His Leu Lys Ala Phe Thr 

465                 470                 475                 480 

Tyr Ile Asn Leu Asp Lys Ala Val Leu Gly Thr Ser Asn Phe Lys Val 



                485                 490                 495     

Ser Ala Ser Pro Leu Leu Tyr Thr Leu Ile Glu Lys Thr Met Gln Asp 

            500                 505                 510         

Val Lys His Pro Val Thr Gly Arg Ser Leu Tyr Gln Asp Ser Asn Trp 

        515                 520                 525             

Ala Ser Lys Val Glu Lys Leu Thr Leu Asp Asn Ala Ala Phe Pro Phe 

    530                 535                 540                 

Leu Ala Tyr Ser Gly Ile Pro Ala Val Ser Phe Cys Phe Cys Glu Asp 

545                 550                 555                 560 

Thr Asp Tyr Pro Tyr Leu Gly Thr Thr Met Asp Thr Tyr Lys Glu Leu 

                565                 570                 575     

Val Glu Arg Ile Pro Glu Leu Asn Lys Val Ala Arg Ala Ala Ala Glu 

            580                 585                 590         

Val Ala Gly Gln Phe Val Ile Lys Leu Thr His Asp Thr Glu Leu Asn 

        595                 600                 605             

Leu Asp Tyr Glu Arg Tyr Asn Ser Gln Leu Leu Leu Phe Leu Arg Asp 

    610                 615                 620                 

Leu Asn Gln Tyr Arg Ala Asp Val Lys Glu Met Gly Leu Ser Leu Gln 

625                 630                 635                 640 

Trp Leu Tyr Ser Ala Arg Gly Asp Phe Phe Arg Ala Thr Ser Arg Leu 

                645                 650                 655     

Thr Thr Asp Phe Arg Asn Ala Glu Lys Arg Asp Lys Phe Val Met Lys 

            660                 665                 670         

Lys Leu Asn Asp Arg Val Met Arg Val Glu Tyr Tyr Phe Leu Ser Pro 

        675                 680                 685             



Tyr Val Ser Pro Lys Glu Ser Pro Phe Arg His Val Phe Trp Gly Ser 

    690                 695                 700                 

Gly Ser His Thr Leu Ser Ala Leu Leu Glu Ser Leu Lys Leu Arg Arg 

705                 710                 715                 720 

Gln Asn Asn Ser Ala Phe Asn Glu Thr Leu Phe Arg Asn Gln Leu Ala 

                725                 730                 735     

Leu Ala Thr Trp Thr Ile Gln Gly Ala Ala Asn Ala Leu Ser Gly Asp 

            740                 745                 750         

Val Trp Asp Ile Asp Asn Glu Phe 

        755                 760 

<210>  245

<211>  763

<212>  PRT

<213>  Mus musculus

<400>  245

Met Met Asp Gln Ala Arg Ser Ala Phe Ser Asn Leu Phe Gly Gly Glu 

1               5                   10                  15      

Pro Leu Ser Tyr Thr Arg Phe Ser Leu Ala Arg Gln Val Asp Gly Asp 

            20                  25                  30          

Asn Ser His Val Glu Met Lys Leu Ala Ala Asp Glu Glu Glu Asn Ala 

        35                  40                  45              

Asp Asn Asn Met Lys Ala Ser Val Arg Lys Pro Lys Arg Phe Asn Gly 

    50                  55                  60                  

Arg Leu Cys Phe Ala Ala Ile Ala Leu Val Ile Phe Phe Leu Ile Gly 

65                  70                  75                  80  

Phe Met Ser Gly Tyr Leu Gly Tyr Cys Lys Arg Val Glu Gln Lys Glu 

                85                  90                  95      



Glu Cys Val Lys Leu Ala Glu Thr Glu Glu Thr Asp Lys Ser Glu Thr 

            100                 105                 110         

Met Glu Thr Glu Asp Val Pro Thr Ser Ser Arg Leu Tyr Trp Ala Asp 

        115                 120                 125             

Leu Lys Thr Leu Leu Ser Glu Lys Leu Asn Ser Ile Glu Phe Ala Asp 

    130                 135                 140                 

Thr Ile Lys Gln Leu Ser Gln Asn Thr Tyr Thr Pro Arg Glu Ala Gly 

145                 150                 155                 160 

Ser Gln Lys Asp Glu Ser Leu Ala Tyr Tyr Ile Glu Asn Gln Phe His 

                165                 170                 175     

Glu Phe Lys Phe Ser Lys Val Trp Arg Asp Glu His Tyr Val Lys Ile 

            180                 185                 190         

Gln Val Lys Ser Ser Ile Gly Gln Asn Met Val Thr Ile Val Gln Ser 

        195                 200                 205             

Asn Gly Asn Leu Asp Pro Val Glu Ser Pro Glu Gly Tyr Val Ala Phe 

    210                 215                 220                 

Ser Lys Pro Thr Glu Val Ser Gly Lys Leu Val His Ala Asn Phe Gly 

225                 230                 235                 240 

Thr Lys Lys Asp Phe Glu Glu Leu Ser Tyr Ser Val Asn Gly Ser Leu 

                245                 250                 255     

Val Ile Val Arg Ala Gly Glu Ile Thr Phe Ala Glu Lys Val Ala Asn 

            260                 265                 270         

Ala Gln Ser Phe Asn Ala Ile Gly Val Leu Ile Tyr Met Asp Lys Asn 

        275                 280                 285             



Lys Phe Pro Val Val Glu Ala Asp Leu Ala Leu Phe Gly His Ala His 

    290                 295                 300                 

Leu Gly Thr Gly Asp Pro Tyr Thr Pro Gly Phe Pro Ser Phe Asn His 

305                 310                 315                 320 

Thr Gln Phe Pro Pro Ser Gln Ser Ser Gly Leu Pro Asn Ile Pro Val 

                325                 330                 335     

Gln Thr Ile Ser Arg Ala Ala Ala Glu Lys Leu Phe Gly Lys Met Glu 

            340                 345                 350         

Gly Ser Cys Pro Ala Arg Trp Asn Ile Asp Ser Ser Cys Lys Leu Glu 

        355                 360                 365             

Leu Ser Gln Asn Gln Asn Val Lys Leu Ile Val Lys Asn Val Leu Lys 

    370                 375                 380                 

Glu Arg Arg Ile Leu Asn Ile Phe Gly Val Ile Lys Gly Tyr Glu Glu 

385                 390                 395                 400 

Pro Asp Arg Tyr Val Val Val Gly Ala Gln Arg Asp Ala Leu Gly Ala 

                405                 410                 415     

Gly Val Ala Ala Lys Ser Ser Val Gly Thr Gly Leu Leu Leu Lys Leu 

            420                 425                 430         

Ala Gln Val Phe Ser Asp Met Ile Ser Lys Asp Gly Phe Arg Pro Ser 

        435                 440                 445             

Arg Ser Ile Ile Phe Ala Ser Trp Thr Ala Gly Asp Phe Gly Ala Val 

    450                 455                 460                 

Gly Ala Thr Glu Trp Leu Glu Gly Tyr Leu Ser Ser Leu His Leu Lys 

465                 470                 475                 480 

Ala Phe Thr Tyr Ile Asn Leu Asp Lys Val Val Leu Gly Thr Ser Asn 

                485                 490                 495     



Phe Lys Val Ser Ala Ser Pro Leu Leu Tyr Thr Leu Met Gly Lys Ile 

            500                 505                 510         

Met Gln Asp Val Lys His Pro Val Asp Gly Lys Ser Leu Tyr Arg Asp 

        515                 520                 525             

Ser Asn Trp Ile Ser Lys Val Glu Lys Leu Ser Phe Asp Asn Ala Ala 

    530                 535                 540                 

Tyr Pro Phe Leu Ala Tyr Ser Gly Ile Pro Ala Val Ser Phe Cys Phe 

545                 550                 555                 560 

Cys Glu Asp Ala Asp Tyr Pro Tyr Leu Gly Thr Arg Leu Asp Thr Tyr 

                565                 570                 575     

Glu Ala Leu Thr Gln Lys Val Pro Gln Leu Asn Gln Met Val Arg Thr 

            580                 585                 590         

Ala Ala Glu Val Ala Gly Gln Leu Ile Ile Lys Leu Thr His Asp Val 

        595                 600                 605             

Glu Leu Asn Leu Asp Tyr Glu Met Tyr Asn Ser Lys Leu Leu Ser Phe 

    610                 615                 620                 

Met Lys Asp Leu Asn Gln Phe Lys Thr Asp Ile Arg Asp Met Gly Leu 

625                 630                 635                 640 

Ser Leu Gln Trp Leu Tyr Ser Ala Arg Gly Asp Tyr Phe Arg Ala Thr 

                645                 650                 655     

Ser Arg Leu Thr Thr Asp Phe His Asn Ala Glu Lys Thr Asn Arg Phe 

            660                 665                 670         

Val Met Arg Glu Ile Asn Asp Arg Ile Met Lys Val Glu Tyr His Phe 

        675                 680                 685             



Leu Ser Pro Tyr Val Ser Pro Arg Glu Ser Pro Phe Arg His Ile Phe 

    690                 695                 700                 

Trp Gly Ser Gly Ser His Thr Leu Ser Ala Leu Val Glu Asn Leu Lys 

705                 710                 715                 720 

Leu Arg Gln Lys Asn Ile Thr Ala Phe Asn Glu Thr Leu Phe Arg Asn 

                725                 730                 735     

Gln Leu Ala Leu Ala Thr Trp Thr Ile Gln Gly Val Ala Asn Ala Leu 

            740                 745                 750         

Ser Gly Asp Ile Trp Asn Ile Asp Asn Glu Phe 

        755                 760             

<210>  246

<211>  197

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  246

Phe Val Lys Ile Gln Val Lys Asp Ser Ala Gln Asn Ser Val Ile Ile 

1               5                   10                  15      

Val Asp Lys Asn Gly Arg Leu Val Tyr Leu Val Glu Asn Pro Gly Gly 

            20                  25                  30          

Tyr Val Ala Tyr Ser Lys Ala Ala Thr Val Thr Gly Lys Leu Val His 

        35                  40                  45              

Ala Asn Phe Gly Thr Lys Lys Asp Phe Glu Asp Leu Tyr Thr Pro Val 

    50                  55                  60                  

Asn Gly Ser Ile Val Ile Val Arg Ala Gly Lys Ile Thr Phe Ala Glu 

65                  70                  75                  80  



Lys Val Ala Asn Ala Glu Ser Leu Asn Ala Ile Gly Val Leu Ile Tyr 

                85                  90                  95      

Met Asp Gln Thr Lys Phe Pro Ile Val Asn Ala Glu Leu Ser Phe Phe 

            100                 105                 110         

Gly His Ala His Leu Gly Thr Gly Asp Pro Tyr Thr Pro Gly Phe Pro 

        115                 120                 125             

Ser Phe Asn His Thr Gln Phe Pro Pro Ser Arg Ser Ser Gly Leu Pro 

    130                 135                 140                 

Asn Ile Pro Val Gln Thr Ile Ser Arg Ala Ala Ala Glu Lys Leu Phe 

145                 150                 155                 160 

Gly Asn Met Glu Gly Asp Cys Pro Ser Asp Trp Lys Thr Asp Ser Thr 

                165                 170                 175     

Cys Arg Met Val Thr Ser Glu Ser Lys Asn Val Lys Leu Thr Val Ser 

            180                 185                 190         

Asn Val Leu Lys Glu 

        195         

<210>  247

<211>  7

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  247

Asp Ile Glu Gly Arg Met Asp 

1               5           

<210>  248

<211>  7

<212>  PRT

<213>  Artificial Sequence



<220>

<223>  Synthetic

<400>  248

Ala Ser Ser Leu Asn Ile Ala 

1               5           

<210>  249

<211>  12

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  249

Ser Lys Thr Phe Asn Thr His Pro Gln Ser Thr Pro 

1               5                   10          

<210>  250

<211>  12

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  250

Thr Ala Arg Gly Glu His Lys Glu Glu Glu Leu Ile 

1               5                   10          

<210>  251

<211>  9

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  251

Cys Gln Ala Gln Gly Gln Leu Val Cys 

1               5                   



<210>  252

<211>  9

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  252

Cys Ser Glu Arg Ser Met Asn Phe Cys 

1               5                   

<210>  253

<211>  9

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  253

Cys Pro Lys Thr Arg Arg Val Pro Cys 

1               5                   

<210>  254

<211>  20

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  254

Trp Leu Ser Glu Ala Gly Pro Val Val Thr Val Arg Ala Leu Arg Gly 

1               5                   10                  15      

Thr Gly Ser Trp 

            20  

<210>  255

<211>  9



<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  255

Cys Met Gln His Ser Met Arg Val Cys 

1               5                   

<210>  256

<211>  7

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  256

Asp Asp Thr Arg His Trp Gly 

1               5           

<210>  257

<211>  19

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  257

cuuccuggau ggcuucaau                                                    19

<210>  258

<211>  19

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  258

guacauuaag auggacuuc                                                    19



<210>  259

<211>  30

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  259

uaucuggaua ggugguauca agaucuguaa                                        30

<210>  260

<211>  25

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  260

auguaacuga aaauguucuu cuuua                                             25

<210>  261

<211>  30

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  261

uggauaggug guaucaacau cuguaagcac                                        30

<210>  262

<211>  22

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  262

gauagguggu aucaacaucu gu                                                22

<210>  263

<211>  30



<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  263

uaucuggaua ggugguauca acaucuguaa                                        30

<210>  264

<211>  25

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  264

aaacuuggaa gagugaugug augua                                             25

<210>  265

<211>  27

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  265

gcucacuugu ugaggcaaaa cuuggaa                                           27

<210>  266

<211>  25

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  266

gccuuggcaa cauuuccacu uccug                                             25

<210>  267

<211>  25

<212>  RNA

<213>  Artificial Sequence



<220>

<223>  Synthetic

<400>  267

uacacacuuu accuguugag aauag                                             25

<210>  268

<211>  24

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  268

gauagguggu aucaacaucu guaa                                              24

<210>  269

<211>  21

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  269

gauagguggu aucaacaucu g                                                 21

<210>  270

<211>  25

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  270

gauagguggu aucaacaucu guaag                                             25

<210>  271

<211>  20

<212>  RNA

<213>  Artificial Sequence

<220>



<223>  Synthetic

<400>  271

ggugguauca acaucuguaa                                                   20

<210>  272

<211>  20

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  272

guaucaacau cuguaagcac                                                   20

<210>  273

<211>  30

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<220>

<221>  misc_feature

<222>  (27)..(27)

<223>  n is a, c, g, or u

<400>  273

cggcuaauuu cagagggcgc uuucuungac                                        30

<210>  274

<211>  26

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  274

acaguggugc ugagauagua uaggcc                                            26

<210>  275

<211>  22



<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  275

uaggccacuu uguugcucuu gc                                                22

<210>  276

<211>  19

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  276

uucagagggc gcuuucuuc                                                    19

<210>  277

<211>  25

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  277

ggccaaaccu cggcuuaccu gaaau                                             25

<210>  278

<211>  20

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  278

ggccaaaccu cggcuuaccu                                                   20

<210>  279

<211>  30

<212>  RNA

<213>  Artificial Sequence



<220>

<223>  Synthetic

<400>  279

ucuucaggug caccuucugu uucucaaucu                                        30

<210>  280

<211>  30

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  280

ucugugauac ucuucaggug caccuucugu                                        30

<210>  281

<211>  21

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  281

ucuucugcuc gggaggugac a                                                 21

<210>  282

<211>  20

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  282

ccaguuacua uucagaagac                                                   20

<210>  283

<211>  20

<212>  RNA

<213>  Artificial Sequence

<220>



<223>  Synthetic

<400>  283

ucuucaggug caccuucugu                                                   20

<210>  284

<211>  18

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  284

ugcugcuguc uucuugcu                                                     18

<210>  285

<211>  19

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  285

uuguuaacuu uuucccauu                                                    19

<210>  286

<211>  20

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  286

uguuaacuuu uucccauugg                                                   20

<210>  287

<211>  20

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic



<400>  287

cauuuuguua acuuuuuccc                                                   20

<210>  288

<211>  19

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  288

cuguagcuuc acccuuucc                                                    19

<210>  289

<211>  26

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  289

gagagcuucc uguagcuuca cccuuu                                            26

<210>  290

<211>  28

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  290

uccuguagcu ucacccuuuc cacaggcg                                          28

<210>  291

<211>  20

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  291

uguguuaccu acccuugucg                                                   20



<210>  292

<211>  27

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  292

uagacuaucu uuuauauucu guaauau                                           27

<210>  293

<211>  29

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  293

gagagcuucc uguagcuuca cccuuucca                                         29

<210>  294

<211>  31

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  294

uuccuguagc uucacccuuu ccacaggcgu u                                      31

<210>  295

<211>  23

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  295

agcuuccugu agcuucaccc uuu                                               23



<210>  296

<211>  29

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  296

ggagagagcu uccuguagcu ucacccuuu                                         29

<210>  297

<211>  23

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  297

gagagcuucc uguagcuuca ccc                                               23

<210>  298

<211>  25

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  298

uauguguuac cuacccuugu cgguc                                             25

<210>  299

<211>  20

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  299

ggagagagcu uccuguagcu                                                   20

<210>  300

<211>  23



<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  300

ucacccuuuc cacaggcguu gca                                               23

<210>  301

<211>  28

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  301

gcugggagag agcuuccugu agcuucac                                          28

<210>  302

<211>  28

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  302

uguuaccuac ccuugucggu ccuuguac                                          28

<210>  303

<211>  28

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  303

cugcugucuu cuugcuauga auaauguc                                          28

<210>  304

<211>  28

<212>  RNA

<213>  Artificial Sequence



<220>

<223>  Synthetic

<400>  304

ggcguugcac uuugcaaugc ugcugucu                                          28

<210>  305

<211>  28

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  305

uuggaaauca agcugggaga gagcuucc                                          28

<210>  306

<211>  28

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  306

cuacccuugu cgguccuugu acauuuug                                          28

<210>  307

<211>  28

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  307

gucaauccga ccugagcuuu guuguaga                                          28

<210>  308

<211>  27

<212>  RNA

<213>  Artificial Sequence

<220>



<223>  Synthetic

<400>  308

cuugcuauga auaaugucaa uccgacc                                           27

<210>  309

<211>  28

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  309

uauauguguu accuacccuu gucggucc                                          28

<210>  310

<211>  29

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  310

aaucagcugg gagagagcuu ccuguagcu                                         29

<210>  311

<211>  26

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  311

ucguucuucu gucgucguaa cguuuc                                            26

<210>  312

<211>  20

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic



<400>  312

uuugugucuu ucugagaaac                                                   20

<210>  313

<211>  20

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  313

aaagacuuac cuuaagauac                                                   20

<210>  314

<211>  20

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  314

aucugucaaa ucgccugcag                                                   20

<210>  315

<211>  19

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  315

cgccgccauu ucucaacag                                                    19

<210>  316

<211>  20

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  316

uuuguauuua gcauguuccc                                                   20



<210>  317

<211>  17

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  317

ccgccauuuc ucaacag                                                      17

<210>  318

<211>  21

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  318

uucucaggaa uuugugucuu u                                                 21

<210>  319

<211>  11

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  319

gacaacucuu u                                                            11

<210>  320

<211>  20

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  320

ucagcuucug uuagccacug                                                   20



<210>  321

<211>  24

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  321

uguucagcuu cuguuagcca cuga                                              24

<210>  322

<211>  27

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  322

cuguucagcu ucuguuagcc acugauu                                           27

<210>  323

<211>  30

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  323

uucucaacag aucugucaaa ucgccugcag                                        30

<210>  324

<211>  25

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  324

gccacugauu aaauaucuuu auauc                                             25

<210>  325

<211>  30



<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  325

ucuguuagcc acugauuaaa uaucuuuaua                                        30

<210>  326

<211>  31

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  326

gagaaacugu ucagcuucug uuagccacug a                                      31

<210>  327

<211>  31

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  327

ucuuucugag aaacuguuca gcuucuguua g                                      31

<210>  328

<211>  26

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  328

cagaucuguc aaaucgccug caggua                                            26

<210>  329

<211>  26

<212>  RNA

<213>  Artificial Sequence



<220>

<223>  Synthetic

<400>  329

caacagaucu gucaaaucgc cugcag                                            26

<210>  330

<211>  33

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  330

aaacuguuca gcuucuguua gccacugauu aaa                                    33

<210>  331

<211>  31

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  331

gaaacuguuc agcuucuguu agccacugau u                                      31

<210>  332

<211>  28

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  332

aaacuguuca gcuucuguua gccacuga                                          28

<210>  333

<211>  28

<212>  RNA

<213>  Artificial Sequence

<220>



<223>  Synthetic

<400>  333

ugagaaacug uucagcuucu guuagcca                                          28

<210>  334

<211>  32

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  334

uucugagaaa cuguucagcu ucuguuagcc ac                                     32

<210>  335

<211>  26

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  335

uucugagaaa cuguucagcu ucuguu                                            26

<210>  336

<211>  25

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  336

gaucugucaa aucgccugca gguaa                                             25

<210>  337

<211>  25

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic



<400>  337

auaaugaaaa cgccgccauu ucuca                                             25

<210>  338

<211>  25

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  338

aaacuguuca gcuucuguua gccac                                             25

<210>  339

<211>  25

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  339

uugugucuuu cugagaaacu guuca                                             25

<210>  340

<211>  25

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  340

ccaauucuca ggaauuugug ucuuu                                             25

<210>  341

<211>  25

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  341

aucgccugca gguaaaagca uaugg                                             25



<210>  342

<211>  30

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  342

ugaaaacgcc gccauuucuc aacagaucug                                        30

<210>  343

<211>  30

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  343

cauaaugaaa acgccgccau uucucaacag                                        30

<210>  344

<211>  30

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  344

uguucagcuu cuguuagcca cugauuaaau                                        30

<210>  345

<211>  24

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  345

cagaucuguc aaaucgccug cagg                                              24



<210>  346

<211>  27

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  346

caacagaucu gucaaaucgc cugcagg                                           27

<210>  347

<211>  29

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  347

cucaacagau cugucaaauc gccugcagg                                         29

<210>  348

<211>  23

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  348

gaucugucaa aucgccugca ggu                                               23

<210>  349

<211>  22

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  349

gaucugucaa aucgccugca gg                                                22

<210>  350

<211>  21



<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  350

gaucugucaa aucgccugca g                                                 21

<210>  351

<211>  25

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  351

cagaucuguc aaaucgccug caggu                                             25

<210>  352

<211>  23

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  352

cagaucuguc aaaucgccug cag                                               23

<210>  353

<211>  25

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  353

gugucuuucu gagaaacugu ucagc                                             25

<210>  354

<211>  28

<212>  RNA

<213>  Artificial Sequence



<220>

<223>  Synthetic

<400>  354

gagaaacugu ucagcuucug uuagccac                                          28

<210>  355

<211>  28

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  355

gaaacuguuc agcuucuguu agccacug                                          28

<210>  356

<211>  24

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  356

cuguucagcu ucuguuagcc acug                                              24

<210>  357

<211>  27

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  357

aucugucaaa ucgccugcag guaaaag                                           27

<210>  358

<211>  29

<212>  RNA

<213>  Artificial Sequence

<220>



<223>  Synthetic

<400>  358

gaucugucaa aucgccugca gguaaaagc                                         29

<210>  359

<211>  16

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  359

caccgauugu cuucga                                                       16

<210>  360

<211>  17

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  360

cccuuguacg auuuaug                                                      17

<210>  361

<211>  18

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  361

ucuguguuua aggacucu                                                     18

<210>  362

<211>  19

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic



<400>  362

gcugaauuau uucuucccc                                                    19

<210>  363

<211>  19

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  363

uuuuucuguc ugacagcug                                                    19

<210>  364

<211>  18

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  364

ucuguuuuug aggauugc                                                     18

<210>  365

<211>  17

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  365

ccaccgcaga uucaggc                                                      17

<210>  366

<211>  17

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  366

gcccaaugcc auccugg                                                      17



<210>  367

<211>  17

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  367

uuugcagacc uccugcc                                                      17

<210>  368

<211>  17

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  368

caguuugccg cugccca                                                      17

<210>  369

<211>  20

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  369

guugcauuca auguucugac                                                   20

<210>  370

<211>  21

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  370

auuuuuccug uagaauacug g                                                 21



<210>  371

<211>  34

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  371

gcugcccaau gcgauccugg aguuccugua agau                                   34

<210>  372

<211>  28

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  372

gcugcccaau gccauccugg aguuccug                                          28

<210>  373

<211>  31

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  373

gcugcccaau gccauccugg aguuccugua a                                      31

<210>  374

<211>  31

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  374

caaugccauc cuggaguucc uguaagauac c                                      31

<210>  375

<211>  32



<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  375

gcugcccaau gccauccugg aguuccugua ag                                     32

<210>  376

<211>  30

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  376

ccaaugccau ccuggaguuc cuguaagaua                                        30

<210>  377

<211>  39

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  377

uugccgcugc ccaaugccau ccuggaguuc cuguaagau                              39

<210>  378

<211>  34

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  378

gcugcccaau gccauccugg aguuccugua agau                                   34

<210>  379

<211>  27

<212>  RNA

<213>  Artificial Sequence



<220>

<223>  Synthetic

<400>  379

caaugccauc cuggaguucc uguaaga                                           27

<210>  380

<211>  26

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  380

caguuugccg cugcccaaug ccaucc                                            26

<210>  381

<211>  24

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  381

cuuccccagu ugcauucaau guuc                                              24

<210>  382

<211>  23

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  382

cuggcaucug uuuuugagga uug                                               23

<210>  383

<211>  20

<212>  RNA

<213>  Artificial Sequence

<220>



<223>  Synthetic

<400>  383

uuagaucugu cgcccuaccu                                                   20

<210>  384

<211>  39

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  384

gcugcccaau gccauccugg aguuccugua agauaccaa                              39

<210>  385

<211>  34

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  385

gcccaaugcc auccuggagu uccuguaaga uacc                                   34

<210>  386

<211>  25

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  386

cauccuggag uuccuguaag auacc                                             25

<210>  387

<211>  28

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic



<400>  387

ugccauccug gaguuccugu aagauacc                                          28

<210>  388

<211>  25

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  388

ugccauccug gaguuccugu aagau                                             25

<210>  389

<211>  28

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  389

caaugccauc cuggaguucc uguaagau                                          28

<210>  390

<211>  31

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  390

gcccaaugcc auccuggagu uccuguaaga u                                      31

<210>  391

<211>  28

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  391

gcccaaugcc auccuggagu uccuguaa                                          28



<210>  392

<211>  34

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  392

gccgcugccc aaugacaucc uggaguuccu guaa                                   34

<210>  393

<211>  25

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  393

gccauccugg aguuccugua agaua                                             25

<210>  394

<211>  25

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  394

ccaaugccau ccuggaguuc cugua                                             25

<210>  395

<211>  25

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  395

cugacaacag uuugccgcug cccaa                                             25



<210>  396

<211>  25

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  396

uuugaggauu gcugaauuau uucuu                                             25

<210>  397

<211>  30

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  397

caguuugccg cugcccaaug ccauccugga                                        30

<210>  398

<211>  30

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  398

uugccgcugc ccaaugccau ccuggaguuc                                        30

<210>  399

<211>  25

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  399

uuugccgcug cccaaugcca uccug                                             25

<210>  400

<211>  22



<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  400

ccaaugccau ccuggaguuc cu                                                22

<210>  401

<211>  29

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  401

cccaaugcca uccuggaguu ccuguaaga                                         29

<210>  402

<211>  28

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  402

ccgcugccca augccauccu ggaguucc                                          28

<210>  403

<211>  30

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  403

cccaaugcca uccuggaguu ccuguaagau                                        30

<210>  404

<211>  30

<212>  RNA

<213>  Artificial Sequence



<220>

<223>  Synthetic

<400>  404

ccgcugccca augccauccu ggaguuccug                                        30

<210>  405

<211>  30

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  405

ugcccaaugc cauccuggag uuccuguaag                                        30

<210>  406

<211>  28

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  406

cccaaugcca uccuggaguu ccuguaag                                          28

<210>  407

<211>  28

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  407

ugcccaaugc cauccuggag uuccugua                                          28

<210>  408

<211>  22

<212>  RNA

<213>  Artificial Sequence

<220>



<223>  Synthetic

<400>  408

caaugccauc cuggaguucc ug                                                22

<210>  409

<211>  31

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  409

gccgcugccc aaugccaucc uggaguuccu g                                      31

<210>  410

<211>  29

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  410

auuagaucug ucgcccuacc ucuuuuuuc                                         29

<210>  411

<211>  27

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  411

ugucgcccua ccucuuuuuu cugucug                                           27

<210>  412

<211>  25

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic



<400>  412

gcccaaugcc auccuggagu uccug                                             25

<210>  413

<211>  29

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  413

agccucucgc ucacucaccc ugcaaagga                                         29

<210>  414

<211>  29

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  414

ccacucagag cucagaucuu cuaacuucc                                         29

<210>  415

<211>  27

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  415

cuuccacuca gagcucagau cuucuaa                                           27

<210>  416

<211>  25

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  416

gggauccagu auacuuacag gcucc                                             25



<210>  417

<211>  17

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  417

cucagagcuc agaucuu                                                      17

<210>  418

<211>  15

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  418

ggcugcuuug cccuc                                                        15

<210>  419

<211>  27

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  419

cucagaucuu cuaacuuccu cuuuaac                                           27

<210>  420

<211>  29

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  420

cucagagcuc agaucuucua acuuccucu                                         29



<210>  421

<211>  27

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  421

cgccuuccac ucagagcuca gaucuuc                                           27

<210>  422

<211>  27

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  422

ucagcucuug aaguaaacgg uuuaccg                                           27

<210>  423

<211>  27

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  423

uuugcccuca gcucuugaag uaaacgg                                           27

<210>  424

<211>  27

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  424

ggcugcuuug cccucagcuc uugaagu                                           27

<210>  425

<211>  26



<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  425

caggagcuag gucaggcugc uuugcc                                            26

<210>  426

<211>  25

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  426

uccaauagug gucaguccag gagcu                                             25

<210>  427

<211>  27

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  427

aaagagaaug ggauccagua uacuuac                                           27

<210>  428

<211>  27

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  428

aaauagcuag agccaaagag aauggga                                           27

<210>  429

<211>  33

<212>  RNA

<213>  Artificial Sequence



<220>

<223>  Synthetic

<400>  429

ggcugcuuug cccucagcuc uugaaguaaa cgg                                    33

<210>  430

<211>  30

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  430

aggcugcuuu gcccucagcu cuugaaguaa                                        30

<210>  431

<211>  30

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  431

gucaggcugc uuugcccuca gcucuugaag                                        30

<210>  432

<211>  30

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  432

aggucaggcu gcuuugcccu cagcucuuga                                        30

<210>  433

<211>  25

<212>  RNA

<213>  Artificial Sequence

<220>



<223>  Synthetic

<400>  433

cagagcucag aucuucuaac uuccu                                             25

<210>  434

<211>  25

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  434

cuuacaggcu ccaauagugg ucagu                                             25

<210>  435

<211>  25

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  435

augggaucca guauacuuac aggcu                                             25

<210>  436

<211>  25

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  436

agagaauggg auccaguaua cuuac                                             25

<210>  437

<211>  27

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic



<400>  437

aacuuccucu uuaacagaaa agcauac                                           27

<210>  438

<211>  30

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  438

gagccucucg cucacucacc cugcaaagga                                        30

<210>  439

<211>  23

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  439

cucauaccuu cugcuugaug auc                                               23

<210>  440

<211>  20

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  440

ucaaggaaga uggcauuucu                                                   20

<210>  441

<211>  20

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  441

gaaagccagu cgguaaguuc                                                   20



<210>  442

<211>  15

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  442

cacccaccau caccc                                                        15

<210>  443

<211>  23

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  443

ccucugugau uuuauaacuu gau                                               23

<210>  444

<211>  20

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  444

ugauauccuc aaggucaccc                                                   20

<210>  445

<211>  30

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  445

gguaccucca acaucaagga agauggcauu                                        30



<210>  446

<211>  26

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  446

auuucuaguu uggagauggc aguuuc                                            26

<210>  447

<211>  26

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  447

caucaaggaa gauggcauuu cuaguu                                            26

<210>  448

<211>  26

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  448

gagcagguac cuccaacauc aaggaa                                            26

<210>  449

<211>  30

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  449

cuccaacauc aaggaagaug gcauuucuag                                        30

<210>  450

<211>  25



<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  450

accagaguaa cagucugagu aggag                                             25

<210>  451

<211>  25

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  451

caccagagua acagucugag uagga                                             25

<210>  452

<211>  25

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  452

ucaccagagu aacagucuga guagg                                             25

<210>  453

<211>  25

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  453

gucaccagag uaacagucug aguag                                             25

<210>  454

<211>  26

<212>  RNA

<213>  Artificial Sequence



<220>

<223>  Synthetic

<400>  454

accagaguaa cagucugagu aggagc                                            26

<210>  455

<211>  24

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  455

uucuguccaa gcccgguuga aauc                                              24

<210>  456

<211>  30

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  456

acaucaagga agauggcauu ucuaguuugg                                        30

<210>  457

<211>  25

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  457

acaucaagga agauggcauu ucuag                                             25

<210>  458

<211>  25

<212>  RNA

<213>  Artificial Sequence

<220>



<223>  Synthetic

<400>  458

aucauuuuuu cucauaccuu cugcu                                             25

<210>  459

<211>  21

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  459

cacccaccau cacccucugu g                                                 21

<210>  460

<211>  22

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  460

aucaucucgu ugauauccuc aa                                                22

<210>  461

<211>  28

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  461

cuccaacauc aaggaagaug gcauuucu                                          28

<210>  462

<211>  25

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic



<400>  462

caucaaggaa gauggcauuu cuagu                                             25

<210>  463

<211>  36

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  463

aucauuuuuu cucauaccuu cugcuaggag cuaaaa                                 36

<210>  464

<211>  18

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  464

uugcuggucu uguuuuuc                                                     18

<210>  465

<211>  16

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  465

ccguaaugau uguucu                                                       16

<210>  466

<211>  18

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  466

gcuggucuug uuuuucaa                                                     18



<210>  467

<211>  20

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  467

uggucuuguu uuucaaauuu                                                   20

<210>  468

<211>  20

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  468

gucuuguuuu ucaaauuuug                                                   20

<210>  469

<211>  20

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  469

cuuguuuuuc aaauuuuggg                                                   20

<210>  470

<211>  19

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  470

uguuuuucaa auuuugggc                                                    19



<210>  471

<211>  33

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  471

uccaacuggg gacgccucug uuccaaaucc ugc                                    33

<210>  472

<211>  21

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  472

uccugcauug uugccuguaa g                                                 21

<210>  473

<211>  30

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  473

uccaacuggg gacgccucug uuccaaaucc                                        30

<210>  474

<211>  21

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  474

acuggggacg ccucuguucc a                                                 21

<210>  475

<211>  20



<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  475

ccguaaugau uguucuagcc                                                   20

<210>  476

<211>  20

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  476

uguuaaaaaa cuuacuucga                                                   20

<210>  477

<211>  18

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  477

cuguugccuc cgguucug                                                     18

<210>  478

<211>  18

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  478

uuggcucugg ccuguccu                                                     18

<210>  479

<211>  33

<212>  RNA

<213>  Artificial Sequence



<220>

<223>  Synthetic

<400>  479

uucaacuguu gccuccgguu cugaaggugu ucu                                    33

<210>  480

<211>  25

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  480

uacuucaucc cacugauucu gaauu                                             25

<210>  481

<211>  25

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  481

cugaaggugu ucuuguacuu caucc                                             25

<210>  482

<211>  25

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  482

cuguugccuc cgguucugaa ggugu                                             25

<210>  483

<211>  30

<212>  RNA

<213>  Artificial Sequence

<220>



<223>  Synthetic

<400>  483

cuguugccuc cgguucugaa gguguucuug                                        30

<210>  484

<211>  30

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  484

caacuguugc cuccgguucu gaagguguuc                                        30

<210>  485

<211>  30

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  485

uugccuccgg uucugaaggu guucuuguac                                        30

<210>  486

<211>  25

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  486

guugccuccg guucugaagg uguuc                                             25

<210>  487

<211>  23

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic



<400>  487

cuccgguucu gaagguguuc uug                                               23

<210>  488

<211>  22

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  488

cuccgguucu gaagguguuc uu                                                22

<210>  489

<211>  21

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  489

cuccgguucu gaagguguuc u                                                 21

<210>  490

<211>  20

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  490

cuccgguucu gaagguguuc                                                   20

<210>  491

<211>  19

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  491

cuccgguucu gaagguguu                                                    19



<210>  492

<211>  25

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  492

cauucaacug uugccuccgg uucug                                             25

<210>  493

<211>  24

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  493

cuguugccuc cgguucugaa ggug                                              24

<210>  494

<211>  31

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  494

cauucaacug uugccuccgg uucugaaggu g                                      31

<210>  495

<211>  21

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  495

uacuaaccuu gguuucugug a                                                 21



<210>  496

<211>  27

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  496

uguauaggga cccuccuucc augacuc                                           27

<210>  497

<211>  25

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  497

cuaaccuugg uuucugugau uuucu                                             25

<210>  498

<211>  27

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  498

gguaucuuug auacuaaccu ugguuuc                                           27

<210>  499

<211>  22

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  499

auucuuucaa cuagaauaaa ag                                                22

<210>  500

<211>  25



<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  500

gauucugaau ucuuucaacu agaau                                             25

<210>  501

<211>  20

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  501

aucccacuga uucugaauuc                                                   20

<210>  502

<211>  22

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  502

aaccgagacc ggacaggauu cu                                                22

<210>  503

<211>  26

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  503

ggaagcuaag gaagaagcug agcagg                                            26

<210>  504

<211>  20

<212>  RNA

<213>  Artificial Sequence



<220>

<223>  Synthetic

<400>  504

cuguugcagu aaucuaugag                                                   20

<210>  505

<211>  23

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  505

ugccauuguu ucaucagcuc uuu                                               23

<210>  506

<211>  20

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  506

ugcaguaauc uaugaguuuc                                                   20

<210>  507

<211>  20

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  507

uccuguagga cauuggcagu                                                   20

<210>  508

<211>  18

<212>  RNA

<213>  Artificial Sequence

<220>



<223>  Synthetic

<400>  508

gagucuucua ggagccuu                                                     18

<210>  509

<211>  21

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<220>

<221>  misc_feature

<222>  (1)..(1)

<223>  modified by 2'Fluoro

<220>

<221>  misc_feature

<222>  (2)..(2)

<223>  modified by 2'OMe

<220>

<221>  misc_feature

<222>  (3)..(3)

<223>  modified by 2'Fluoro

<220>

<221>  misc_feature

<222>  (4)..(4)

<223>  modified by 2'OMe

<220>

<221>  misc_feature

<222>  (5)..(5)

<223>  modified by 2'Fluoro

<220>

<221>  misc_feature

<222>  (6)..(6)

<223>  modified by 2'OMe

<220>

<221>  misc_feature

<222>  (7)..(7)

<223>  modified by 2'Fluoro



<220>

<221>  misc_feature

<222>  (8)..(8)

<223>  modified by 2'OMe

<220>

<221>  misc_feature

<222>  (9)..(9)

<223>  modified by 2'Fluoro

<220>

<221>  misc_feature

<222>  (10)..(10)

<223>  modified by 2'OMe

<220>

<221>  misc_feature

<222>  (11)..(11)

<223>  modified by 2'Fluoro

<220>

<221>  misc_feature

<222>  (12)..(12)

<223>  modified by 2'OMe

<220>

<221>  misc_feature

<222>  (13)..(13)

<223>  modified by 2'Fluoro

<220>

<221>  misc_feature

<222>  (14)..(14)

<223>  modified by 2'OMe

<220>

<221>  misc_feature

<222>  (15)..(15)

<223>  modified by 2'Fluoro

<220>

<221>  misc_feature

<222>  (16)..(16)

<223>  modified by 2'OMe

<220>

<221>  misc_feature

<222>  (17)..(17)

<223>  modified by 2'Fluoro



<220>

<221>  misc_feature

<222>  (18)..(18)

<223>  modified by 2'OMe

<220>

<221>  misc_feature

<222>  (19)..(19)

<223>  modified by 2'Fluoro

<220>

<221>  misc_feature

<222>  (20)..(20)

<223>  modified by 2'OMe

<220>

<221>  misc_feature

<222>  (21)..(21)

<223>  modified by 2'Fluoro

<400>  509

uccuaugacu guagauuuua u                                                 21

<210>  510

<211>  23

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<220>

<221>  misc_feature

<222>  (1)..(1)

<223>  modified by 2'OMe

<220>

<221>  misc_feature

<222>  (2)..(2)

<223>  modified by 2'Fluoro

<220>

<221>  misc_feature

<222>  (3)..(3)

<223>  modified by 2'OMe

<220>

<221>  misc_feature



<222>  (4)..(4)

<223>  modified by 2'Fluoro

<220>

<221>  misc_feature

<222>  (5)..(5)

<223>  modified by 2'OMe

<220>

<221>  misc_feature

<222>  (6)..(6)

<223>  modified by 2'Fluoro

<220>

<221>  misc_feature

<222>  (7)..(7)

<223>  modified by 2'OMe

<220>

<221>  misc_feature

<222>  (8)..(8)

<223>  modified by 2'Fluoro

<220>

<221>  misc_feature

<222>  (9)..(9)

<223>  modified by 2'OMe

<220>

<221>  misc_feature

<222>  (10)..(10)

<223>  modified by 2'Fluoro

<220>

<221>  misc_feature

<222>  (11)..(11)

<223>  modified by 2'OMe

<220>

<221>  misc_feature

<222>  (12)..(12)

<223>  modified by 2'Fluoro

<220>

<221>  misc_feature

<222>  (13)..(13)

<223>  modified by 2'OMe

<220>

<221>  misc_feature



<222>  (14)..(14)

<223>  modified by 2'Fluoro

<220>

<221>  misc_feature

<222>  (15)..(15)

<223>  modified by 2'OMe

<220>

<221>  misc_feature

<222>  (16)..(16)

<223>  modified by 2'Fluoro

<220>

<221>  misc_feature

<222>  (17)..(17)

<223>  modified by 2'OMe

<220>

<221>  misc_feature

<222>  (18)..(18)

<223>  modified by 2'Fluoro

<220>

<221>  misc_feature

<222>  (19)..(19)

<223>  modified by 2'OMe

<220>

<221>  misc_feature

<222>  (20)..(20)

<223>  modified by 2'Fluoro

<220>

<221>  misc_feature

<222>  (21)..(21)

<223>  modified by 2'OMe

<220>

<221>  misc_feature

<222>  (21)..(23)

<223>  phosphorothioate linkage

<220>

<221>  misc_feature

<222>  (22)..(22)

<223>  modified by 2'Fluoro

<220>

<221>  misc_feature



<222>  (23)..(23)

<223>  modified by 2'OMe

<400>  510

auaaaaucua cagucauagg aau                                               23

<210>  511

<211>  21

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<220>

<221>  misc_feature

<222>  (1)..(1)

<223>  modified by 2'Fluoro

<220>

<221>  misc_feature

<222>  (2)..(2)

<223>  modified by 2'OMe

<220>

<221>  misc_feature

<222>  (3)..(3)

<223>  modified by 2'Fluoro

<220>

<221>  misc_feature

<222>  (4)..(4)

<223>  modified by 2'OMe

<220>

<221>  misc_feature

<222>  (5)..(5)

<223>  modified by 2'Fluoro

<220>

<221>  misc_feature

<222>  (6)..(6)

<223>  modified by 2'OMe

<220>

<221>  misc_feature

<222>  (7)..(7)

<223>  modified by 2'Fluoro



<220>

<221>  misc_feature

<222>  (8)..(8)

<223>  modified by 2'OMe

<220>

<221>  misc_feature

<222>  (9)..(9)

<223>  modified by 2'Fluoro

<220>

<221>  misc_feature

<222>  (10)..(10)

<223>  modified by 2'OMe

<220>

<221>  misc_feature

<222>  (11)..(11)

<223>  modified by 2'Fluoro

<220>

<221>  misc_feature

<222>  (12)..(12)

<223>  modified by 2'OMe

<220>

<221>  misc_feature

<222>  (13)..(13)

<223>  modified by 2'Fluoro

<220>

<221>  misc_feature

<222>  (14)..(14)

<223>  modified by 2'OMe

<220>

<221>  misc_feature

<222>  (15)..(15)

<223>  modified by 2'Fluoro

<220>

<221>  misc_feature

<222>  (16)..(16)

<223>  modified by 2'OMe

<220>

<221>  misc_feature

<222>  (17)..(17)

<223>  modified by 2'Fluoro



<220>

<221>  misc_feature

<222>  (18)..(18)

<223>  modified by 2'OMe

<220>

<221>  misc_feature

<222>  (19)..(19)

<223>  modified by 2'Fluoro

<220>

<221>  misc_feature

<222>  (20)..(20)

<223>  modified by 2'OMe

<220>

<221>  misc_feature

<222>  (21)..(21)

<223>  modified by 2'Fluoro

<400>  511

uguaauaacc auaucuaccu u                                                 21

<210>  512

<211>  23

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<220>

<221>  misc_feature

<222>  (1)..(1)

<223>  modified by 2'OMe

<220>

<221>  misc_feature

<222>  (2)..(2)

<223>  modified by 2'Fluoro

<220>

<221>  misc_feature

<222>  (3)..(3)

<223>  modified by 2'OMe

<220>



<221>  misc_feature

<222>  (4)..(4)

<223>  modified by 2'Fluoro

<220>

<221>  misc_feature

<222>  (5)..(5)

<223>  modified by 2'OMe

<220>

<221>  misc_feature

<222>  (6)..(6)

<223>  modified by 2'Fluoro

<220>

<221>  misc_feature

<222>  (7)..(7)

<223>  modified by 2'OMe

<220>

<221>  misc_feature

<222>  (8)..(8)

<223>  modified by 2'Fluoro

<220>

<221>  misc_feature

<222>  (9)..(9)

<223>  modified by 2'OMe

<220>

<221>  misc_feature

<222>  (10)..(10)

<223>  modified by 2'Fluoro

<220>

<221>  misc_feature

<222>  (11)..(11)

<223>  modified by 2'OMe

<220>

<221>  misc_feature

<222>  (12)..(12)

<223>  modified by 2'Fluoro

<220>

<221>  misc_feature

<222>  (13)..(13)

<223>  modified by 2'OMe

<220>



<221>  misc_feature

<222>  (14)..(14)

<223>  modified by 2'Fluoro

<220>

<221>  misc_feature

<222>  (15)..(15)

<223>  modified by 2'OMe

<220>

<221>  misc_feature

<222>  (16)..(16)

<223>  modified by 2'Fluoro

<220>

<221>  misc_feature

<222>  (17)..(17)

<223>  modified by 2'OMe

<220>

<221>  misc_feature

<222>  (18)..(18)

<223>  modified by 2'Fluoro

<220>

<221>  misc_feature

<222>  (19)..(19)

<223>  modified by 2'OMe

<220>

<221>  misc_feature

<222>  (20)..(20)

<223>  modified by 2'Fluoro

<220>

<221>  misc_feature

<222>  (21)..(21)

<223>  modified by 2'OMe

<220>

<221>  misc_feature

<222>  (21)..(23)

<223>  phosphorothioate linkage

<220>

<221>  misc_feature

<222>  (22)..(22)

<223>  modified by 2'Fluoro

<220>



<221>  misc_feature

<222>  (23)..(23)

<223>  modified by 2'OMe

<400>  512

aagguagaua ugguuauuac aaa                                               23

<210>  513

<211>  8

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  513

Ile Asp Pro Glu Thr Gly Asp Thr 

1               5               

<210>  514

<211>  17

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  514

Trp Ile Asp Pro Glu Thr Gly Asp Thr Glu Tyr Ala Ser Lys Phe Gln 

1               5                   10                  15      

Asp 

    

<210>  515

<211>  5

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<220>



<221>  misc_feature

<222>  (3)..(3)

<223>  Xaa can be any naturally occurring amino acid

<400>  515

Leu Pro Xaa Thr Gly 

1               5   

<210>  516

<211>  17

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  516

Trp Ile Asp Pro Glu Ser Gly Asp Thr Glu Tyr Ala Ser Lys Phe Gln 

1               5                   10                  15      

Asp 

    

<210>  517

<211>  8

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  517

Gly Tyr Ser Phe Thr Asp Tyr Tyr 

1               5               

<210>  518

<211>  5

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic



<400>  518

Asp Tyr Tyr Ile Asn 

1               5   

<210>  519

<211>  8

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  519

Gly Tyr Ser Phe Thr Asp Tyr Asp 

1               5               

<210>  520

<211>  5

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  520

Asp Tyr Asp Ile Asn 

1               5   

<210>  521

<211>  3

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  521

Glu Thr Gly 

1           

<210>  522

<211>  3



<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  522

Glu Ser Gly 

1           

<210>  523

<211>  25

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  523

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly 

1               5                   10                  15      

Ser Leu Arg Leu Ser Cys Ala Ala Ser 

            20                  25  

<210>  524

<211>  13

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  524

Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val 

1               5                   10              

<210>  525

<211>  30

<212>  PRT

<213>  Artificial Sequence

<220>



<223>  Synthetic

<400>  525

Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr Leu Gln 

1               5                   10                  15      

Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 

            20                  25                  30  

<210>  526

<211>  11

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  526

Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser 

1               5                   10      

<210>  527

<211>  25

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  527

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 

1               5                   10                  15      

Ser Val Lys Val Ser Cys Lys Ala Ser 

            20                  25  

<210>  528

<211>  13

<212>  PRT

<213>  Artificial Sequence

<220>



<223>  Synthetic

<400>  528

Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met 

1               5                   10              

<210>  529

<211>  30

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  529

Arg Val Thr Ile Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr Met Glu 

1               5                   10                  15      

Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys 

            20                  25                  30  

<210>  530

<211>  23

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  530

Asp Ile Val Met Thr Gln Ser Pro Asp Ser Leu Ala Val Ser Leu Gly 

1               5                   10                  15      

Glu Arg Ala Thr Ile Asn Cys 

            20              

<210>  531

<211>  25

<212>  PRT

<213>  Artificial Sequence

<220>



<223>  Synthetic

<400>  531

Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Gln 

1               5                   10                  15      

Thr Leu Ser Leu Thr Cys Thr Val Ser 

            20                  25  

<210>  532

<211>  13

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  532

Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile 

1               5                   10              

<210>  533

<211>  30

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  533

Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe Ser Leu Lys 

1               5                   10                  15      

Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys 

            20                  25                  30  

<210>  534

<211>  15

<212>  PRT

<213>  Artificial Sequence

<220>



<223>  Synthetic

<400>  534

Trp Tyr Gln Gln Lys Pro Gly Gln Pro Pro Lys Leu Leu Ile Tyr 

1               5                   10                  15  

<210>  535

<211>  23

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  535

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly 

1               5                   10                  15      

Asp Arg Val Thr Ile Thr Cys 

            20              

<210>  536

<211>  15

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  536

Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile Tyr 

1               5                   10                  15  

<210>  537

<211>  32

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  537



Gly Val Pro Ser Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr 

1               5                   10                  15      

Leu Thr Ile Ser Ser Leu Gln Pro Glu Asp Phe Ala Thr Tyr Tyr Cys 

            20                  25                  30          

<210>  538

<211>  10

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  538

Phe Gly Gln Gly Thr Lys Val Glu Ile Lys 

1               5                   10  

<210>  539

<211>  23

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  539

Asp Ile Val Met Thr Gln Ser Pro Leu Ser Leu Pro Val Thr Pro Gly 

1               5                   10                  15      

Glu Pro Ala Ser Ile Ser Cys 

            20              

<210>  540

<211>  15

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  540



Trp Tyr Leu Gln Lys Pro Gly Gln Ser Pro Gln Leu Leu Ile Tyr 

1               5                   10                  15  

<210>  541

<211>  32

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  541

Gly Val Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr 

1               5                   10                  15      

Leu Lys Ile Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys 

            20                  25                  30          

<210>  542

<211>  32

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  542

Gly Val Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr 

1               5                   10                  15      

Leu Thr Ile Ser Ser Leu Gln Ala Glu Asp Phe Ala Val Tyr Tyr Cys 

            20                  25                  30          

<210>  543

<400>  543

000

<210>  544

<400>  544

000



<210>  545

<400>  545

000

<210>  546

<400>  546

000

<210>  547

<400>  547

000

<210>  548

<400>  548

000

<210>  549

<400>  549

000

<210>  550

<400>  550

000

<210>  551

<211>  447

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  551

Glu Val Gln Leu Gln Gln Ser Gly Ala Glu Leu Val Arg Pro Gly Ala 

1               5                   10                  15      

Ser Val Lys Leu Ser Cys Thr Ala Ser Gly Phe Asn Ile Lys Asp Asp 

            20                  25                  30          

Tyr Met Tyr Trp Val Lys Gln Arg Pro Glu Gln Gly Leu Glu Trp Ile 

        35                  40                  45              



Gly Trp Ile Asp Pro Glu Thr Gly Asp Thr Glu Tyr Ala Ser Lys Phe 

    50                  55                  60                  

Gln Asp Lys Ala Thr Val Thr Ala Asp Thr Ser Ser Asn Thr Ala Tyr 

65                  70                  75                  80  

Leu Gln Leu Ser Ser Leu Thr Ser Glu Asp Thr Ala Val Tyr Tyr Cys 

                85                  90                  95      

Thr Leu Trp Leu Arg Arg Gly Leu Asp Tyr Trp Gly Gln Gly Thr Ser 

            100                 105                 110         

Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu 

        115                 120                 125             

Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys 

    130                 135                 140                 

Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser 

145                 150                 155                 160 

Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln Ser 

                165                 170                 175     

Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser 

            180                 185                 190         

Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn 

        195                 200                 205             

Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys Thr His 

    210                 215                 220                 

Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val 

225                 230                 235                 240 



Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr 

                245                 250                 255     

Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu 

            260                 265                 270         

Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys 

        275                 280                 285             

Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser 

    290                 295                 300                 

Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys 

305                 310                 315                 320 

Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile 

                325                 330                 335     

Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro 

            340                 345                 350         

Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser Leu Thr Cys Leu 

        355                 360                 365             

Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn 

    370                 375                 380                 

Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser 

385                 390                 395                 400 

Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg 

                405                 410                 415     

Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu 

            420                 425                 430         

His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys 

        435                 440                 445         



<210>  552

<211>  447

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  552

Glu Val Gln Leu Gln Gln Ser Gly Ala Glu Leu Val Arg Pro Gly Ala 

1               5                   10                  15      

Ser Val Lys Leu Ser Cys Thr Ala Ser Gly Phe Asn Ile Lys Asp Asp 

            20                  25                  30          

Tyr Met Tyr Trp Val Lys Gln Arg Pro Glu Gln Gly Leu Glu Trp Ile 

        35                  40                  45              

Gly Trp Ile Asp Pro Glu Ser Gly Asp Thr Glu Tyr Ala Ser Lys Phe 

    50                  55                  60                  

Gln Asp Lys Ala Thr Val Thr Ala Asp Thr Ser Ser Asn Thr Ala Tyr 

65                  70                  75                  80  

Leu Gln Leu Ser Ser Leu Thr Ser Glu Asp Thr Ala Val Tyr Tyr Cys 

                85                  90                  95      

Thr Leu Trp Leu Arg Arg Gly Leu Asp Tyr Trp Gly Gln Gly Thr Ser 

            100                 105                 110         

Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu 

        115                 120                 125             

Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys 

    130                 135                 140                 

Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser 

145                 150                 155                 160 



Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln Ser 

                165                 170                 175     

Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser 

            180                 185                 190         

Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn 

        195                 200                 205             

Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys Thr His 

    210                 215                 220                 

Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val 

225                 230                 235                 240 

Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr 

                245                 250                 255     

Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu 

            260                 265                 270         

Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys 

        275                 280                 285             

Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser 

    290                 295                 300                 

Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys 

305                 310                 315                 320 

Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile 

                325                 330                 335     

Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro 

            340                 345                 350         



Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser Leu Thr Cys Leu 

        355                 360                 365             

Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn 

    370                 375                 380                 

Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser 

385                 390                 395                 400 

Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg 

                405                 410                 415     

Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu 

            420                 425                 430         

His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys 

        435                 440                 445         

<210>  553

<211>  450

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  553

Gln Ile Gln Leu Gln Gln Ser Gly Pro Glu Leu Val Arg Pro Gly Ala 

1               5                   10                  15      

Ser Val Lys Ile Ser Cys Lys Ala Ser Gly Tyr Ser Phe Thr Asp Tyr 

            20                  25                  30          

Tyr Ile Asn Trp Val Asn Gln Arg Pro Gly Gln Gly Leu Glu Trp Ile 

        35                  40                  45              

Gly Trp Ile Tyr Pro Gly Ser Gly Asn Thr Arg Tyr Ser Glu Arg Phe 

    50                  55                  60                  



Lys Gly Lys Ala Thr Leu Thr Val Asp Thr Ser Ser Asn Thr Ala Tyr 

65                  70                  75                  80  

Met Gln Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Phe Cys 

                85                  90                  95      

Ala Arg Glu Asp Tyr Tyr Pro Tyr His Gly Met Asp Tyr Trp Gly Gln 

            100                 105                 110         

Gly Thr Ser Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val 

        115                 120                 125             

Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala 

    130                 135                 140                 

Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser 

145                 150                 155                 160 

Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val 

                165                 170                 175     

Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro 

            180                 185                 190         

Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys 

        195                 200                 205             

Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp 

    210                 215                 220                 

Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly 

225                 230                 235                 240 

Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile 

                245                 250                 255     

Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu 

            260                 265                 270         



Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His 

        275                 280                 285             

Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg 

    290                 295                 300                 

Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys 

305                 310                 315                 320 

Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu 

                325                 330                 335     

Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr 

            340                 345                 350         

Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser Leu 

        355                 360                 365             

Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp 

    370                 375                 380                 

Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val 

385                 390                 395                 400 

Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp 

                405                 410                 415     

Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His 

            420                 425                 430         

Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro 

        435                 440                 445             

Gly Lys 

    450 



<210>  554

<211>  450

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  554

Gln Ile Gln Leu Gln Gln Ser Gly Pro Glu Leu Val Arg Pro Gly Ala 

1               5                   10                  15      

Ser Val Lys Ile Ser Cys Lys Ala Ser Gly Tyr Ser Phe Thr Asp Tyr 

            20                  25                  30          

Asp Ile Asn Trp Val Asn Gln Arg Pro Gly Gln Gly Leu Glu Trp Ile 

        35                  40                  45              

Gly Trp Ile Tyr Pro Gly Ser Gly Asn Thr Arg Tyr Ser Glu Arg Phe 

    50                  55                  60                  

Lys Gly Lys Ala Thr Leu Thr Val Asp Thr Ser Ser Asn Thr Ala Tyr 

65                  70                  75                  80  

Met Gln Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Phe Cys 

                85                  90                  95      

Ala Arg Glu Asp Tyr Tyr Pro Tyr His Gly Met Asp Tyr Trp Gly Gln 

            100                 105                 110         

Gly Thr Ser Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val 

        115                 120                 125             

Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala 

    130                 135                 140                 

Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser 

145                 150                 155                 160 



Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val 

                165                 170                 175     

Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro 

            180                 185                 190         

Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys 

        195                 200                 205             

Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp 

    210                 215                 220                 

Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly 

225                 230                 235                 240 

Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile 

                245                 250                 255     

Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu 

            260                 265                 270         

Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His 

        275                 280                 285             

Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg 

    290                 295                 300                 

Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys 

305                 310                 315                 320 

Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu 

                325                 330                 335     

Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr 

            340                 345                 350         

Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser Leu 

        355                 360                 365             



Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp 

    370                 375                 380                 

Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val 

385                 390                 395                 400 

Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp 

                405                 410                 415     

Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His 

            420                 425                 430         

Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro 

        435                 440                 445             

Gly Lys 

    450 

<210>  555

<211>  225

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  555

Glu Val Gln Leu Gln Gln Ser Gly Ala Glu Leu Val Arg Pro Gly Ala 

1               5                   10                  15      

Ser Val Lys Leu Ser Cys Thr Ala Ser Gly Phe Asn Ile Lys Asp Asp 

            20                  25                  30          

Tyr Met Tyr Trp Val Lys Gln Arg Pro Glu Gln Gly Leu Glu Trp Ile 

        35                  40                  45              

Gly Trp Ile Asp Pro Glu Thr Gly Asp Thr Glu Tyr Ala Ser Lys Phe 

    50                  55                  60                  



Gln Asp Lys Ala Thr Val Thr Ala Asp Thr Ser Ser Asn Thr Ala Tyr 

65                  70                  75                  80  

Leu Gln Leu Ser Ser Leu Thr Ser Glu Asp Thr Ala Val Tyr Tyr Cys 

                85                  90                  95      

Thr Leu Trp Leu Arg Arg Gly Leu Asp Tyr Trp Gly Gln Gly Thr Ser 

            100                 105                 110         

Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu 

        115                 120                 125             

Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys 

    130                 135                 140                 

Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser 

145                 150                 155                 160 

Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln Ser 

                165                 170                 175     

Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser 

            180                 185                 190         

Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn 

        195                 200                 205             

Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys Thr His 

    210                 215                 220                 

Thr 

225 

<210>  556

<211>  225

<212>  PRT

<213>  Artificial Sequence



<220>

<223>  Synthetic

<400>  556

Glu Val Gln Leu Gln Gln Ser Gly Ala Glu Leu Val Arg Pro Gly Ala 

1               5                   10                  15      

Ser Val Lys Leu Ser Cys Thr Ala Ser Gly Phe Asn Ile Lys Asp Asp 

            20                  25                  30          

Tyr Met Tyr Trp Val Lys Gln Arg Pro Glu Gln Gly Leu Glu Trp Ile 

        35                  40                  45              

Gly Trp Ile Asp Pro Glu Ser Gly Asp Thr Glu Tyr Ala Ser Lys Phe 

    50                  55                  60                  

Gln Asp Lys Ala Thr Val Thr Ala Asp Thr Ser Ser Asn Thr Ala Tyr 

65                  70                  75                  80  

Leu Gln Leu Ser Ser Leu Thr Ser Glu Asp Thr Ala Val Tyr Tyr Cys 

                85                  90                  95      

Thr Leu Trp Leu Arg Arg Gly Leu Asp Tyr Trp Gly Gln Gly Thr Ser 

            100                 105                 110         

Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu 

        115                 120                 125             

Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys 

    130                 135                 140                 

Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser 

145                 150                 155                 160 

Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln Ser 

                165                 170                 175     



Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser 

            180                 185                 190         

Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn 

        195                 200                 205             

Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys Thr His 

    210                 215                 220                 

Thr 

225 

<210>  557

<211>  228

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  557

Gln Ile Gln Leu Gln Gln Ser Gly Pro Glu Leu Val Arg Pro Gly Ala 

1               5                   10                  15      

Ser Val Lys Ile Ser Cys Lys Ala Ser Gly Tyr Ser Phe Thr Asp Tyr 

            20                  25                  30          

Tyr Ile Asn Trp Val Asn Gln Arg Pro Gly Gln Gly Leu Glu Trp Ile 

        35                  40                  45              

Gly Trp Ile Tyr Pro Gly Ser Gly Asn Thr Arg Tyr Ser Glu Arg Phe 

    50                  55                  60                  

Lys Gly Lys Ala Thr Leu Thr Val Asp Thr Ser Ser Asn Thr Ala Tyr 

65                  70                  75                  80  

Met Gln Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Phe Cys 

                85                  90                  95      



Ala Arg Glu Asp Tyr Tyr Pro Tyr His Gly Met Asp Tyr Trp Gly Gln 

            100                 105                 110         

Gly Thr Ser Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val 

        115                 120                 125             

Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala 

    130                 135                 140                 

Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser 

145                 150                 155                 160 

Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val 

                165                 170                 175     

Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro 

            180                 185                 190         

Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys 

        195                 200                 205             

Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp 

    210                 215                 220                 

Lys Thr His Thr 

225             

<210>  558

<211>  228

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  558

Gln Ile Gln Leu Gln Gln Ser Gly Pro Glu Leu Val Arg Pro Gly Ala 

1               5                   10                  15      



Ser Val Lys Ile Ser Cys Lys Ala Ser Gly Tyr Ser Phe Thr Asp Tyr 

            20                  25                  30          

Asp Ile Asn Trp Val Asn Gln Arg Pro Gly Gln Gly Leu Glu Trp Ile 

        35                  40                  45              

Gly Trp Ile Tyr Pro Gly Ser Gly Asn Thr Arg Tyr Ser Glu Arg Phe 

    50                  55                  60                  

Lys Gly Lys Ala Thr Leu Thr Val Asp Thr Ser Ser Asn Thr Ala Tyr 

65                  70                  75                  80  

Met Gln Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Phe Cys 

                85                  90                  95      

Ala Arg Glu Asp Tyr Tyr Pro Tyr His Gly Met Asp Tyr Trp Gly Gln 

            100                 105                 110         

Gly Thr Ser Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val 

        115                 120                 125             

Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala 

    130                 135                 140                 

Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser 

145                 150                 155                 160 

Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val 

                165                 170                 175     

Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro 

            180                 185                 190         

Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys 

        195                 200                 205             

Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp 

    210                 215                 220                 



Lys Thr His Thr 

225             

<210>  559

<211>  230

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  559

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Glu 

1               5                   10                  15      

Ser Leu Lys Ile Ser Cys Lys Gly Ser Gly Tyr Ser Phe Thr Ser Tyr 

            20                  25                  30          

Trp Ile Gly Trp Val Arg Gln Met Pro Gly Lys Gly Leu Glu Trp Met 

        35                  40                  45              

Gly Ile Ile Tyr Pro Gly Asp Ser Asp Thr Arg Tyr Ser Pro Ser Phe 

    50                  55                  60                  

Gln Gly Gln Val Thr Ile Ser Ala Asp Lys Ser Ile Ser Thr Ala Tyr 

65                  70                  75                  80  

Leu Gln Trp Ser Ser Leu Lys Ala Ser Asp Thr Ala Met Tyr Tyr Cys 

                85                  90                  95      

Ala Arg Phe Pro Tyr Asp Ser Ser Gly Tyr Tyr Ser Phe Asp Tyr Trp 

            100                 105                 110         

Gly Gln Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro 

        115                 120                 125             

Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr 

    130                 135                 140                 



Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr 

145                 150                 155                 160 

Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro 

                165                 170                 175     

Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr 

            180                 185                 190         

Val Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn 

        195                 200                 205             

His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser 

    210                 215                 220                 

Cys Asp Lys Thr His Thr 

225                 230 

<210>  560

<211>  10

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  560

Gly Tyr Thr Phe Thr Asn Tyr Trp Met His 

1               5                   10  

<210>  561

<211>  17

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  561



Glu Ile Asn Pro Ile Asn Gly Arg Ser Asn Tyr Gly Glu Arg Phe Lys 

1               5                   10                  15      

Thr 

    

<210>  562

<211>  7

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  562

Gly Thr Arg Ala Met His Tyr 

1               5           

<210>  563

<211>  11

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  563

Arg Thr Ser Glu Asn Ile Tyr Asn Asn Leu Ala 

1               5                   10      

<210>  564

<211>  7

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  564

Ala Ala Thr Asn Leu Ala Asp 

1               5           



<210>  565

<211>  10

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  565

Gln His Phe Trp Gly Thr Pro Leu Thr Phe 

1               5                   10  

<210>  566

<211>  116

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  566

Gln Val Gln Leu Gln Gln Pro Gly Ala Glu Leu Val Lys Pro Gly Ala 

1               5                   10                  15      

Ser Val Lys Leu Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asn Tyr 

            20                  25                  30          

Trp Met His Trp Val Lys Gln Arg Pro Gly Gln Gly Leu Glu Trp Ile 

        35                  40                  45              

Gly Glu Ile Asn Pro Ile Asn Gly Arg Ser Asn Tyr Gly Glu Arg Phe 

    50                  55                  60                  

Lys Thr Lys Ala Thr Leu Thr Val Asp Lys Ser Ser Ser Thr Ala Tyr 

65                  70                  75                  80  

Met Gln Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Tyr Cys 

                85                  90                  95      

Ala Arg Gly Thr Arg Ala Met His Tyr Trp Gly Gln Gly Thr Ser Val 

            100                 105                 110         



Thr Val Ser Ser 

        115     

<210>  567

<211>  107

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  567

Asp Ile Gln Met Thr Gln Ser Pro Ala Ser Leu Ser Val Ser Val Gly 

1               5                   10                  15      

Glu Thr Val Thr Ile Thr Cys Arg Thr Ser Glu Asn Ile Tyr Asn Asn 

            20                  25                  30          

Leu Ala Trp Tyr Gln Gln Lys Gln Gly Lys Ser Pro Gln Leu Leu Val 

        35                  40                  45              

Tyr Ala Ala Thr Asn Leu Ala Asp Gly Val Pro Ser Arg Phe Ser Gly 

    50                  55                  60                  

Ser Gly Ser Gly Thr Gln Tyr Ser Leu Lys Ile Asn Ser Leu Gln Ser 

65                  70                  75                  80  

Glu Asp Phe Gly Asn Tyr Tyr Cys Gln His Phe Trp Gly Thr Pro Leu 

                85                  90                  95      

Thr Phe Gly Ala Gly Thr Lys Leu Glu Leu Lys 

            100                 105         

<210>  568

<211>  9

<212>  PRT

<213>  Artificial Sequence

<220>



<223>  Synthetic

<400>  568

Tyr Thr Phe Thr Asn Tyr Trp Met His 

1               5                   

<210>  569

<211>  17

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  569

Glu Ile Asn Pro Ile Asn Gly Arg Ser Asn Tyr Ala Gln Lys Phe Gln 

1               5                   10                  15      

Gly 

    

<210>  570

<211>  17

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  570

Glu Ile Asn Pro Ile Asn Gly Arg Ser Asn Tyr Ala Glu Lys Phe Gln 

1               5                   10                  15      

Gly 

    

<210>  571

<211>  17

<212>  PRT

<213>  Artificial Sequence

<220>



<223>  Synthetic

<400>  571

Glu Ile Asn Pro Ile Gln Gly Arg Ser Asn Tyr Ala Glu Lys Phe Gln 

1               5                   10                  15      

Gly 

    

<210>  572

<211>  9

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  572

Gln His Phe Trp Gly Thr Pro Leu Thr 

1               5                   

<210>  573

<211>  7

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  573

Ala Ala Thr Asn Leu Ala Glu 

1               5           

<210>  574

<211>  11

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  574



Arg Thr Ser Glu Asn Ile Tyr Ser Asn Leu Ala 

1               5                   10      

<210>  575

<211>  7

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  575

Ala Gly Thr Asn Leu Ala Asp 

1               5           

<210>  576

<211>  116

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  576

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 

1               5                   10                  15      

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asn Tyr 

            20                  25                  30          

Trp Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met 

        35                  40                  45              

Gly Glu Ile Asn Pro Ile Asn Gly Arg Ser Asn Tyr Ala Gln Lys Phe 

    50                  55                  60                  

Gln Gly Arg Val Thr Leu Thr Val Asp Thr Ser Ile Ser Thr Ala Tyr 

65                  70                  75                  80  

Met Glu Leu Ser Arg Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys 

                85                  90                  95      



Ala Arg Gly Thr Arg Ala Met His Tyr Trp Gly Gln Gly Thr Leu Val 

            100                 105                 110         

Thr Val Ser Ser 

        115     

<210>  577

<211>  116

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  577

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 

1               5                   10                  15      

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asn Tyr 

            20                  25                  30          

Trp Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Ile 

        35                  40                  45              

Gly Glu Ile Asn Pro Ile Asn Gly Arg Ser Asn Tyr Ala Glu Lys Phe 

    50                  55                  60                  

Gln Gly Arg Val Thr Leu Thr Val Asp Thr Ser Ser Ser Thr Ala Tyr 

65                  70                  75                  80  

Met Glu Leu Ser Arg Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys 

                85                  90                  95      

Ala Arg Gly Thr Arg Ala Met His Tyr Trp Gly Gln Gly Thr Leu Val 

            100                 105                 110         

Thr Val Ser Ser 

        115     



<210>  578

<211>  116

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  578

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 

1               5                   10                  15      

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asn Tyr 

            20                  25                  30          

Trp Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met 

        35                  40                  45              

Gly Glu Ile Asn Pro Ile Gln Gly Arg Ser Asn Tyr Ala Glu Lys Phe 

    50                  55                  60                  

Gln Gly Arg Val Thr Leu Thr Val Asp Thr Ser Ser Ser Thr Ala Tyr 

65                  70                  75                  80  

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Thr Tyr Tyr Cys 

                85                  90                  95      

Ala Arg Gly Thr Arg Ala Met His Tyr Trp Gly Gln Gly Thr Leu Val 

            100                 105                 110         

Thr Val Ser Ser 

        115     

<210>  579

<211>  116

<212>  PRT

<213>  Artificial Sequence

<220>



<223>  Synthetic

<400>  579

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 

1               5                   10                  15      

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asn Tyr 

            20                  25                  30          

Trp Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met 

        35                  40                  45              

Gly Glu Ile Asn Pro Ile Asn Gly Arg Ser Asn Tyr Ala Glu Lys Phe 

    50                  55                  60                  

Gln Gly Arg Val Thr Leu Thr Val Asp Thr Ser Ser Ser Thr Ala Tyr 

65                  70                  75                  80  

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Thr Tyr Tyr Cys 

                85                  90                  95      

Ala Arg Gly Thr Arg Ala Met His Tyr Trp Gly Gln Gly Thr Leu Val 

            100                 105                 110         

Thr Val Ser Ser 

        115     

<210>  580

<211>  107

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  580

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly 

1               5                   10                  15      



Asp Arg Val Thr Ile Thr Cys Arg Thr Ser Glu Asn Ile Tyr Asn Asn 

            20                  25                  30          

Leu Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ser Pro Lys Leu Leu Ile 

        35                  40                  45              

Tyr Ala Ala Thr Asn Leu Ala Asp Gly Val Pro Ser Arg Phe Ser Gly 

    50                  55                  60                  

Ser Gly Ser Gly Thr Asp Tyr Thr Leu Thr Ile Ser Ser Leu Gln Pro 

65                  70                  75                  80  

Glu Asp Phe Ala Thr Tyr Tyr Cys Gln His Phe Trp Gly Thr Pro Leu 

                85                  90                  95      

Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys 

            100                 105         

<210>  581

<211>  107

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  581

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly 

1               5                   10                  15      

Asp Arg Val Thr Ile Thr Cys Arg Thr Ser Glu Asn Ile Tyr Asn Asn 

            20                  25                  30          

Leu Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile 

        35                  40                  45              

Tyr Ala Ala Thr Asn Leu Ala Asp Gly Val Pro Ser Arg Phe Ser Gly 

    50                  55                  60                  



Ser Gly Ser Gly Thr Asp Tyr Thr Leu Thr Ile Ser Ser Leu Gln Pro 

65                  70                  75                  80  

Glu Asp Phe Ala Thr Tyr Tyr Cys Gln His Phe Trp Gly Thr Pro Leu 

                85                  90                  95      

Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys 

            100                 105         

<210>  582

<211>  107

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  582

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly 

1               5                   10                  15      

Asp Arg Val Thr Ile Thr Cys Arg Thr Ser Glu Asn Ile Tyr Asn Asn 

            20                  25                  30          

Leu Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile 

        35                  40                  45              

Tyr Ala Ala Thr Asn Leu Ala Glu Gly Val Pro Ser Arg Phe Ser Gly 

    50                  55                  60                  

Ser Gly Ser Gly Thr Asp Tyr Thr Leu Thr Ile Ser Ser Leu Gln Pro 

65                  70                  75                  80  

Glu Asp Phe Ala Thr Tyr Tyr Cys Gln His Phe Trp Gly Thr Pro Leu 

                85                  90                  95      

Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys 

            100                 105         



<210>  583

<211>  107

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  583

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly 

1               5                   10                  15      

Asp Arg Val Thr Ile Thr Cys Arg Thr Ser Glu Asn Ile Tyr Ser Asn 

            20                  25                  30          

Leu Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile 

        35                  40                  45              

Tyr Ala Gly Thr Asn Leu Ala Asp Gly Val Pro Ser Arg Phe Ser Gly 

    50                  55                  60                  

Ser Gly Ser Gly Thr Asp Tyr Thr Leu Thr Ile Ser Ser Leu Gln Pro 

65                  70                  75                  80  

Glu Asp Phe Ala Asn Tyr Tyr Cys Gln His Phe Trp Gly Thr Pro Leu 

                85                  90                  95      

Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys 

            100                 105         

<210>  584

<211>  30

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  584

ctccaacatc aaggaagatg gcatttctag                                        30



<210>  585

<211>  20

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  585

tcaaggaaga tggcatttct                                                   20

<210>  586

<211>  22

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  586

caatgccatc ctggagttcc tg                                                22

<210>  587

<211>  25

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  587

gttgcctccg gttctgaagg tgttc                                             25

<210>  588

<211>  21

<212>  RNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  588

ccuccgguuc ugaagguguu c                                                 21

<210>  589

<211>  21



<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Synthetic

<400>  589

cctccggttc tgaaggtgtt c                                                 21


