MYOSTATIN ANTAGONISM IN HUMAN SUBJECTS

CROSS REFERENCE TO RELATED APPLICATIONS

[00601] This application clamms the benefit of U.S. Provisional Application No. 61/799,928,
filed MARCH 15, 2013, which is hereby incorporated in its entirety by reference.

STATEMENT REGARDING FEDERALLY SPONSORED RESARCH OR
: ' DEVELOPMENT

{6062} Not applicable.

SEQUENCE LISTING

[0003] The instant application contains a Sequence Listing which has been submitted via
EFS-Web and is hereby incorporated by reference in its entirety. Said ASCII copy, created on
Mersh13Apri} 30, 2014, 1s named
26324PCT _CRF Sequencelisting 26323480 secvencchsting-txt, and is 258, 776266000

bytes in size.

. FIELD OF THE INVENTION

10664] The invention relates to methods of using myostatin antagonists, e.g., myostatin

-binding peptibodies, for treatment of cachexia in prostate cancer patients,

BACKGROUND

[0GGS] The transforming growth factor (TGF) (B superfamily of growth factors consists of a
large number of growth and differentiation factors that regulate muscle tissue development
and homeostasis. Myostatin, a member of the TGF-§ superfamily, is expressed almost
exclusively in skeletal muscle, and acts as a negative regulator of muscle growth (Roth and
Walsh, 2004; Thomas et al, 2000). Myostatin inhibits myoblast proliferation by causing up-
regulation of cyclin;dependent kinase (CDK) mhibitors (e.g., p21), which in turn results in
down-regulation of CDKZ and in G¢/G; cell cycle arrest. In addition, myostatin negatively
regulates myoblast differentiation through decreased expression of MyoD (Langley et al,
2002).

[0006] Observations from mice and cattle with loss-of-function mutations in the myostatin
gene (Roth and Walsh, 2004; Grobet et al, 1998; Szabo et al, 1998; Grobet et al, 1997;
Kambadur et al, 1997; McPherron and Lee, 1997; McPherron et al, 1997), as well as



[0016] In some embodiments, the myostatin antagonist is formulated in a pharmaceutical
composition. Examples include but are not limited to a pharmaceutical composition
comprising a buffer, an antioxidant, a low molecular weight molecule, a drug, a protein, an
amino acid, a carbohydrate, a lipid, a chelating agent, a stabilizer, or an excipient. For
example, the formulation can be 10 mM sodium acetate, 9% (w/v) sucrose, 0.004% (w/v)

polysorbate 20, pH 4.75.
[6617] The method can use administration that is, e.g., parenteral or oral or subcutancous.

{0018} In some embodiments, the myostatin antagonist is administered at a dose between
0.01 to 10.0 mg/kg, mclusive or at a dose of 0.3 to 3.0 mg/kg, inclusive or at a dose of 0.3,
1.0, or 3.0 mg/kg. The myostatin antagonist can be administered, e.g., twice daily, once
daily, twice weekly, once weekly, twice monthly, or once monthly. In some embodiment the

myostatin antagonist is administered once weekly for 4 weeks.

[6619] In some embodiments, the myostatin antagonist is co-administered with an additional

agent, e.g., an anti-prostate cancer agent.

BRIEF DESCRIPTION OF THE FIGURES

10920} Figure 1 shows myostatin activity as measured by expressed luciferase activity (y-
axis) vs. concentration (x-axis) for the TN8-19 peptide QGHCTRWPWMCPPY (SEQ ID
NO: 3229) and the TN8-19 peptibody (pb) to determine the ICs; for each using the C2C12
pMARE luciferase assay described in the Examples below. The peptibody has a lower ICs

value compared with the peptide.

00211 Figure 2 is a graph showing the increase in total body weight for CD1 muw/nu mice
treated with increasing dosages of the 1x mTN8-19-21 peptibody over a fourteen day period

compared with mice treated with a huFc control, as described in Example 8.

[6022] Figure 3A shows the increase in the mass of the gastrocnemius muscle mass at
necropsy of the mice treated in Figure 2 (Example 8). Figure 3B shows the increase in lean
mass as determined by NMR on day 0 compared with day 13 of the experiment described in
Example 8.

[0623] Figure 4 shows the increase in lean body mass as for CD1 mw/nu mice treated with
biweekly injections of increasing dosages of 1x mTN8-19-32 peptibody as determined by
NMR on day 0 and day 13 of the experiment described in Example 8.



However, the peptides of the present invention may be produced by any number of known

methods including chemical synthesis as described below.

16062} The peptides can be further improved by the process of “affinity maturation”. This
procedure is directed to increasing the affinity or the activity of the peptides and peptibodies
of the present invention using phage display or other selection technologies. Based on a
consensus sequence, directed secondary phage display libraries, for example, can be
generated in which the “core™ amino acids (determined from the consensus sequence) are
held constant or are biased in frequency of occurrence. Alternatively, an individual peptide
sequence can be used to generate a biased, directed phage display library. Panning of such
libraries under more stringent conditions can yield peptides with enhanced binding to
myostatin, selective binding to myostatin, or with some additional desired property.
However, peptides having the affinity matured sequences may then be produced by any
number of known methods inciuding chemical synthesis or recombinantly. These peptides are
used to generate binding agents such as peptibodies of various configurations which exhibit

greater inhibitory activity in cell-based assays and in vivo assays.

10063} Example 6 below describes affinity maturation of the “first round™ peptides described
above to produce affinity matured peptides. Exemplary affinity matured peptibodies are
presented in Tables IV and V. The resultant 1x and 2x peptibodies made from these peptides
were then further characterized for binding affinity, ability to neutralize myostatin activity,
specificity to myostatin as opposed to certain other TGF- family members such as activin,
and for additional in vitro and in vivo activity, as described below. Affinity-matured peptides
and peptibodies are referred to by the prefix “m”™ before their family name to distinguish them

from first round peptides of the same family.

[0064] Exemplary first round peptides chosen for further affinity maturation according to the
present invention included the following peptides:
TN8-1% QGHCTRWPWMCPPY (SEQ ID NO: 3329)
Linear-2 MEMLDSLFELLRKDMVPISKA (SEQ ID NO: %%}MQ_E)
Linear-15 HHGWNYLRKGSAPOWFEAWV (SEQ ID NO: L3-7114)
Linear-17, RATLLKDFWQLVEGYGDN (SEQ ID NO: #%5116)
Linear-20 YREMSMLEGLLDVLERLQHY (SEQ ID NO: +22119)
Linear-21 HNSSQMLLSELIMLVGSMMQ (SEQ ID NO: #=2120)
Linear-24 EFFEWLHNHRSEVNHWLDMN (SEQ ID NO: 326123).
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in the art. The peptides are “preactivated” with an appropriate functional group at a specific
site. The precursors are purified and fully characterized prior to reacting with the PEG
moiety. Ligation of the peptide with PEG usually takes place in aqueous phase and can be
easily monitored by reverse phase analytical HPLC. The PEGylated peptides can be easily
purified by preparative HPLC and characterized by analytical HPLC, amino acid analysis and

laser desorption mass spectrometry.

10684} Polysaccharide polymers are another type of water soluble polymer which may be
used for protein modification. Dextrans are polysaccharide polymers comprised of individual
subunits of glucose predominantly linked by al-6 linkages. The dextran itself is available in
many molecular weight ranges, and is readily available in molecular weights from about 1
kDa to about 70 kDa. Dextran is a suitable water-soluble polymer for use in the present
invention as a vehicle by itself or in combination with another vehicle (e.g., Fc). See, for
example, WO 96/11953 and WO 96/05309. The use of dextran conjugated to therapeutic or
diagnostic immunoglobulins has been reported; see, for example, European Patent
Publication No. 0 315 456, which is hereby incorporated by reference. Dextran of about 1
kDa to about 20 kDa is preferred when dextran is used as a vehicle in accordance with the

present invention.

Linkers

[0085] The myostatin agonists used in the present invention may optionally further

comprises a “linker” group. In one embodiment, the linker consists of the sequence
GGGGGAQ (SEQ ID NO:636).

{0086} Linkers serve primarily as a spacer between a peptide and a vehicle or between two
peptides of the binding agents of the present invention. In one embodiment, the linker is
made up of amino acids linked together by peptide bonds, preferably from 1 to 20 amino
acids linked by peptide bonds, wherein the amino acids are selected from the 20 naturally
occurring amino acids, One or more of these amino acids may be glycosylated, as is
understood by those in the art. In one embodiment, the 1 to 20 amino acids are selected from
glycine, alanine, proline, asparagine, glutamine, and lysine. Preferably, a linker is made up of
a majority of amino acids that are sterically unhindered, such as glycine and alanine. Thus,
exemplary linkers are polyglycines (particularly (Gly)s (SEG 1D NO: 637), (Gly)s (SEQ 1D
NQ: 638)), poly(Gly-Ala), and polyalanines. As used herein, the designation “g” refers to a
glycine homopeptide linkers. As shown in Table I, “gn” refers to a 5x gly linker (SEQ 1D
NQ: 637} at the N terminus, while “gc” refers to 5x
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gly linker {SEQ ID NO: 637) at the C terminus. Combinations of Gly and Ala are also

preferred. One exemplary linker sequence useful for constructing the binding agents of the
present invention 1s the following: gsgsatggsgstassgsgsatg (SEQ ID NO: 284639). This

linker sequence is referred to as the “k™ or 1k sequence. The designations “ke”, as found in
Table I1, refers to the k linker at the C—terminus, while the designation “kn”, refers to the k

linker at the N-terminus.

[0087] The linkers of the present invention may also be non-peptide linkers. For example,
alkyl linkers such as -NH-(CH;)s-C{O}-, wherein s = 2-20 can be used. These alkyl linkers
may further be substituted by any non-sterically hindering group such as lower alkyl (e.g., C;-
Cs) lower acyl, halogen (e.g., Cl, Br), CN, NH,, phenyl, etc. An exemplary non-peptide
linker is a PEG linker, and has a molecular weight of 100 to 5000 kDa, preferably 100 to 500

kDa. The peptide linkers may be altered to form derivatives in the same manner as above.

Exemplary Myostatin Antagonists, e.g., Binding Agents

[0088] The myostatin agonists, e.g., binding agents used in the methods described herein
comprise at least one peptide capable of binding myostatin, ¢.g.. a peptide consisting of the

amino acid sequence set forth in SEQ ID NO:311.

[6089] In one embodiment, the myostatin biriding peptide is between about 5 and about 50
amino acids in fength, in another, between about 10 and 30 amino acids in length, and in
another, between about 10 and 25 amino acids in length. In one embodiment the myostatin
binding peptide comprises the amino acid sequence WMCPP (SEQ ID NO: 633). In other
embodiment, the myostatin binding peptide comprises the amino acid sequence
CayapWa; WMCPP (SEQ ID NO: 352), wherein a;, a; and az are selected from a neutral
hydrophobic, neutral polar, or basic amino acid. In another embodiment the myostatin
binding peptide comprises the amino acid sequence Cb;byWhsWMCPP (SEQ ID NO: 353),
wherein by is selected from any one of the amino acids T, I, or R; b, is selected from any one
of R, S, (; bs is selected from any one of P, R and Q, and wherein the peptide is between 10

and 50 amino acids in length, and physiologically acceptable salts thereof.

[6098] Other myostatin binding peptides comprises the formula:
C]CQC3C4C§C@§C7C§ECQWMCPPCI(}C]_1012013 (SEQ 1D NG: 354), wherein:
¢y is absent or any amino acid;

C, 1s absent or a neutral hydrophobic, neutral polar, or acidic amino acid,
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[0103] This type of insertional variant generally has all or a substantial portion of the native
molecule, linked at the N- or C-terminus, to all or a portion of a second polypeptide. For
example, fusion proteins typically employ leader sequences from other species to permit the
recombinant expression of a protein in a heterologous host. Another useful fusion protein
includes the addition of an immunologically active domain, such as an antibody epitope, to
facilitate purification of the fusion protein. Inclusion of a cleavage site at or near the fusion
junction will facilitate removal of the extraneous polypeptide after purification. Other useful
fusions include linking of functional domains, such as active sites from enzymes,

glycosylation domains, cellular targeting signals or transmembrane regions.

[0104] There are various commercially available fusion protein expression systems that may
be used in the present invention. Particularly useful systems include but are not limited to the
glutathione-S-transferase (GST) system (Pharmacia), the maltose binding protemn system
(NEB, Beverley, MA), the FLAG system (IBI, New Haven, CT), and the 6xHis (SEQ 1D NO:
640) system (Qiagen, Chatsworth, CA). These systems are capable of producing recombinant
peptides and/or peptibodies bearing only a small number of additional amino acids, which are
unlikely to significantly affect the activity of the peptide or peptibody. For example, both the
FLAG system and the 6xHis (SEQ 1D NO: 640) system add only short sequences, both of

which are known to be poorly antigenic and which do not adversely affect folding of a
polypeptide to its native conformation. Another N-terminal fusion that is contemplated to be
useful is the fusion of a Met-Lys dipeptide at the N-terminal region of the protein or peptides.

Such a fusion may produce beneficial increases in protein expression or activity.

[6105] Other fusion systems produce polypeptide hybrids where it is desirable to excise the
fusion partner from the desired peptide or peptibedy. In one embodiment, the fusion partner
is linked to the recombinant peptibody by a peptide sequence containing a specific
recognition sequence for a protease. Examples of suitable sequences are those recognized by
the Tobacco Etch Virus protease (Life Technologies, Gaithersburg, MD) or Factor Xa (New
England Bioclabs, Beverley, MA).

[0196] The invention also provides fusion polypeptides which comprise all or part of a
peptide or peptibody of the present invention, in combination with truncated tissue factor
(tTF). fTF is a vascular targeting agent consisting of a truncated form of a human
coagulation-inducing protein that acts as a tumor blood vessel clotting agent, as described
U.S. Patent Nos.: 5,877,289; 6,004,555; 6,132.729; 6,132,730; 6,156,321; and European
Patent No. EP 0988056. The fusion of tTF to the anti-myostatin peptibody or peptide, or
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Sequence Ranking and Analysis

[G229] The peptide sequences that were translated from the nucleotide sequences were
correlated to ELISA data. The clones that showed high chemiluminescent units in the
myostatin-coated wells and low chemiluminescent units in the 2% BSA-coated wells were
identified. The sequences that occurred multiple times were 1dentified. Candidate sequences
chosen based on these criteria were subjected to further analysis as peptibodies.
Approximately 1200 individual clones were analyzed. Of these approximately 132 peptides
were chosen for generating the peptibodies of the present invention. These are shown in
Table I below. The peptides having SEQ ID NO: 1 to 129 were used to generate peptibodies
of the same name. The peptides having SEQ ID NO: 130 to 141 shown in Table I comprise
two or more peptides from SEQ 1D NO: 1 to 132 attached by a linker sequence. SEQ ID NO:

130 to 141 were also used to generate peptibodies of the same name.

[0230] Consensus sequences were determined for the TN-8 derived group of peptides. These
are as follows:
KDXCXXWHWMCKPX (SEQ ID NO: 142)
WXXCXXXGFWCXNX (SEQ ID NO: +43641)
IXGCXWWDXXCYXX (SEQIDNO: 144)
XXWCVSPXWECXXX (SEQ ID NO: 145)
XXXCPWFAXXCVDW (SEQ ID NO: 146)

10231] For all of the above consensus sequences, the underlined “core sequences” from each
consensus sequence are the amine acid which always occur at that position. “X” refers to any
naturally occurring or modified amino acid. The two cysteines contained with the core

sequences were fixed amino acids in the TN8-IX library.

TABLE I: peptibody names and peptide sequences

PEPTIBODY NAME SEQ.ID [PEPTIDE SEQUENCE
No
Myostatin-TN8-Conl 1 KDKCKMWHWMCKPP
Myostatin-TN8-Con2 2 KDLCAMWHWMCKPP
Myostatin-TN8-Con3 3642 |KDLCKMWEKWMCKPP

Myostatin-TIN8-Con4 4 KDLCKMWHWMCKPK
Myostatin-TN8-Con5 5 WYPCYEFHFWCYDL
Myostatin-TN8-Con6 6 WYPCYEGHFWCYDL
Myostatin-TN8-Con7 7 IFGCKWWDVQCYQF
Myostatin-TN8-Con8 8 IFGCKWWDVDCYQF
Myostatin-TN8-Con9 9 ADWCVSPNWFCMVM
Myostatin-TN&-Conl0 10 HKFCPWWALFCWDE
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Myostatin-TN§-1 11 KDLCEKMWHWMCKPP
Myostatin-TNE-2 12 IDKCAIWGWMCPPL
Myostatin-TN8-3 13 WYPCGEFGMWCINVY
Myostatin-TN8-4 14 WFTCLWNCDNE
Myostatin-TNE-5 15 HTPCPWEFAPLCVEW
Myostatin-TN8-6 16 KEWCWRWKWMCKPE
Myostatin-TN§-7 17 FETCPSWAYFCLDI
Myostatin-TNE-8 18 AYRKCEANDWGCWWL
Myostatin-TN8-9 19 NSWCEDQWHRCWWL
Myostatin-TN8-10 20 WSACYAGHFWCYDIL,
Myostatin-TINS-11 21 ANWCVSEPNWECMVM
Myostatin-TN8-12 22 WTECYQQEFWCWNL
Myostatin-TN8-13 23 ENTCERWKWMCPPK
Myostatin-TNE-14 24 WLPCHQEGFWCMNF
Myostatin-TNE-15 25 STMCSQWHWMCNPF
Myostatin-TN8-16 26 IFGCHWWDVDCYQF
Myostatin-TN&-17 27 IYGCEKWWDIQCYDI
Myostatin-TN8-18 28 POWCIDPDWWCKFW
Myostatin-TN8-19 29 QGHCTRWPWMCPPY
Myostatin-TN§-20 30 WOQECYREGFWCLQT
Myostatin-TN§-21 31 WEFDCYGPGFKCWSP
Myostatin-TNg-22 32 GVRCPKGHLWCLYP
Myostatin-TN8-23 33 HWACGYWPWSCKWYV
Myostatin-TN8-24 34 GPACHSPWWWCVEG
Myostatin-TN8-25 35 TTWCISPMWECS(QQ
Myostatin-TN8-26 36 HKFCPPWAIFCWDF
Myostatin-TN8-27 37 PDWCVSPRWYCNMW
Myostatin-TN8-28 38 VWKCHWFGMDCEPT
Myostatin-TIN8-29 39 KKHCOIWTWMCAPK
Myostatin-TN8-30 40 WHFQCGSTLFWCYNL
Myostatin-TN8-31 41 WSPCYDHYFYCYTI
Myostatin-TN8-32 42 SWMCGFFKEVCMWY
Myostatin-TN8-33 43 EMLCMIHPVFCNPH
Myostatin-TN8-34 44 LKTCNLWPWMCPPL,
Myostatin-TN8-35 45 VVGCKWYEAWCYNK
Myostatin-TNE-36 46 PIHCTQWAWMCPPT
Myostatin-TN8-37 47 DSNCPWYFLSCVIF
Myostatin-TN8-38 48 HIWCNLAMMEKCVEM
Myostatin-TN§-39 49 NLQCIYFLGKCIYF
Myostatin-TN8-40 50 AWRCMWFSDVCTPG
Myostatin-TINE-41 51 WFRCFLDADWCTSV
Myostaiin-TNE-42 52 EKICOMWSWMCAPP
Myostatin-TNE-43 53 WEFYCHLNKSECTEP
Myostatin-TN8-44 54 FWRCAIGIDKCERYV
Myostatin-TN8-45 55 NLGCKWYEVWCFTY
Myostatin-TN8-46 56 IDLCNMWDGMCYPP
Myostatin-TN8-47 57 EMPCNIWGWMCPPV
Myostatin-TN12-1 58 WFRCVLTGIVDWSECFGL
Myostatin-TN12-2 55643 GFSCTFGLDEFYVDCSPF
Myostatin-TN12-3 60 LPWCHDQVNADWGFCMLW
Myostatin-TN12-4 61 YPTCSERKFWIYGQTCVLW
Myostatin-TN12-5 62 LGPCPIHHGPWPQYCVYW
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Construction of pAMG21

[0235] Expression plasmid pAMG21 (ATCC No. 98113) is derived from expression vector
pCFM1656 (ATCC No. 69576) and the expression vector system described in United States
Patent No. 4,710,473, by following the procedure described in published International Patent
Application WO 00/24782, all of which are incorporated herein by reference.

Fc N-terminal Vector

[6236] The Fc N-terminal vector was constructed using the pAMG21 Fe_Gly5_ Tpo vector
('Glys' disclosed as SEQ ID NO: 637) as atemplate. A 5" PCR primer (below) was designed to
remove the Tpo peptide sequence in pAMG Tpo GlyS_ (SEQ 1D NO: 637} and replace it with a

polylinker containing Apall and Xhol sites. Using this vector as a template, PCR was performed

with Expand Long Polymerase, using the following 5° primer and a universal 3’ primer:

5/ primer 57 ACAAACRRAACATATGGGTGCACAGAAAGCGGCCGCAARAARRD
CTCGAGGETGGAGGCGGTGGGGACA 37 (SEQ ID NO:297)
3'primer 57 GGTCATTACTGGACCGGATC 37 (SEQ ID NO: 298)

[0237] The resulting PCR product was gel purified and digested with restriction enzymes Ndel
and Bs#GIL. Both the plasmid and the polynucleotide encoding the peptide of interest together
with its linker were gel purified using Qiagen (Chatsworth, CA) gel purification spin columns.
The plasmid and insert were then ligated using standard ligation procedures, and the resulting
ligation mixture was transformed into E. coli cells (strain 2596). Single clones were selected and
DNA sequencing was performed. A correct clone was identified and this was used as a vector

source for the modified peptides described herein.

Construction of Fe C-terminal Vector

10238} The Fc C-terminal vector was constructed using pAMG21 Fe_Gly5_ Tpo vector ('Gly5'
disciosed as SEQ 1) NO: 637) as a template. A 3° PCR primer was designed to remove the Tpo

peptide sequence and to replace it with a polylinker containing Apal .l and Xhol sites. PCR was
performed with Expand Long Polymerase using a universal 5 primer and the 3’ primer.
5 Primer: 5°-CGTACAGGTTTACGCAAGAAAATGG-3" (SEQ ID NO: 299)
3° Primer: 5-TTTGTTGGATCCATTACTCGAGTTTTTTTGCGGCCGCT
TTCTGTGCACCACCACCTCCACCTTTAC-3" (SEQ ID NO: 300}
[6239] The resulting PCR product was gel purified and digested with restriction enzymes BsrGl
and BumHI. Both the plasmid and the polynucleotide encoding each peptides of interest with its

linker were gel purified via Qiagen gel purification spin columns. The
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loaded onto a SP-Sepharose Fast Flow column equilibrated in 10 mM NaAc, 50 mM NaCl,
pH 5, 4°C). After loading the column was washed to baseline with 10 mM NaAc, 50 mM
NaCl, pH 5.2. The column was developed with a 20 column volume gradient from 50mM -
500 mM NaCl in the acetate buffer. Alternatively, after the wash to baseline, the column was
washed with 5 column volumes of 10 mM sodium phosphate pH 7.0 and the column
developed with a 15 column volume gradient from 0-400 mM NaCl in phosphate buffer.
Column fractions were analyzed by SDS-PAGE. Fractions containing dimeric peptibody
were pooled. Fractions were also analyzed by gel filtration to determine if any aggregate was

present.

{6242} A number of peptibodies were prepared from the peptides of Table 1. The peptides
were attached to the human IgG1 Fe molecule to form the peptibodies in Table II. Regarding
the peptibodies in Table II, the C configuration indicates that the peptide named was attached
at the C-termini of the Fc. The N configuration indicates that the peptide named was attached
at the N-termini of the Fc. The N,C configuration indicates that one peptide was attached at
the N-termini and one at the C-termini of each Fc molecule. The 2x designation indicates that
the two peptides named were attached in tandem to each other and also attached at the N or
the C termini, or both the N,C of the Fc, separated by the linker indicated. Two peptides
attached in tandem separated by a linker, are indicated, for example, as Myostatin-TN8-29-
19-8g, which indicates that TN8-29 peptide is attached via a (gly)s linker (SEQ 1D NO:; 638)
to TNE-19 peptide. The peptide(s) were attached to the Fc via a (gly)s linker {SEQ 1D NO:

637} sequence unless otherwise specified. In some instances the peptide(s) were attached via
a'k hnker. The linker designated k or 1k refers to the gsgsatggsgstassgsgsatg (SEQ 1D NO:
304639) linker sequence, with ke referring to the linker attached to the C—terminus of the Fe,
and kn referring to the linker attached to the N-terminus of the Fc. In Table I below, column
4 refers to the linker sequence connecting the Fc to the first peptide and the fifth column

refers to the configuration N or C or both.

16243} Since the Fc molecule dimerizes in solution, a peptibody constructed so as to have
one peptide will actually be a dimer with two copies of the peptide and two Fc molecules, and
the 2X version having two peptides in tandem will actually be a dimer with four copies of the

peptide and two Fc molecules.

[0244] Since the peptibodies given in Table 11 are expressed in E. coli,-the first amino acid
residue is Met (M). Therefore, the peptibodies in the N configuration are Met-peptide-linker-
Fe, or Met-peptide-linker-peptide-linker-Fc, for example. Peptibodies in the C
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configuration are arranged as Met-Fe-linker-peptide or Met-Fe-linker-peptide-linker-peptide,
for example. Peptibodies in the C,N configuration are a combination of both, for example,

Met-peptide-linker-Fe-linker-peptide.

10245] Nucleotide sequences encoding exemplary peptibodies are provided below in Table

II. The polynucleotide sequences encoding an exemplary peptibody of the present invention

includes a nucleotide sequence encoding the Fc polypeptide sequence such as the following:

5" GACAAAACTCACACATGTCCACCTTGCCCAGCACCTGAACTCCTGGGGGEGACCGTCAGTT
TTCCTCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCCCGGACCCCTGAGCTCACATG
CGTGGTGETECACGTGAGCCACGAAGACCCTGAGGTCAAGTTCAACTEGETACGTGGACGELE
TGGAGCGTGCATAATGCCAAGACAAAGCCGCGEGAGCGAGCAGTACAACAGCACGTACCGTGTG
GTCAGCGTCCTCACCGTCCTGCACCAGGACTGGCTGAATGGCAAGGAGTACARAGTGCAAGGT
CTCCAACAAAGCCCTCCCAGCCCCCATCGAGAAANMCCATCTCCAAAGCCARAGGECAGCCCC
GAGAACCACAGGTGTACACCCTGCCCCCATCCCGGEATGAGCTGACCARGAACCAGETCAGC
CTGACCTGCCTGETCAAAGGCTTCTATCCCAGCGACATCGCCETGGAGTGEGAGAGCAATGES
GCAGCCGGAGAACAACTACAAGACCACGCUTCCCETECTGGACTCCGACGGLTCCTTCTTCC
TCTACAGCAAGCTCACCETGCACAAGAGCAGGTGGCAGCAGGGEAACGTCTTCTCATGCTCC
GTCATGCATCAGGCTCTGCACAACCACTACACGCACGAAGAGCCTCTCCCTGTCTCCEGGETAA
A~37 (SEQ ID NO: 301)

[0246] In addition, the polynucleotides encoding the five glycine ggggg linker (SEQ 1D NO:

6373 such as the following are included:
5'-GGTGGAGGTGGTGGT-3" (SEQ ID NO: 3023

[0247} The polynucleotide encoding the peptibody also includes the codon encoding the

methionine ATG and a stop codon such as TAA,

[0248j Therefore, the structure of the first peptibody in Table II is TN8-Conl witha C

configuration and a {gly)s linker (SEC 1D NOG: 637) is as follows: M-Fc-GGGGG-
KDKCKMWHWMCKPP (SEQ ID NO: 303). Exemplary polynucleotides encoding this

peptibody would be:

5°.
ATGGACAAAACTCACACATGTCCACCTTGCCCAGCACCTGAACTCCTGG
GGGGACCGTCAGTTTTCCTCTTCCCCCCAAAACCCAAGGACACCCTCATG
ATCTCCCGGACCCCTGAGGTCACATGCGTGGTGGTGGACGTGAGCCACG
AAGACCCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGTGGAGGTGCA
TAATGCCAAGACAAAGCCGCGGGAGGAGCAGTACAACAGCACGTACCG
TGTGGTCAGCGTCCTCACCGTCCTGCACCAGGACTGGCTGAATGGCAAG
GAGTACAAGTGCAAGGTCTCCAACAAAGCCCTCCCAGCCCCCATCGAGA
AAACCATCTCCAAAGCCAAAGGGCAGCCCCCAGAACCACAGGTGTACAC
CCTGCCCCCATCCCGGGATGAGCTGACCAAGAACCAGGTCAGCCTGACC
TGCCTGGTCAAAGGCTTCTATCCCAGCGACATCGCCGTGGAGTGGGAGA
GCAATGGGCAGCCGGAGAACAACTACAAGACCACGCCTCCCGTGCTGGA
CTCCGACGGCTCCTTCTTCCTCTACAGCAAGCTCACCGTGGACAAGAGCA
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GGTGGCAGCAGGGGAACGTCTTCTCATGCTCCGTGATGCATGAGGCTCT
GCACAACCACTACACGCAGAAGAGCCTCTCCCTGTCTCCGGGTAAAGGT
GGAGGTGGTGGTAAGACAAATGCAAAATGTGGCACTGGATGTGCAAACC
GCCG-3" (SEQ ID NO: 304)

TABLE II: peptibody name, peptide sequence, nucleotide sequence, linker, and terminus

Peptibody | Peptide Nucleotide Sequence (SEQ ID NG) L T
Name

Myostatin- KDEKECKMWHWMCKPP |AAAGACAAATGCAAAATGTGGCACTGGATGYG |5 gly C
TN8-conl (SEQIDNO: 1Y CAAACCGCCG (Seq. ID No: 147) (SEQID
NO:637)

Myostatin- KDLCAMWHWMCKPP [AAAGACCTGTGCGCTATGTGGCACTGGATGTG |5 gly C
TNE-con2 (SEQ I NO: 2) CAAACCGCCG (Seq. ID No: 148) (SEG 12
MO 637)

Myostatin- KDLCKMWEWMCKPP  AAAGACCTGTGCAAAATGTGGAAATGGATGTG |5 gly C
TN8-con? {SEG 1D NGO 642) CAAACCGCCG (SEQ ID NO: 149 (SEGID
NO; 637

Myostatin- KDLCKMWHWMCKPK |AAAGACCTGTGCAAAATGTGGCACTGGATGTG (5 gly C
THN8&-cond {(SEQ IDNO: 4 CAAACCGAAA (SEQ ID NO: 150) (SEQ IR
NG 6373

Myostaiin- WYPCYEFHFWCYDL  (TGGTACCCGTGCTACGAATTCCACTTCTGGTGC (5 gly C
TN8-cons {SEQ D NO: 5 TACGACCTG {SEQ ID NO: 151) (SEO D
NO 637

Myostatin- WYPCYEFHFWCYDL  |TGGTACCCGTGCTACGAATTCCACTTCTGGTGC |5 gly N
TN&-con5 {(SEQ IDNO: 5 TACGACCTG (SEQ 1D NO: 152) (SEQ ID
NG: 627)

Myostatin- WYPCYEGHFWCYDIE, |TGGTACCCGTGCTACGAAGGTCACTTCTGGTGC |5 gly C
TN8-conb {SEQ ID NO: 63 TACGACCTG (SEQ ID NO: 153) (SEQ I
NO: 637

Myostatin- WYPCYEGHFWCYDL  ITGGTACCCGTGCTACGAAGGTCACTTCTGGTGC S gy N
|| TNB-conb (SEQ 1D NG: 6) TACGACCTG (SEQ ID NO: 154) {(SEOQ 1D
NGO: 637}

Myostatin- IFGCKWWDVQCYQF ATCTTCGGTTGCAAATGGTGGGACGTTCAGTGC 5ely C
TN&-con? (SEQ DN T TACCAGTTC (SEQ ID NO: 153) (SEQID
NO: 637

Myostatin- IFGCKWWDVDCYQF ATCTTCGGTTGCAAATGGTGGGACGTTGACTGC 5¢ely C
TN8-con8 {SEQIDNO: 8§ TACCAGTTC (SEQ ID NO: 156) (SEQID
NG; 637)

Myostatin- IFGCKWWDVDCYQF  [ATCTTCGGTTGCAAATGGTGGGACGTTGACTGC 5 ely N
TNE-conk {(SEG H) NO: 8 TACCAGTTC (SEQ ID NO: 157) (SEC I
NQ: 637

Myostatin- ADWCVSPNWFCMVM  |GCTGACTGGTGCGTTTCCCCGAACTGGTTCTGC 15 gly C
TN8-con9 (SEQ 1D NO: 9) ATGGTTATG (SEQ ID NO: 158} (SEQID
NO: 637)

Myostatin- HKFCPWWALFCWDF  |[CACAAATTCTGCCCGTGGTGGGCTCTGTTCTGC {5 gly C
TN&-conll SEOQ 1D WNG: 16 TGGGACTTC (SEQ ID NO: 159) SEQ ID
NG 637)

Myostatin- KDLCKMWHWMCKPP [ AAAGACCTGTGCAAAATGTGGCACTGGATGTG (5 gly C
TN8-1 (SEGTD NO: 11 CAAACCGCCG (SEQ ID NO: 160 (SEQ 1D
NGO 637)

Myvostatin- IDKCATWGWMCPPL ATCGACAAATGCGCTATCTGGGGTTGGATGTGC| S gly C
TINg-2 {SEQ I NO: 12} CCGCCGCTG (SEQ ID NO: 161) {(SEQ 1D
. NO: 637)

Myostatin- WYPCGEFGMWCINY  |[TGGTACCCGTGCGGTGAATTCGGTATGTGGTIGC|S gly C
TNS-3 (SEGID NO: 13 CTGAACGTT (SEQ ID NO: 162) (SEQ ID
NO: 637)
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Myostatin- WEFTCLWNCDNE (SEO  ITGGTTCACCTGCCTGTGGAACTGCGACAACGA |5 gty C
TNg-4 1D NO: 14) A (SEQ ID NO: 163) (SEQ ID
NO: 637)

Myostatin- HTPCPWFAPLCVEW CACACCCCGTGCCCGTGGTTCGCTCCGCTGTGL |5 gly C
TNE-5 {(SEQ 1D NO: 15y GTTGAATGG (SEQ ID NO: 164) (SEQ I
NO: 6373

Myostatin- KEWCWRWEKWMCEPE (AAAGAATGGTGCTGGCGTTGGAAATGGATGTG |5 ¢gly C
TNS-6 (SEQ 1D NG: 16) CAAACCGGAA {SEQ ID NO: 165) {(SEQ 1D
NG: 637}

Myostatin- FETCPSWAYFCLDI TTCGAAACCTGCCCGTCCTGGGCTTACTTCTGC |5 gly C
TNg-7 {(SEQID NG 17} CTGGACATC (SEQID NQO: 166) {SEQID
NO: 637

Myostatin- FETCPSWAYFCLDI TTCGAAACCTGCCCGTCCTGGGCTTACTTCTGC |5 gly N
TNE-7 (SEQ ID NO: 17) CTGGACATC (SEQ ID NO: 167) (SEQ ID
NO: 637)

Myostatin- AYKCEANDWGCWWL (GCTTACAAATGCGAAGCTAACGACTGGGGTTG (5 gly C
TNE-8 (SEOIDNG. 18} CTGGTGGCTG (SEQ ID NO: 168) {SEGID
NG: 6371

Myostatin- NSWCEDQWHRCWWL [AACTCCTGGTGCGAAGACCAGTGGCACCGTTG {5 gly C
TNE-9 (SEQ ID NG 19) CTGGTGGCTG (SEQ ID NO: 169) HSEQID
NQO: 637

Myostatin- WSACYAGHFWCYDL  |[TGGTCCGCTTGCTACGCTGGTCACTTCTGGTGC |5 gly C
TNS-10 (SEQ ID NG: 20y TACGACCTG (SEQ ID NO: 170} (SECQID
NO: 637

Myostatin- ANWCVSPNWFCMVM  |GCTAACTGGTGCGTTTCCCCGAACTGGTTCTGC 15 gly C
TNS-11 (SEOIDNGO: 21 ATGGTTATG (SEQ ID NO: 171) (SEQ 1D
: NO: 637)

Myostatin- WTECYQQEFWCWNL | TGGACCGAATGCTACCAGCAGGAATTCTIGGTG |5 gly C
TNS-12 {SEG ID NO: 223 CTGGAACCTG (SEQID NQ: 172) {SEG ID
NO: 637)

Myostatin- ENTCERWKWMCPPE  |GAAAACACCTGCGAACGTTGGAAATGGATGTG |5 gly C
TNg-13 (SEC ID WNO: 23) CCCGCCGAAA (SEQIDNO: 173) {(SEQID
NO: 637

Myostatin- WLPCHQEGFWCMNF TGGCTGCCGETGCCACCAGGAAGGTTTCTGGTGCS gly C
TNS-14 {SEG ID NO: 24y ATGAACTTC (SEQ ID NO: 174) {SEQ I
NG: 637

Myostatin- STMCSQWHWMCNPF  ITCCACCATGTGCTCCCAGTGGCACTGGATGTGC |5 gly C
TN8-15 (SEG D NG 25) AACCCGTTC (SEQ ID NG: 175) {(SEO ID
' NO: 637)

Myvostatin- IFGCHWWDVDCYQF ATCTTCGGTTGCCACTGGTGGGACGTTGACTGC |5 gly C
TNS8-16 (SEQ ID NG: 26) TACCAGTTC (SEQ ID NO: 176) (SEGID
NO: 637)

Myostatin- IYGCKWWDIQCYDI ATCTACGGTTGCAAATGGTGGGACATCCAGTG (5 gly C
TNE-17 (SEQID NG: 27} CTACGACATC (SEQID NO: 177) (SEQ D
NG 6310

Myostatin- PDWCIDPDWWCKEFW  |[CCGGACTGGTGCATCGATCCGGACTGGETGGTG (5 gly C
TNG-18 {SEQ 1D NO: 283 CAAATTCTGG (SEQ 1D NO: 178) (SEQ D
NO: 637)

Myostatin- QGHCTRWPWMCPPY [CAGGGTCACTGCACCCGTTGGCCGTGGATGTG |5 gly C
TNR-19 (SEQ 1D NO: 29) CCCGCCGTAC (SEQIDNO: 179 (SEQID
NG 637

Myostatin- WOECYREGFWCLQT  [TGGCAGGAATGCTACCGTGAAGGTTTCTGGTGC!S gly C
TNg-20 (SEQ ID NC: 30) CTGCAGACC (SEQ ID NO: 180) (SEG ID
NO: 637)

Myostatin- WEFDCYGPGFKCWSP TGGTTCGACTGCTACGGTCCGGGTTTCAAATGC |5 gly C
TNg-21 {(SEQ TD NQO: 31) TGGTCCCCG (SEQ ID NO: 181) {(SEQ I
NO: 637)

Myostatin- GVRCPKGHLWCLYP GGTOTTCGTTGCCCGAAAGGTCACCTGTGGTGCIS ¢gly C
TNR-22 (SEQ D NG; 32} CTGTACCCG (SEQ ID NO: 182) {(SEQ ID
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NG 6373

Myostatin-TN8- |HWACGYWPWSCKWYV | CACTGGGCTTGCGGTTACTGGCCGTGGETCCTGCA |5 gly C
23 HEEQ TD NGO 3 AATGGGTT (SEQ ID NO: 183) (8EQ IDy
NO: 637)

Myostatin-TN8- |GPACHSPWWWCVFG GGTCCGGCTTGCCACTCCCCGTGGTGGTGGTGCGT|S gly C
24 SEQ ID NG: 34 TTTCGGT (SEQ ID NO: 184) (SEQ 1D
NO:637)

Myostatin-TNE- I TTWCISPMWFCSQQ ACCACCTGGTGCATCTCCCCGATGTGGTTCTGCTC |5 gly C
25 (SEQ ID NG 33 CCAGCAG (SEQ TD NO: 185) {SEQ 1D
NG 63T

Myostatin-TNS- |[HKFCPPWAIFCWDF CACAAATTCTGCCCGCCGTGGGCTATCTTCTGCTG |5 gly N
26 (SEQ 1D NO; 36) GGACTTC (SEQ ID NO: 186) (SEQID
NO: 63T

Myostatin-TN8- |PDWCVSPRWYCNMW CCGGACTGGTGCGTTTCCCCGCGTTGGTACTGCAALS gly N
27 (SEQ I NO: 37 CATGTGG (SEQ ID NO: 187) SEQ ID
NO: 637

Myostatin-TN&- [ VWKCHWEFGMDCEPT GTTTGGAAATGCCACTGGTTCGGTATGGACTGCG |5 gly N
28 SEC ID NO: 38 AACCGACC {(SEQ IDNO: 188) HSEQ D
NO: 837y

Myostatin-TN8~ [KKHCQIWTWMCAPK AAAAAACACTGCCAGATCTGGACCTGGATGTGCG |5 gly N
29 SEQ ID NO: 39 CTCCGAAA (SEQ IDNQO: 189) {8EQ ID
NC: 637

Myostatin-TN8- |[WFQCGSTLFWCYNL TGGTTCCAGTGCGGTTCCACCCTGTTCTGGTGCTA |5 gly N
30 (SEQ D Nk 40 CAACCTG (SEQ ID NO: 190} (SEQ I
NO: 637y

Myostatin-TN8- |WSPCYDHYFYCYTI TGGTCCCCOGTGCTACGACCACTACTTCTACTGCTA (5 gly N
3l (SEQ ID NO: 41 CACCATC (SEQ ID NO: 191) (SEQ ID
NGO 637

Myostatin-TN8- | SWMCGFFKEVCMWYV TCCTGGATGTGCGGTTTCTTCAAAGAAGTTTGCAT |5 gly N
32 (SEG ID NG 423 GFTGGGTT (SEQ ID NO: 192) {(5EQ ID
. NO: 637}

Myaostatin-TNS- [EMLCMIHPVECNPH GAAATGCTGTGCATGATCCACCCGGTTTTCTGCAALS gly N
33 {SEQ ID NQ; 43} CCCGCAC (SEQ ID NO: 193) (SECQ IT3
NO: 63N

Myostatin-TN8- |LKTCNLWPWMCPPL CTGAAAACCTGCAACCTGTGGCCGTGGATGTGCC |5 gly N
34 (SEQ 1D NG 44y CGCCGCTG (SEQ IDNO: 194) (SEQ D
NCH 637)

Myostatin-TN8- [VVGCKWYEAWCYNK GTTGTTGGTTGCAAATGGTACGAAGCTTGGTGCT 15 ¢gly N
35 (SEQ 1D NO: 43) ACAACAAA (SEQ ID NO: 195) (SEQ ID
NO: 6373

Myostatin~TNg- | PTHCTQWAWMCPPT CCGATCCACTGCACCCAGTGGGCTTGGATGTGCC |5 gly N
36 (8EG 1D NO: 463 CGCCGACC (SEQ ID NQO: 196) {SEQ 1D
NC: 637}

Myostatin-TNS- ! DSNCPWYFLSCVIF {SEQ [GACTCCAACTGCCCGTGGTACTTCCTGTCCTGCGT 15 gy N
37 1D NO: 47 TATCTTC (SEQ ID NO: 197) (SEO 1D
NO: 637

Myostatin-TN8- |HIWCNLAMMECVEM CACATCTGGTGCAACCTGGCTATGATGAAATGCG |5 gly N
38 {SEO ID NQ: 48) TTGAAATG (SEQ ID NO: 198644) (SEQ ID
NO: 637y

Myostatin-TIN8- (NLQCIYFLGKCIYF {(SEQ [AACCTGCAGTGCATCTACTTCCTGGGTAAATGCATIS gly N
39 D NO: 493 CTACTTC (SEQ ID NO: 199} {SEQ ID
NO: 637y

Myostatin-TN&- |]AWRCMWFSDVCTPG GCTTGGCGTTGCATGTGGTTCTCCGACGTTTGCAC |5 gly N
40 (SEQ ID NO: 50) CCCGGQGT (SEQ ID NG: 200) (SEQID
NO: 637)

Myostatin-TN8- 'WFRCFLDADWCTSY TGGTTTCGTTGTTITCTTGATGCTGATTGGTGTACT S gly N
41 (SEQ ID NO: 51) TCTGTT (SEQ ID NO: 201) (SEQ ID
NG 637

Myostatin-TNS- |[EKICOMWSWMCAPP GAAAAAATTITGTCAAATGTGGTCTTGGATGTGTG |5 gly N
42 (SEC TD NO: 323 CTCCACCA (SEQ IDNO: 202) SEOID
NO: 6373
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Myostatin- WEYCHLNKSECTEP TGGTTTTATTGTCATCTTAATAAATCTGAATGT |5 gly N
TN8-43 (SEO ID NO: 53) ACTGAACCA (SEQ ID NO: 203) (SEQ I
NO: 637
Myostatin- FWRCAIGIDKCKRV TTTTGGCGTTGTGCTATTGGTATTGATAAATGT (5 gly N
TNB-44 (SEQ 1D NQ: 54) AAACGTGTT (SEQ ID NO: 204) (SEQ I
N0 637
Myostatin- NLGCKWYEVWCFTY [AATCTTGGTTGTAAATGGTATGAAGTTTGGTGT (5 gly N
TN8-45 {SEQ 1D NO: 55) TTTACTTAT (SEQ 1D NO: 205) {(SEQID
NG 637)
Myostatin- IDLCNMWDGMCYPP ATTGATCTITGTAATATGTGGGATGGTATGTGT |5 gly N
TNE-46 (HEC TD NOY: 563 TATCCACCA (SEQ IDNQO: 206) SEQ D
NG: 637
Myostatin- EMPCNIWGWMCPPY GAAATGCCATGTAATATTTGGGGTTGGATGTGT |5 gly N
TNg-47 {(SEQ ID NG 3T CCACCAGTT (SEQ ID NO: 207 (SEQID
NG: 637
Myostatin- WFRCVLTGIVDWSECF ([TGGTTCCGTTGCGTTCTGACCGGTATCGTTGAC |5 aly N
TN12-1 GL (SEQ ID NO: 58 TGGTCCGAATGCTTCGGTCTG (SEQ ID NO: 208) (SEQ ID
N 6373
Myostatin- GFSCTFGLDEFYVDCSP IGGTTTCTCCTGCACCTTCGGTCTGGACGAATTC {5 gly N
TN12-2 F(SEGID NG 643) TACGTTGACTGCTCCCCGTTC (SEQ ID NO: 209) [{SEG 1D
NO; 637)
Myostatin- LPWCHDQVNADWGEC [CTGCCGTGGTGCCACGACCAGGTTAACGCTGA |5 gly N
TNiZ2-3 MLW (SEQ D NO: 60} CTGGGGTTTCTGCATGCTGTGG (SEQ ID NO: (SEC 1D
- 210) NO: 637)
Myostatin- YPTCSEKFWIYGQTCVLITACCCGACCTGLUTCCGAAAAATTCTGGATCTAC S ¢gly N
TNI12-4 W (SEC IDNO: 61y GGTCAGACCTGCGTTCTGTGG (SEQ ID NO: 211 {(SEQ ID
NG 637)
Myostatin- LGPCPIHHGPWPQYCV |CTGGGTCCGTGCCCGATCCACCACGGTCCGTGGS gly N
TN12-5 YW (SEQ ID NO: 62) CCGCAGTACTGCGTTITACTGG (SEQIDNQ: 212) [{SEQ ID
NGO 63Ty
Myostatin- PFPCETHQISWLGHCLS CCGTTCCCGTG_CGAAACCCACCAGATCTCCTGG 5 gly N
TNI2-6 F{SEQ ID NO: 63} CTGGGTCACTGCCTGETCCTITC (SEQ ID NO: 213) j(SEQ ID
NGO: 637)
Myostatin- HWGCEDLMWSWHPLC [CACTGGGGTTGCGAAGACCTGATGTGGTCCTG |5 gly N
TNI2-T RRP (SEQ 1D NG: 64) GCACCCGCTGTGCCGTCGTCCG (SEQ ID NO: {SEQ 1D
214} NO: 83
Myostatin- LPLCDADMMPTIGFCV [CTGCCGCTGTGCGACGCTGACATGATGCCGAC |5 gly N
TN12-8 AY (SEQ ID NG 65) CATCGGTTTCTGCGTTGCTTAC (SEQ ID NO: {SEQ ID
215} MNO: 637
Myostatin- SHWCETTFWMNYAKC ITCCCACTGGTGCGAAACCACCTTCTGGATGAACIS gly N
TN12-9 VHA (SEO ID NO: 66} TACGCTAAATGCGTTCACGCT (SEQ ID NO: 216) [(SEQGID
NG 837
Myostatin- LPKCTHVPFDQGGFCL |CTGCCGAAATGCACCCACGTTCOGTTCGACCAGIS gly N
TN12-10 WY (SEC D NG: 67) GGTGGTITICTGCCTGTGGTAC (SEQ IDNO: 217y {SEQ ID
NQO: 637
Myostatin- FSSCWSPVSROQDMECY [TTCTCCTCCTGCTGGTCCCCGGTTTICCCGTCAG |5 gly N
TNIZ-11 FY (SEQ D NO: 683 GACATGTTCTGQCGTTTTCTAC (SEQ ID NO: 218) (SEGQID
NQG: 6373
Myostatin- SHEKCEYSGWLQPLCYR ITCCCACAAATGCGAATACTCCGGTTGGCTGCA (5 gly N
TN12-13 P{SEC ID NO: 69) GCCGCTGTGCTACCGTCCG (SEQ ID NQ: 219) {(SEG 1D
NQ: 637}
Myostatin- PWWCQDNYVQHMLHC|CCGTGGTGGTGCCAGGACAACTACGTTCAGCA |5 gly N
TN1Z2-14 DSP (SECQ 1D NO: 763 CATGCTGCACTGCGACTCCCCG (SEQ ID NO: (SEQID
220) NO: 637
Myostatin- WERCMLMNSFDAFQC |TGGTTCCGTTGCATGCTGATGAACTCCTTCGAC (5 gly N
TN12-15 VSY (SECQ IDNO: 71 GCTTTCCAGTGCGTTTCCTAC (SEQID NO: 221 |(SEQID
NG: 637}
Myostatin- PDACRDQPWYMFMGC |CCGGACGCTTGCCGTGACCAGCCGTGGTACAT |5 ly N
TN12-16 MLG {(SEC T NO: 72) GTTCATGGGTTGCATGCTG (SEQID
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GGT (SEQ ID NQ: 222) NO: 637) |
Myostatin- FLACFVEFELCFDS TTCCTGGCTTGCTTCGTTGAATTCGAACTGTGC |5¢gly N
TN12-17 (SEQ 1D NO: 73 TTCGACTCC (SEQ ID NO: 223) (SEQID
NO: 637
Myostatin- SAYCITESDPYVLCVPL | TCCGCTTACTGCATCATCACCGAATCCGACCCG [S gty IN
TN12-18 (SEQ ID NO: 74) TACGTTCTGTGCGTTCCGCTG (SEQ ID NO: 224) [(SEQ ID
NO: 637)
Myostatin- PSICESYSTMWLPMCQ [CCGTCCATCTGCGAATCCTACTCCACCATGTGG [5gly N
TN12-19 HN_(SEQ 1D NO: 753 CTGCCGATGTGCCAGCACAAC (SEQ ID NO: 225)/(SEQ ID
NG 637)
Myostatin- WLDCHDDSWAWTKM [TGGCTGGACTGCCACGACGACTCCTGGGCTTG |Sgly N
TN12-20 CRSH (SEQ ID NO: 76)  {GACCAAAATGTGCCGTTCCCAC (SEQIDNO:  {SEQID
226) NO: 637)
Myostatin- YINCVMMNTSPFVECV [TACCTGAACTGCGTTATGATGAACACCTCCCCG [5gly [N
TN12-21 FN(SEC ID NO: 77) TTCGTTGAATGCGTTTTCAAC (SEQ ID NO: 227) |(SEQ ID
NO: 637
Myostatin- YPWCDGFMIQQGITCM [TACCCGTGGTGCGACGGTTTCATGATCCAGCAG S gly [N
TN12-22 FY (SEQ ID NO; 78} GGTATCACCTGCATGTITCTAC (SEQ ID NO: 228) [(SEQ ID
NO: 637
Myostatin- FDYCTWLNGEKDWKC [TTCGACTACTGCACCTGGCTGAACGGTTTCAAA Sgly N
TN12-23 WSR(SEQGID NO:79)  |GACTGGAAATGCTGGTCCCGT (SEQ ID NO: 229) (SEQ D
NO: 637)
Myostatin- LPLCNLKEISHVQACVL (CTGCCGCTGTGCAACCTGAAAGAAATCTCCCA (Sgly [N
TN12-24 F {SEQ 1D NG 80) CGTTCAGGCTTGCGTTCTGITC (SEQ ID NO: (SEQ ID
230) NO: 637)
Myostatin- SPECAFARWLGIEQCQR|TCCCCGGAATGCGCTITCGCTCGTTGGCTGGGT [5¢ly (N
TN12-25 D(SEQ ID NG: 81) ATCGAACAGTGCCAGCGTGAC (SEQ ID NO: (SEQ ID
23D NO: 637)
Myostatin- YPQCFNLHLLEWTECD [TACCCGCAGTGCTTCAACCTGCACCTGCTGGAA S gly N
TN12-26 WF (SEQ I NO: 82) TGGACCGAATGCGACTGGTTC (SEQ ID NO: 232) [(SEQ 1D
NO: 637)
Myostatin- RWRCEIYDSEFLPKCW |CGTTGGCGTTGCGAAATCTACGACTCCGAATTC|5¢gly N
TN12-27 FE(SEO ID NC: 83) CTGCCGAAATGCTGGTTCTTC (SEQ ID NO: 233) [(SEQ ID
NO: 637)
Myostatin- LVGCDNVWHRCKLE  [CTGGTTGGTTGCGACAACGTTTGGCACCGTTGC [5¢gly N
TN12-28 (SEQ 1D NO: 84) AAACTGTTC (SEQ ID NO: 234) (SEQID
: NO: 637)
Myostatin- AGWCHVWGEMFGMG |GCTGGTTGGTGCCACGTTTGGGGTGAAATGTTIC [Sely N
TN12-29 CSAL (SEQID NO: 85)  |GGTATGGGTTGCTCCGCICTG (SEQ ID NO: 235) [(SEQID
NO: 637)
Myostatin- HHECEWMARWMSLDC [CACCACGAATGCGAATGGATGGCTCGTTGGAT |5gly [N
TN12-30 VGL{SEGID NO: 86}  |GTCCCTGGACTGCGTTGGTCTG (SEQ IDNO:  [(SEQID
236) NO: 637)
Myostatin- FPMCGIAGMKDFDFCV |[FTCCCGATGTGCGGTATCGCTGGTATGAAAGACS gty [N
TN12-31 WY (SEQ ID NO: 87} TTCGACTTCTGCGTTTGGTAC (SEQ ID NO: 237) |(SEQ D
NO: 637)
Myostatin- RDDCTEWPEWLWKLC |CGTGATGATTGTACTTITTTGGCCAGAATGGCTT (Sely [N
TN12-32 FRP (SEQ IDNO: 883 [TGGAAACTTTGTGAACGTCCA (SEQ ID NO: 238) [(SEQ ID
NG: 637)
Myostatin- YNECSYLFGVSKEACQ {TATAATTTTTGTTCTTATCTITTITGGTGTTTCTA [5¢gly [N
TN12-33 LP (SEQ 1D NQ: 89) AAGAAGCTTGTCAACTTCCA (SEQ ID NO: 239) [(SEQID
NO: 6373
Myostatin- AHWCEQGPWRYGNIC |GCTCATTGGTGTGAACAAGGTCCATGGCGTTAT 5¢gly N
TN12-34 MAY (SEQ ID NQ: 90}  |GGTAATATTTGTATGGCTTAT (SEQ ID NO: 240) [(SEQID (C
NO: 637}
Myostatin- NLVCGKISAWGDEACAR |AATCTTGTTTGTGGTAAAATTTCTGCTTGGGGTGA |5 gly N
TN12-35 A(SEQ IDNQ: 913 TGAAGCTTGTGCTCGTGCT (SEQ ID NO: 241) (SEQ ID
NO; 6373
Myostatin-TN12- I HNVCTIMGPSMEWFCWN |CATAATGTTTGTACTATTATGGGTCCATCTATGAAAT |5 gly N
36 DSEQ ID NOQ: 92) GGTTTTGTTGGAATGAT ) {380 1D 1C
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(SEQ ID NQO: 242) NO: 6373
Myostatin- NDLCAMWGWRNTIWCQ |AATGATCTTTGTGCTATGTGGGGTTGGCGTAATAC|S gly N
TN12-37 NS {SEQ I NO: 93) TATTTGGTGTCAAAATTCT (SEQ ID NO: 243) {(SEOID |IC
NO: 637)
Myostatin- PPFCONDNDMLQSLCKL {CCACCATTTTGTCAAAATGATAATGATATGCTTCA (5 gly N
TN12-38 L{SEC ID NO: 94) ATCTCTTTGTAAACTTCTT (SEQ ID NQO: 244) (8EQ 11D
NG 037
Myostatin- WYDCNVPNELLSGLCRL ITGGTATGATTGTAATGTTCCAAATGAACTTCTTTC 15 gly N
TN12-39 F{SEQIDNO: 95) TGGTCTTTGTCGTCTTTTT (SEQ ID NO: 245) (SEQ D
NG 637
Myostagin- YGDCDOQNHWMWPETCL [TATGGTGATTGTGATCAAAATCATTGGATGTGGC |5 gly N
TN12-40 SL(SEQ ID NO: 96} CATTTACTTGTCTTTCTCTT (SEQ ID NO: 246) (SEQ D 1C
NO: 637
Myostatin- GWMCHFDLHDWGATCQIGGTTGGATGTGTCATTTTGATCTTCATGATTGGGG |5 gly N
TN12-41 PD(SEQ D NO: 97) TGCTACTTGTCAACCAGAT (SEQ ID NO: 247} SEQ ID
NO:637)
Myostatin- YFHCMEGGHEFEVHCES [TATTTTCATTGTATGTITTIGGTGGTCATGAATTTGA |5 gly N
TN12-42 F{SEQ ID NQ: 98) AGTTCATTGTGAATCTTTT (SEQ ID NO: 248) {(SEO 1D IC
NO: 637
Myostatin- AYWCWHGQCVRF{SEQ IGCTTATTGGTGTTGGCATGGTCAATGTGTTCGTTT |5 gly N
TN12-43 T3 MO 09 T (SEQ IDNO: 249 (SEQ Dy
NO: 637}
Myostatin- SEHWTFTDWDGNEWWYV I TCCGAACACTGGACCTTCACCGACTGGGACGGTA |5 gly N
Linear-1 RPF{SEQ ID NG: 1003 ACGAATGGTGGGTTCGTCCGTTC (SEQ ID NO: 250M{SEQ 1>
NO: 637)
Myostatin- MEMLDSLFELLKDMVPI | ATGGAAATGCTGGACTCCCTGTTCGAACTGCTGA 15 gly N
Linear-2 SKA(SEGQID NO: 101 AAGACATGGTTCCGATCTCCAAAGCT (SEQID SEO 1D
NO: 251} NO: 637)
Myostatin- SPPEEALMEWLGWQYG |TCCCCGCCGGAAGAAGCTCTGATGGAATGGCTGG |5 gly N
Linear-3 KFT(SEC ID NO: 102) GITGGCAGTACGGTAAATTCACC (SEQ ID NO: {SEQ >
252) NO=63T
Myostatin- SPENLLNDLYILMTKQE [ TCCCCGGAAAACCTGCTGAACGACCTGTACATCC |5 gly N
Linear-4 WYG{SEQ ID NG 103 TGATGACCAAACAGGAATGGTACGGT (SEQID (SEG D
NO: 253) NQ: 6373
Myostatin- FHWEEGIPFHVVTPYSYD|TTCCACTGGGAAGAAGGTATCCCGTTCCACGTTGTIS gly N
Linear-3 RML(SEQ ID NO: 1043 TACCCCGTACTCCTACGACCGTATG (SEQ IDNO:  [(SEQ 1D
254) NG 637)
Myostatin- KRLLEQIFMNDLAELVSG |IAAACGTCTGCTGGAACAGTTCATGAACGACCTGG |5 gly N
Linear-6 HS (SEQ ID NC: 145) CTGAACTGGTTTCCGGTCACTCC (SEQ ID NQO: 255) (SEQ ID
NO: 637)
Myostatin- DTRDALFQEFYEFVRSRL IGACACCCAGTGACGCICTGTTCCAGGAATTCTACG (5 gly N
Linear-7 VIL{SEQ 1D NO: 106 AATTCGTTCGTTCCCGTCTGGTTATC (SEQ IDNO: ({(8EQ 1D
256) NO: 637}
Myostatin- RMSAAPRPLTYRDIMDQ |CGTATGTCCGCTGCTCCGCGTCCGCTGACCTACCG!S gly N
Linear-8 YWH (SEQ ID NQ, 167 TGACATCATGGACCAGTACTGGCAC (SEQ ID NQ: [(SEQ 1D
257) NG 637}
Myostatin- NDXAHFFEMFMEFDVHNFIAACGACAAAGCTCACTTCTTCGAAATGTTCATGTT S gly N
Linear-9 VES {SEQ ID NG: 108) CGACGTTCACAACTTCGTTGAATCC (SEQ IDNO: {SEQID
258) NO: 637)
Myostatin- QTQAQKIDGLWELLQSIR|CAGACCCAGGCTCAGAAAATCGACGGTCTGTGGG {5 gly N
Linear-10 NQ{SEQ ID NG 169) AACTGCTGCAGTCCATCCGTAACCAG (SEQ ID (SEQ 1D
NO: 259) NO: 63T
Myostatin- MILSEFEEFLGNLVHRQE |ATGCTGTCCGAATTCGAAGAATTCCTGGGTAACC (5 gly N
Linear-i1 AL{SEG ID NO: 110} TGGTTCACCGTCAGGAAGCT (SEQ ID NO: 260} (SEQ D
NO: 637
Myostatin- YTPEMGSEWTSFWHNRI [ TACACCCCOAAAATGGGTTCCGAATGGACCTCCT 15 gly N
Linear-12 HYL(SEQID NO: 111 TCTGGCACAACCGTATCCACTACCTG (SEQ ID NO: ((SEQ ID
261} NG 637
Myostatin- INDTLLRELEMVLNSLS (CTGAACGACACCCTGCTGCGTGAACTGAAAATGG |5 gly N
Linear-13 DMK (SEQ I3 NO: 112} TTCTGAACTCCCTGTCCGACATGAAA. (SEQ ID NO: |{SEC ID
262) NG: 6373
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Myostatin-  |[FDVERDLMRWLEGEM |TTCGACGTTGAACGTGACCTGATGCGTTGGCTG [5ely N
Linear-14 OSAAT (SEQOIDNO:  |GAAGGTTTCATGCAGTCCGCTGCTACC (SEQ ID [(SEQ 1D
113) NO: 263) NO; 637)
Myostatin-  |HHGWNYLRKGSAPQW [CACCACGGTTGGAACTACCTGCGTAAAGGTTC |Sgly [N
Linear-15 FEAWV (SEQ IDNO:;  |[CGCTCCGCAGTGGTTCGAAGCTTGGGTT (SEQ |(SEQID
114) ID NO: 264) NO: 637)
Myostatin- | VESLHQLOMWLDOKL |GTTGAATCCCTGCACCAGCTGCAGATGTGGCTG|5 gly N
Linear-16 ASGPH (SEQ D NO; GACCAGAAACTGGCTTCCGGTCCGCAC (SEQ  |(SEQID
115) D NO: 265) NO: 637)
Myostatin-  |RATLLKDFWOLVEGYG [CGTGCTACCCTGCTGAAAGACTTCTGGCAGCTG 5 gy  IN
Linear-17 DN(SEQ ID NO: 116)  |GTTGAAGGTTACGGTGACAAC (SEQIDNO:  |(SEQID
266) NO: 637)
Myostatin- _ |EELLREFYRFVSAFDY |GAAGAACTGCTGCGTGAATTCTACCGTTICGTT |5¢gly N
Linear-18 (SEG ID NO: 117) TCCGCTTTCGACTAC (SEQ ID NO: 267) (SEQ ID
NO: 637)
Myostatin-  |GLLDEFSHFIAEQFYOM IGGTCTGCTGGACGAATTCTCCCACTTCATCGCT 5 gly N
Linear-19 PGG (SEQ D NO: 118)  IGAACAGTTCTACCAGATGCCGGGTGGT (SEQ ID [(SEQ ID
NO: 268) NO: 637)
Myostatin- | YREMSMLEGLLDVLER |[TACCGTGAAATGTCCATGCTGGAAGGTCIGCTG|5 gly [N
Linear-20 LQHY (SEQ IDNO: 119) IGACGTTCTGGAACGTCTGCAGCACTAC (SEQ ID(SEQ ID
NO: 269) NO: 637)
Myostatin- _ |FEINSSQOMILLSELIMLVGS |CACAACTCCTCCCAGATGCTGCTGTCCGAACTG |Sgly N
Linear-21 MMQ (SEQ ID NO: 120) |ATCATGCTGGTTGGTTCCATGATGCAG (SEQ ID |(SEG 1D
NO: 270) NO: 637)
Myostatin- | WREHFLNSDYIRDKLIA TGGCGTGAACACTTCCTGAACTCCGACTACATC |5gly [N
Linear-22 IDG(SEQ IDNO: 121} |CGTGACAAACTGATCGCTATCGACGGT (SEQ ID|(SEQ ID
NO: 271) |NO: 637)
Myostatin-  |QFPFYVEDDLPAQLEY |CAGITCCCGTTCTACGTTTICGACGACCTGCCG (5¢gly N
Linear-23 WIA (SEQ ID NO: 122)  |GCTCAGCTGGAATACTGGATCGCT (SEQ ID NO: [(SEQ 1D
_ 272) NO: 637)
Myostatin-  |EFFHWLHNHRSEVNH |GAATTCTICCACTGGCTGCACAACCACCGTTCC (5gly N
Linear-24 WLDMN (SEQIDNO:  |GAAGTTAACCACTGGCTGGACATGAAC (SEQ  [(SEQID
' 193) ' D NO: 273) INO: 637}
Myostatin-  |EALFONFERDVLILSER |GAAGCTCTTTITCAAAATTITITTCGTGATGTTC!S gty 1N
Linear-25 EY (SEQID NO: 124y ITTACTCTTTCTGAACGTGAATAT (SEQ IDNO:  [(S8EQID |C
274) NO: 637)
Myostatin- QY WEQOWMTYFRENG (CAATATTGGGAACAACAATGGATGACTTATTTT |5 gly [N
Linear-26  (LHVQY (SEQIDNO:  ICGTGAAAATGGTCTTCATGTTCAATAT (SEQ ID |(SEQ ID
1125) NO: 275) NO: 637)
Myostatin-  |[INORMMLEDLWRIMTP |AATCAACGTATGATGCTTGAAGATCTTTGGCGT |Sgly N
Linear-27 MFGRS(SEQIDNO:  |ATTATGACTCCAATGTTTGGTCGTTCT (SEQID !(SEQID [C
126) NO: 276) NO: 637)
Myostatin-  |[FLDELKAELSRHYALD [1TICTTGATGAACTTAAAGCTGAACTTICTCGT [Sgly [N
Linear-29 DLDE (SEQ ID NO: 127) |[CATTATGCTCTTGATGATCTTGATGAA (SEQ ID [(SEQ ID
NO: 277) NO: 637)
Myostatin-  |GKLIEGLLNELMOLETF |GGTAAACTTATIGAAGGTCTTCTTAATGAACTT (5¢gly [N
Linear-30 MPD (SEQ ID NO: 128) | ATGCAACTTGAAACTTTTATGCCAGAT (SEQID (SEQ I IC
NO: 278) NC: 637)
Myostatin-  |ILLLDEYEKDWESWE |ATTCTTCTICTTGATGAATATAAAAAAGATTGG |5 gly [N
Linear-31 (SEQ 1D NG 129) AAATCTTGGTTT (SEQ ID NO: 279) (SEQ ID
NO: 637)
Myostatin-  |QGHCTRWPWMCPPYG |CAGGGCCACTGTACTCGCTGGCCGTGGATGTG |1k N
2XTN8-19 ke [SGSATGGSGSTASSGSG ICCCGCCGTACGGTTCTGGTTCCGCTACCGGTGG
SATGQGHCTRWPWMC | TTCTGGTTCCACTGCTTCTTCTGGTTCCGGTTCT
PPY (SEQ ID NO: 130} | GCTACTGGTCAGGGTCACTGCACTCGTTGGCCA
TGGATGTGTCCACCGTAT (SEQ ID NO: 280)
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Myostatin-
2XTNE-CONbS

WYPCYEGHFWCYDLG
SGSTASSGSGSATGWY
PCYEGHFWCYDL (SEQ
IDNO: 131

TGGTATCCGTGTTATGAGGGTCACTTICTGGTGC

TACGATCTGGGTTCTGGTTCCACTGCTTCTTCTG
GTTCCGGTTCCGCTACTGGTTGGTACCCGTGCT

ACGAAGGTCACTTTTGGTGTTATGATCTG (SEQ
ID NO: 281) :

5 gly
(SEQ D
NO: 6373

Myostatin-
2XTN8-5 ke

HTPCPWFAPLCVEWGS
GSATGGSGSTASSGSGS
ATGHTPCPWFAPLCVE
W (SEQ 1D NO: 132}

CACACTCCGTGTCCGTGGTTTGCTCCGCTGTGC
GITGAATGGGGTTCTGGTTCCGCTACTGGTGGT
TCCGGTTCCACTGCTTCTTCTGGTTCCGGTTCIG
CAACTGGTCACACCCCGTGCCCGTIGGTTTGCAC
CGCTGTGTGTAGAGTGG (SEQ ID NO: 282)

1k

Myostatin-
2XTN8-18 ke

PDWCIDPDWWCKFWG
SGSATGGSGSTASSGSG
SATGPDWCIDPDWWC
KFW (SEQ 1D NO: 1333

CCGGATTGGTGTATCGACCCGGACTGGTGGTGC
AAATTCTGGGGTTCTGGTTCCGCTACCGGETGGT
TCCGGTTCCACTGCTTCTTCTGGTTCCGGTTCTG
CAACTGGTCCGGACTGGTGCATCGACCCGGAT
TGGTGGTGTAAATTTITGG (SEQID NO: 283)

Myostatin-
2XTN8-11 ke

ANWCVSPNWFCMVMG
SGSATGGSGSTASSGSG
SATGANWCVSPNWEC
MVM (SEQ [D NO: 134)

CCGGATTGGTGTATCGACCCGGACTGGTGGETGC
AAATTCTGGGGTTCTGGTTCCGCTACCGGTGGT
TECGCGTTCCACTGCTTCTTCTGGTTCCGGTTCTG
CAACTGGTCCGGACTGGTGCATCGACCCGGAT
TGOTGGTGTAAATTITGG (SEQ 1D NO; 284)

Myostatin-
2XTNE-25 ke

PDWCIDPDWWCKEWG
SGSATGGSGSTASSGSG
SATGPDWCIDPDWWC
KFW (SEQ ID NG 135)

ACCACTTGGTGCATCTCTCCGATGTGGTTCTGE
TCTCAGCAGGGTTCTGGTTCCACTGCTTCTTCT
GGTTCCGGTTCTGCAACTGGTACTACTTGGTGT
ATCTCTCCAATGTGGTTTTGTTCTCAGCAA
(SEQ ID NO: 285)

M yeostatin-
2XTN8-23 ke

HWACGYWPWSESCKWV
GSGSATGGSGSTASSGS
GEATGHWACGYWPWS
CKWVSEQ 1D NO: 1363

CACTGGGCATGTGGCTATTGGCCGTGGTCCTGC
AAATGAGTTGGTTCTGGTTCCGCTACCGGTGGT
TCCGGTTCCACTGCTTCTITCTGGTTCCGGTTCTG
CAACTGGTCACTGGGCTTGCGGTTACTGGCCGT
GGTCTTGTAAATGGGTT (SEQ ID NO: 286)

Myostatin-
TNE-29-1G ko

KKHCQIWTWMCAPKG
SGSATGGSGSTASSGSG
SATGQGHCTRWPWMC
PPY (SEQ 1D NO: 137)

AAAAAACACTGTCAGATCTGGACTTGGATGTG
CGCTCCGAAAGGTTCTGGTTCCGCTACCGGTGG
TTCTGGTTCCACTGCTTCTTCTGGTTCCGGTTCC
GCTACTGGTCAGGGTCACTGCACTCGTTGGCCA
TGGATGTGTCCGCCGTAT (SEQ ID NO: 287)

Myostatin-
TN8-19-29 ke

QGHCTRWPWMCPPYG
SGSATGGSGSTASSGSG
SATGKKHCQIWTWMC

APK (SEQ 1D NO: 138)

CAGGGTCACTGCACCCGTTGGCCGTGGATGTG

CCCGCCGTACGGTTCTGGTTCCGCTACCGGTGG
TTCTGGTTCCACTGCTTCTTCTGGTTCCGGTTCT
GCTACTGGTAAAAAACACTGCCAGATCTGGAC
TTGGATGTGCGCTCCGAAA (SEQ ID NO: 288)

Myostatin-
TN§-29-19 kn

KKHCOIWTWMCAPKG
SGSATGGSGSTASSGSG
SATGQGHCTRWPWMC
PPY (SEQ ID NG: 139)

AAAAAACACTGTCAGATCTGGACTTGGATGTG

CGCTCCGAAAGGTTCTGGTTCCGCTACCGGTGG
TTCTGGTTCCACTGCTTCTTCTGGTTCCGGTTCC
GCTACTGGTCAGGGTCACTGCACTCGTTGGCCA

TGGATGTGTCCGCCGTAT (SEQ ID NO: 289)
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Myostatin- KEHCOIWTWMCAPKG | AAAAAACACTGCCAGATCTGGACTTGGATGTG B gly

TN8.28-18-8g 1GGGGGGGQGHCTRW?P |CGCTCCGAAAGGTGGTGGTGGTGGTGGCGGETG ((SEC ID
WMCPPY (SEQ ID NO:  |{GCCAGGGTCACTGCACCCGTTGGCCGTGGATG -iNG: 638)
140 TGTCCGCCGTAT (SEQ ID NO: 250)

Myostatin-  [QGHCTRWPWMCPPYG |CAGGGTCACTGCACCCGTTGGCCGTGGATGTG 6 gly

TN8-18-29-6g¢ |GGGGGKKHCQIWTWM |CCCGCCGTACGGTGGTGGTGGTGGTGGCAAAA ((SEQ ID
CAPE (SEQ ID NCG: 141} |AACACTGCCAGATCTGGACTTGGATGTGCGCTCING: 645)
CGAAA (SEQ ID NO: 261)

Exampfe 3: In vitre Assays
C2C12 Cell Based Myostatin Activity Assay

. [0249] This assay demonstrates the myostatin neutralizing capability of the mhibitor being

tested by measuring the extent that binding of myostatin to its receptor is inhibited.

[G250] A myostatin-responsive reporter cell line was generatéd by transfection of C2C12
myoblast cells (ATCC No: CRL-1772) with a pMARE-luc construct. The pMARE-luc
construct was made by el@ﬁing%welve repeats of the CAGA sequence, representing the
myostatin/activin response elements (Dennler et al. EMBO 17: 3091-3100 (1998)) into a
?ILucmMCS reporter vector (Stratagene cat # 219087) upstream of the TATA box. The
myoblast C2C12 cells naturally express myostatin/activin receptors on its cell surface. When
myostatin binds the cell receptors, the Smad pathway is activated, and phosphorylated Smad
binds to the response element (Macias-Silva et al. Cell 87:1215 (1996)), resulting in the
expression of the luciferase gene. Luciferase activity is then measured using a commercial
luciferase reporter assay kit (cat # E4550, Promega, Madison, W1} according to
manufacturer’s protocol. A stable line of C2C12 cells that had been transfected with
pMARE—iu;: (CZCIZ/pMARE clone #44) was used to measure myostatin activity according to

the following procedure.

j0251] Equal numbers of the reporter cells (C2C12/pMARE clone #44) were plated into 96
well cultures, A first round screening using two dilutions of peptibodies was performed with
the myostatin concentration fixed at 4 nM. Recombinant mature myostatin was pre-incubated
for 2 hours at room temperature with peptibodies at 40 nM and 400 oM respectively. The
reporter cell culture was treated with the myostatin with or without peptibodies for six hours.
Moyostatin activity was measured by determining the haciferase activity in the treated cultures.

This assay was used to initially identify peptibody hits that
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ActRIIB/Fe ~83 ~7

2xTN8-19-kc ~9 ~2
TN§-19 ~23 ~2
TN8-29 ~26 ~60
TN12-34 ~30 | e
Linear-20 ~11 ——

10260} The pei)tibodies have an ICs, that is improved over the receptor/Fc inhibitor and

binding affinities which are comparable in two peptibodies with the receptor/Fc.

Example5: Comparison of Ability of Peptide and Peptibody to Inhibit Myostatin

[0261] The following peptide sequence: QGHCTRWPWMCPPY (TN§-19) (SEQ ID NO:
4329) was used to construct the corresponding peptibody TNS-19(pb) according to the
procedure described in Example 2 above. Both the peptide alone and the peptibody were
screened for myostatin inhibiting activity using the C2C12 based assay described in Example
3 above. It can be seen from Figure I the ICsq (effective concentration for fifty percent
inhibition of myostatin) for the peptibody is significantly less than that of the peptide, and
thus the ability of the peptide to inhibit myostatin activity has been substantially improved by
placing it in the peptibody configuration.

Example 6: Generation of Affinity-Matured Peptides and Peptibodies

[0262] Several of the first round peptides used for peptibody generation were chosen for
affinity maturation. The selected peptides included the following: the cysieine constrained
TN8-19, QGHCTRWPWMCPPY (SEQ ID NO: 2329), and the linear peptides Linear-2
MEMLDSLFELLKDMVPISKA (SEQ ID NO: +64101); Linear-15
HHGWNYLRKGSAPQWFEAWYV (SEQ. ID NO: H37114); Linear-17
RATLLKDFWQLVEGYGDN (SEQ ID NO: ++4116); Linear-20
YREMSMLEGLLDVLERLQHY (SEQ 1D NO: £22119), Linear-21
HNSSQMLLSELIMLVGSMMQ (SEQ ID NO: 123120), Linear-24
EFFHWLHNHRSEVNHWLDMN (SEQ ID NO: 426123). Based on a consensus sequence,
directed secondary phage display libraries were generated in which the “core™ amino acids
{determined from the consensus sequence) were either held constant or biased m frequency of

occurrence. Alternatively, an individual peptide sequence could be used to generate a biased,
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€, is absent or a neutral hydrophobic, neutral polar, or acidic amino acid;
C4 18 absent or any amino acid;

cs is absent or a neutral hydrophobic, neutral polar, or acidic amine acid,
cg 1s absent or a neutral hydrophobic, neutral polar, or basic amino acid;

¢7 is a neutral hydrophobic, neutral polar, or basic amino acid;

cg 15 a neutral hydrophobic, neutral polar, or basic amino acid,;

Cs is a neutral hydrophobic, neutral polar or basic amino acid; and wherein

Cip t0 €13 18 any amino acid.

{0267} In one embodiment of the above formulation, by is selected from any one of the amino

acids T, I, or R; by is selected from any one of R, 8, Q; and be is selected from any one of P,

R and Q. This provides the following sequence:
d;dodsdsdsdsCdrdg WaoWMCPP dypd;qdyadys (SEQ 1D NO: 355).

d, is absent or any amino acid;

d, is absent or a neutral hydrophobic, neutral polar, or acidic amino acid;

d,is absent or a neutral hydrophobic, neutral polar, or acidic amino acid;
d; is absent or any amino acid;

ds is absent or a peutral hydrophobic, neutral polar, or acidic amino acid;
de is absent or a neutral hydrophobic, neutral polar, or basic amino acid;
d- is selected from any one of the amino acids T, 1, (;r R;

ds is selected from any one of R, S, Q;

ds 1s selected from any one of P, R and Q@

and dyo through d; are selected from any amino acid.

[0268] The consensus sequence of the mTNS8 cono series is WYe e;YesG, (SEQ ID NO:

356) whereine; isP, SorY; e;is Cor @, and e3 1s G or H.

10269} In addition to the TN-19 affinity matured family, additional affinity matured peptides
were produced from the linear 1.-2, 1.-15, £-17, L-20, L-21, and L-24 first round peptides.

These families are presented in Table V below.

Table V: additional affinity matured peptides

Affinity matured SEQ ID NO:
peptibody Peptide Sequence

L2 04101 MEMLDSLFELLKDMVPISKA
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ml.2-Conl RMEMLESLLELLKEIVPMSKAG
mL2-Con2  [338 RMEMLESLLELLKEIVPMSKAR
mi2-1 359 RMEMLESLLELLKDIVPMSKPS
mb2-2 360 GMEMLESLFELLQEIVPMSKAP
mbL2-3 361 RMEMLESLLELLKDIVPISNPP
mL2-4 362 RIEMLESLLELLQEIVPISKAE
mE2-5 363 RMEMLOSLLELLKDIVPMSNAR
mL2-6 364 RMEMLESLLELLKEIVPTSNGT
mL2-7 365 RMEMLESLFELLKEIVPMSKAG
mi2-8 366 RMEMLGSLLELLKEIVPMSKAR
ml2-9 367 QMELLDSLFELLKEIVPKSQPA
mL2-10 368 RMEMLDSLLELLKEIVPMSNAR
mL2-11 369 RMEMLESLLELLHEIVPMSQAG
mL2-12 370 OMEMLESLLQLLEKEIVPMSKAS
ml2-13 371 RMEMLDSLLELLKDMVYPMTTGA
mlL2-14 372 RIEMLESLLELLKDMVPMANAS
mi2-15 373 RMEMLESLLOLLNEIVPMSRAR
mL2-16 374 RMEMLESLFDLLKEL VPMSKGV
ml2-17 375 RIEMLESLLELLKDIVPIQKAR
mL2-18 376 RMELLESLFELLKDMVPMSDSS
ml2-19 377 RMEMLESLLEVLQEIVPRAKGA
mL2-20 378 RMEMLDSLLOLLNEIVPMSHAR
mL2.21 379 RMEMLESLLELLKDIVPMSNAG
mL2-22 380 RMEMLQSLFELLKGMVPISKAG
ml.2-23 381 RMEMLESLLELLKEIVPNSTAA
ml.2-24 382 RMEMLQSLLELLKEIVPISKAG
mL2-25 383 RIEMLDSLLELLNELVPMSKAR
L-15 Hrlld HHGWNYLRKGSAPQWFEAWV
mL15-conl ~ |3%4 OVESLQQLLMWLDQKLASGPQG
mL15-1 385 RMELLESLFELLKEMVPRSKAV
mL15-2 386 QAVSLOHLLMWLDQKLASGPQH
mL15-3 387 DEDSLQQLIMWILDQKLASGPQL
mL15-4 388 PYASLQQLLIWLDQKLAQGPHA
mE15-5 389 EVDELQOLLNWLDHKLASGPLQ
mL15-6 390 DVESLEQLLMWLDHQLASGPHG
mL15.7 391 QVDSLQQVLLWLEHKLALGPQV
mL15-8 392 GDESLQHLLMWLEQKLALGPHG
mL15-9 393 QIEMLESLLDLLRDMVPMSNAF
mL15-10 394 EVDSLOOLLMWLDOKLASGPOA
mL15-11 395 EDESLOQLLIY LDKMLSSGPQV
ml.15-12 396 AMDOQLHQLLIWLDHKLASGPQA
mL15-13 397 RIEMLESLLELLDEIALIPKAW
mL15-14 398 EVVSLOHLLMWLEHKLASGPDG
mL15-15 {399 GGESLQOLLMWLDQQLASGPQR
mLis-16 (400 GVESLQOQLLIFLDHMLYSGPHD
ml15-17 401 NVESLEHLMMWLERLLASGPY A
mLi5-18 402 QVDSLOQLLIWLDHQLASGPKR
mL15-19 403 EVESLQQLLMWLEHKLAQGPQG
ml.15-20 404 EVDSLQOLLMWLDQKLASGPHA
mL15-21 405 EVDSLQOLLMWLDQQLASGPQK
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406

mL15-22 GVEQLPQLLMWLEQKLASGPQR
‘mL1s-23 407 GEDSLQQLLMWLDQOLAAGPQV
mL15-24 408 ADDSLQQLLMWLDRKLASGPHV
mL1s-2s (409 PYVDSLOOLLIWLDOQKLASGPQG
L-17 1S RATLLKDFWQLVEGYGDN
mL17-con! {410 DWRATLLKEFWQLVEGLGDNLV
mLi7-con2 {411 QSRATLLKEFWQLVEGLGDKQA
mL17-1 412 DGRATLLTEFWQLVOQGLGQKEA
mLi7-2 413 LARATLLREFWQLVEGLGEKVV
mLi7-3 414 GSRDTLLKEFWQLVVGLGDMQT
mL17-4 ALS DARATLLKEFWQLVDAYGDRMYV
mL17-5 416 NDRAQLLRDFWQLVDGLGVKSW
mL17-6 417 GVRETLLYELWYLLKGLGANQG
tal17-7 418 QARATLLKEFCQLVGCQGDKLS
ml17-8 419 QERATLLKEFWQLVAGLGQONMR
mL17-9 420 SGRATLLKEFWQLVQGLGEYRW
mL17-10 421 TMRATLLKEFWLFVDGQREMQW
mL17-11 422 GERATLLNDFWQLVDGQGDNTG
mi17-12 423 DERETLLKEFWQLVHGWGDNVA
mL17-13 |44 GGRATLLKELWOQLLEGQGANLV
mL17-14 425 TARATLLNELVQLVKGY GDKLV
mL17-15 426 GMRATLLQEFWQLVGGQGDNWM
mL17-16 427 STRATLLNDLWQLMKGWAEDRG
mLi7-17 428 SERATLLKELWQLVGGWGDNEG
mL17-18 429 VGRATLLKEFWQLVEGLVGQSR
mLi7-19 {430 EIRATLLKEFWQLVDEWREQPN
ml.17-20 43l QLRATLLKEFLOLVHGLGETDS
mL17-21 432 TQRATLLKEFWQLIEGLGGKHV
mLi7-22 433 HYRATLLKEFWQLVDGLREQGY
mL17-23 434 QSRVTLLREFWQLVESYRPIVN
mLi7-24 433 LSRATLLNEFWQFVDGQRDKRM
mL1725 |43 WDRATLLNDFWHLMEELSQKPG
mL17-26 437 QERATLLKEFWRMVEGLGKNRG
mlL17-27 438 NERATLLREFWQLVGGY GVNQR
L-20 =219 YREMSMLEGLLDVLERLQHY
mL20-1 439 HORDMSMLWELLDVLDGLRQYS
mL20-2 440 'TQRDMSMLDGLLEVLDQLRQOR
ml.20-3 441 TSRDMSLLWELLEELDRLGHQR
mL20-4 442 MQHDMSMLYGLVELLESLGHOQI
mL20-5 443 WNRDMRMLESLFEVLDGLRQQV
mL20-6 444 GYRDMSMLEGLLAVLDRLGPQL
mL26 conl 445 TQRDMSMLEGLIEVL.DRLGQQR
mL20 con2 446 WYRDMSMLEGLLEVLDRLGOQR
L-21 3120 HNSSOMLLSELIMLVGSMMQ
mi21-1 447 TONSROMLLSDFMMLVGSMIQG
mlL21-2 448 MQTSRHILLSEFMMLVGSIMHG
mL2i-3 449 HDNSROMLLSDLLHLVGTMIQG
mL21-4 450 MENSRONLLRELIMLVGNMSHO
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mE21-5 451 ODTSRHMLLREFMMLVGEMIQG
mL21 cont 452 DONSROMLLSDLMILYVGSMIQG
1-24 +26123 EFFHWLHNHRSEVNHWLDMN
mE24-1 453 NVFFQWVQKHGRYVYQWLDINV
mlL.24-2 454 FDFLOWLQNHRSEVEHWLVMDV

[0276] The affinity matured peptides provided in Tables IV and V are then assembled into

peptibodies as described above and assayed using the m vivo assays.

10271} The affinity matured L2 peptides comprise a consensus sequence of
LEMLESLALLL, (SEQ [D NO: 455), wherein §; is M or [; £ is any amino acid; 5 is Lor F;
and fyis E, QorD.

[6272] The affinity matared 115 peptide family comprise the sequence Lg g, LLgsg.L, (SEQ
ID NO: 456), wherein g1 1s Q, Dor B, 2,18 §, Q, D or E, g; is any amino acid, and gy is L, W,
F, or' Y. The affinity matured L17 family comprises the sequence: hihohahshshghrhghe (SEQ
D NO: 457) wherein hy is R or D; h; is any amino acid; hs is A, TS or Q; hyis L or M; hs 1s
L or S; hgis any amino acid; hy isFor E; hgis W, For C; and hyis L, F, M or K. Consensus
sequences may also be determined for the mL.20, mL.21 and mL.24 families of peptides shown

above.

- 10273] Peptibodies were constructed from these affinity matured peptides as described
above, using a linker attached to the Fc domain of human IgGl, having SEQ ID NO: 296, at
the N-terminus (N configuration), at the C terminus (C configuration) of the F¢, or at both the
N and C terminals (N,C configurations), as described in Example 2 above. The peptides.
named were attached to the C or N terminals via a 5 glycine (5G) {SEOQ ID NO: 637), 8

glycine (SEQ 1D NO: 638) or k linker sequence. In the 2X peptibody verston the peptides
were linked with linkers such as 5 gly (SEQ ID NO: 637, 8 gly (SEG ID NQ: 6381 or k.

Affinity matured peptides and peptibodies are designated with a-small “m” such as mTN8-19-
22 for example, Peptibodies of the present invention further contain two splice sites where
the peptides were spliced into the phagemid vectors. The position of these splice sites are
AQ—peptide—LE. The peptibodies generally include these additional amino acids (although
they are not included in the peptide sequences listed in the tables). In some peptibodies the
LE amino acids were removed from the peptides sequences. These peptibodies are

designated —E.

10274 Exemplary peptibodies, and exemplary polymucieotide sequences encoding them, are
provided in Table V1 below. This table includes examples of peptibody sequences (as
opposed to peptide only), such as the 2x mTN8&-19-7 (SEQ ID NO: 615) and the peptibody

90



with the LE sequences deleted (SEQ ID NO: 617). By way of explanation, the linker
sequences in the 2x versions refers to the linker between the tandem peptides. These
peptibody sequences contain the Fe, linkers, AQ and LE sequences. The accompanying

nucleotide sequence encodes the peptide sequence in addition to the AQ/LE linker sequences,

if present, but does not encode the designated linker.

TABLE VI: Peptibodyname, peptide, nucieotide sequence, linker, and terminus

Peptibody Mame

Peptide

MNucieotide Sequence (SEQ ID Na)

Linker

Term
—inus

mL2-Conl

RMEMLESLLELLK
EIVPMSKAG {SEQ
1D NO: 35T

CGTATGGAAATGCTTGAATCTCTTCTTGA
ACTTCTTAAAGAAATTGTTCCAATGTCTA
AAGCTGGT (SEQ ID NO: 458)

Sgly
SEGID

637)

N

ml.2~-Con2

RMEMLESLLELLK
ETVPMBKAR (SEG

D NO: 358y

CGTATGGAAATGCTTGAATCTCTTCTTGA
ACTTCTTAAAGAAATTGTTCCAATGTCTA
AAGCTCGT (SEQ ID NO: 459)

S gly
o

ZT
OF
>

g

mL2-1

RMEMLESLLELLK
DIVPMSKPS (SEQ
ID NC: 359)

CGTATGGAAATGCTTGAATCTCTTCTTGA
ACTTCTTAAAGATATTGTTCCAATGTCTA
AACCATCT (SEQ ID NO: 460)

Th
,
~

o~

37)

mL2-2

GMEMLESLFELLQ
EIVPMSKAP (SEC
1D NG: 3603

GGTATGGAAATGCTTGAATCTCTTTTTGA,
ACTTCTTCAAGAAATTGTTCCAATGTCTA
AAGCTCCA (SEQ ID NO: 461)

Pl
@E%
~
>

3
o
1:3

mL2-3

RMEMLESLLELLK
DIVPISNPP (SEQ
1D NG: 361

CGTATGGAAATGCTTGAATCTCTTCTTGA
ACTTCTTAAAGATATTGTTCCAATTTCTA
ATCCACCA (SEQ ID NO: 462)

T
ag
e

SEQIE
NO:

E

|

ml2-4

RIEMLESLLELLQE
IVPISKAE (SEQ 1D
NO: 362)Y

CGTATTGAAATGCTTGAATCTCTTCTTGA
ACTTCTTCAAGAAATTGTTCCAATTTCTA
AAGCTGAA (SEQ 1D NO: 463)

=
1?9%
5

=
2
{3‘

ml.2-5

RMEMLQSLLELL
KDIVPMSNAR
SEQ 1D NO: 363

CGTATGGAAATGCTTCAATCTCTTCTTGA
ACTTCTTAAAGATATTGTTCCAATGTCTA
ATGCTCGT (SEQ ID NO: 464)

mL2-6

RMEMLESLLELLK
EIVPTSNGT (SEC
NG 364

CGTATGGAAATGCTTGAATCTCTTCTTGA
ACTTCTTAAAGAAATTGTTCCAACTTCTA
ATGGTACT (SEQ ID NO: 465)

mL2-7

RMEMLESLFELLK
EIVPMSKAG {(SEQ
ID NO: 365)

CGTATGGAAATGCTTGAATCTCTTTTTGA
ACTTCTTAAAGAAATTGTTCCAATGTCTA|
AAGCTGGT (SEQ ID NO: 466)

N

mL2-8

RMEMLGSLLELL
KEIVPMSKAR

SEQ D NO: 366

CGTATGGAAATGCTTGGTTCTCTTCTTGA
ACTTCTTAAAGAAATTGTTCCAATGTCTA
AAGCTCGT(SEQ ID NO: 467)

mL2--9

QMELLDSLFELLK
EIVPKSQPA (SEQ
1D NG: 367

CAAATGGAACTTCTTGATTCTCTTTTTGA
ACTTCTTAAAGAAATTGTTCCAAAATCT
CAACCAGCT (SEQ ID NO: 468)
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mL.2-10

RMEMLDSLLELL
KEIVPMSNAR
{SEQ 1D NG: 368)

CGTATGGAAATGCTTGATTCTCTTCTTGA S gly
ACTTCTTAAAGAAATTGTTCCAATGTCTA|(SEQ 1D
ATGCTCGT (SEQ ID NO: 469) NO:

ml.2-11

RMEMLESLLELLH
EIVPMSQAG (SEQ
D NO: 369)

CGTATGGAAATGCTTGAATCTCTTCTTGAS gly
ACTTCTTCATGAAATTGTTCCAATGTCTC |(SE
AAGCTGGT (SEQ ID NO: 470) N

ml.2-12

OMEMLESLLQLL
KEIVPMSKAS

(SEQ 1D NO: 370)

CAAATGGAAATGCTTGAATCTCTTICTTC |5

AACTTCTTAAAGAAATTGTTCCAATGTCTYSEQ ID
AAAGCTTCT (SEQ ID NO: 471) NG

ml.2-13

RMEMLDSLLELL
KDMVPMTTGA

(SEQID NG 371)

COTATGGAAATGCTTGATTCTCTTCTTGAS

ACTTCTTAAAGATATGGTTCCAATGACT |[(SEQ ID
ACTGGTGCT (SEQ 1D NO: 472) NO:

N

ml2-14

RIEMLESLLELLK
DMVPMANAS
(SEQ D NO: 372}

AATGCTTCT (SEQ ID NO: 473) N

CGTATTGAAATGCTTGAATCTCTTCTTGALS gly
ACTTCTTAAAGATATGGTTCCAATGGCT [(SEQ ID

ml2-15

RMEMLESELQLL
NEIVPMSRAR

(SEQ D NO: 373y

GTGCTCGT (SEQ ID NO: 474) N

CGTATGGAAATGCTTGAATCTCTTCTTCALS gly
ACTTCTTAATGAAATTGTTCCAATGTCTC|(SEQ 112

mL2-16

ELVPMB3EKGV (8RO

1D NG: 374)

RMEMLESLFDLLK|CGTATGGAAATGCTTGAATCTCTTTTTGAS
TCTTCTTAAAGAACTTGTTCCAATGTCTA (3L
AAGGTGTT (SEQ ID NG: 475} N

N

ml2--17

RIEMLESLLELLK
DIVPIQKAR (SEQ
ID NG 375

CGTATTGAAATGCTTGAATCTCTTCTTGA |5 gly
ACTTCTTAAAGATATTGTTCCAATTCAAA|SEQ ID
AAGCTCGT (SEQ ID NO: 476) NO:

mi2-18

RMELLESLFELLK

1D NO: 376)

CGTATGGAACTTCTTGAATCTCTTTTTGA |5 gly
DMVPMSDSS (SEQ|ACTTCTTAAAGATATGGTTCCAATGTCTG(SEQ 1D
ATTCTTCT (SEQ 1D NO: 477) NO:

ml2-19

RMEMLESLLEVL
QEIVPRAKGA

(SEQ ID NO: 3774

CGTATGGAAATGCTTGAATCTCTTCTTGA|S

AGTTCTTCAAGAAATTGTTCCACGTGCT {(SEQ 1D
AAAGGTGCT (SEQ ID NO: 478) NG

ml.2-20

RMEMLDSLLQLL
NEIVPMSHAR

(SEG D NG 378)

CGTATGGAAATGCTTGATTCTCTICTTCA |5 gly
ACTTCTTAATGAAATTGTTCCAATGTCTC (SEQ ID
ATGCTCGT (SEQ 1D NO: 479) NO:

mi.2—21

DIVPMSNAG {SEQ
ID NO: 379

RMEMLESLLELLKICGTATGGAAATGCTTGAATCTCTTCYTGAIS gly
ACTTCTTAAAGATATTGTTCCAATGTCTA [(BE
ATGCTGGT (SEQ 1D NO: 480) N

mi.2-22

GMVPISKAG (SEQ
HD NOG: 330)

RMEMLOSLFELLK |CGTATGGAAATGCTTCAATCTCTTTTTGAS gly
ACTTCTTAAAGGTATGGTTCCAATTTCTA [(SE
AAGCTGGT (SEQ ID NO: 481) NO:

ml2-23

RMEMLESLLELLK

CGTATGGAAATGCTTGAATCTCTTCTTGA|S gly

EIVPNSTAA(SEQ |ACTTCTTAAAGAAATTGTTCCAAATTCTANSEQ iD
1D NO: 3813 CTGCTGCT (SEQ ID NO: 482) NO:
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mlL2-24

RMEMLGQSLLELL
KEIVPISKAG (SEQ
D NG 382y

CGTATGGAAATGCTTCAATCTCTTCTTGA
ACTTCTTAAAGAAATTGTTCCAATTTCTA
AAGCTGGT (SEQ 1D NO: 483)

ml.2-25

RIEMLDSLLELLN
ELVPMSKAR (SEC
1D NO: 383)

CGTATTGAAATGCTTGATTCTCTTCTTGA
ACTTCTTAATGAACTTGTTCCAATGTCTA
AAGCTCGT (SEQ ID NO: 484)

mL17-Conl

DWRATLLKEFWQ
LVEGLGDNLV
(SEG ID NO: 410)

GATTGGCGTGCTACTCTTCTTAAAGAATT
TTGGCAACTTGTTGAAGGTCTTGGTGAT
AATCTTGTT (SEQ ID NO: 485)

mL17—1

DGRATLLTEFWQ
LVQGLGOKEA
(SEG ID NO: 412

GATGGTCGTGCTACTCTTCITACTGAATT
TTGGCAACTTGTTCAAGGTCTTGGTCAA
AAAGAAGCT (SEQ ID NO: 486)

N

mE17-2

LARATLLKEFWQ
LVEGLGEKVV
(SEQ ID NO: 413)

CTTGCTCGTGCTACTCTTCTTAAAGAATT
TTGGCAACTTGTTGAAGGTCTTGGTGAA
AAAGTTGTT (SEQ ID NO: 487)

mL.17-3

GSRDTLLKEFWQL
VVGLGDMQT

(SEQ 1D NO: 414y

GGTTCTCGTGATACTCTTCTTAAAGAATT
TTGGCAACTTGTTGTTGGTCTTGGTGATA
TGCAAACT (SEQ ID NO: 488)

ml.17-4

DARATLLKEFWQ
LVDAYGDRMV

(SEQ ID NO: 415)

GATGCTCGTGCTACTCTTICTTAAAGAATT
TTGGCAACTTGTTGATGCTTATGGTGATC
GTATGGTT (SEQ ID NO: 489)

mL]7-5

NDRAQLLRDFW(Q
LVDGLGVKSW

(SEGID NO: 4161

AATGATCGTGCTCAACTTICTTCGTGATTT
TTGGCAACTTGTTGATGGTCTTGGTGTTA
AATCTTGG {SEQ ID NO: 4903

mi.17-6

GVRETLLYELWY
LLKGLGANQG
(SEQID NGO 417)

GGTGTTCGTGAAACTCTTCTTTATGAACT
TTGGTATCTTCTTAAAGGTCTTGGTGCTA
ATCAAGGT (SEQ ID NO: 491)

mi.17-7

QARATLLKEFCQL
VGCQGDKLS (SEQ
1D NO:418)

CAAGCTCGTGCTACTCTTCTTAAAGAATT

AACTTTCT (SEQ ID NO: 492)

TTGTCAACTTGTTGGTTGTCAAGGTGATAS

mi.17-8

QERATLLKEFWQ
LVAGLGONMR
SEQ ID NO: 419

CAAGAACGTGCTACTCTTCTTAAAGAAT
TTTGGCAACTTGTTGCTGGTCTTGGTCAA
AATATGCGT (SEQ ID NO: 493)

mi. 179

SGRATLLKEFWQL.
VQGLGEYRW

(SEG ID NO: 420)

TTGGCAACTTGTTCAAGGTCTTGGTGAA
TATCGTTGG (SEQ ID NO: 494)

TCTGGTCGTGCTACTCTTCTTAAAGAATT {5

N

mLl7-10

TMRATLLKEFWL
FVDGOREMOQW

(SEQID NG: 421)

ACTATGCGTGCTACTCTTCTTAAAGAATT
TTGGCTTTTTGTTGATGGTICAACGTGAAA
TGCAATGG (SEQ 1D NO: 495)

&

ml17-11

GERATLLNDFWQ
LVDGQGDNTG

(SEQ 1D NO: 422)

GGTGAACGTGCTACTCTTCTTAATGATTT
TTGGCAACTTGTTGATGGTCAAGGTGAT
AATACTGGT (SEQ ID NO: 496)

%
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L1712 DERETLLKEFWQLIGATGAACGTGAAACTCTTCTTAAAGAAT |5 gly

VHGWGDNVA TTTGGCAACTTGTTCATGOTTGGGGTGATHSED D

(SEGQ D NO: 423 TAATGTTGCT (SEQ ID NO: 497} NO.

6373

ml.17-13 GGRATLLKELWQ |GCTGGTCGTGCTACTCTTCTTAAAGAAC |5 gly
LLEGQGANLY TTTGGCAACTTCTTGAAGGTCAAGOGTGC |(5EQ 1D

(SEQ D NO: 424 TAATCTTGTT (SEQ ID NO: 498) NO.

637

ml.17-14 TARATLINELVQL|ACTGCTCGTGCTACTCTTCTTAATGAACT |S gly
VKGYGDRILY TGTTCAACTTGTTAAAGGTTATGGTGAT (SEQ ID

SEQ D NGO 425 JAAACTTGTT (SEQ ID NG: 499) N

ml.I7~15 GMRATLLQEFWQ IGGTATGCGTGCTACTCTICTTCAAGAATTIS gly
LVGGQGDNWM  [TTGGCAACTTGTTGGTGGTCAAGGTGAT {(SEQ ID

(SEG D NO: 42605 [AATTGGATG (SEQ ID NG: 500) NO:

6371

mi17-18 STRATLLNDLWQ [TCTACTCGTGCTACTCTTCTTAATGATCT |5 gly
LMEKGWAEDRG ITTGGCAACTTATGAAAGGTTGGGCTGAA ((SEQ 1D

(SEQ D NO: 427y IGATCGTGGT (SEQ ID NO: 501} N

637)

ml17-17 SERATLLKELWQLITCTGAACGTGCTACTCTTCTTAAAGAACT|S gly
VGOWGDNFEG TTGGCAACTTGTTGGTGGTTGGGGTGAT y(SEG 1D

(SEQID NO: 428) IAATTTTGGT (SEQ ID NGO 502) ING:

637)

mLI7-18 VGRATLLKEFWQ (GTTGGTCGTGCTACTCTTCTTAAAGAATTIS gly
LVEGLVGQSR TTGGCAACTTGTTGAAGGTCTTGTTGGTC(SEQ ID

(SEQ 1D NO: 4297 |JAATCTCGT (SEQ 1D NO: 503)

637

QF LE (SEQID

2x mTN&-Con6— M-GAQ- TGGTATCCGTGTTATGAGGGTCACTTCTG{IK
(N»-1K WYPCYEGHFWCY [GTGCTACGATCTGGGTTCTGGTTCCACTG
DL~ CTTCTTCTGGTTCCGGTTCCGCTACTGGT
GSGSATGGSGSTA [TGGTACCCGTGCTACGAAGGTCACTTTT
SSGSGSATG— GGTGTTATGATCTG (SEQ ID NO: 505)
WYPCYRGHFWCY
DL-LE-5G-FC
(SEQ ID NO: 504}
2x mTN8—Coné—  [FC-5G-AQ- TGGTATCCGTGTTATGAGGGTCACTTCTG C
(Cr1K WYPCYEGHFWCY |GTGCTACGATCTGGGTTCTGGTTCCACTG
DL- . CITCTTCTGGTTCCGGTTCCGCTACTGGT
GSGSATGGSGSTA [TGGTACCCGTGCTACGAAGGTCACTTTT
SSGSGSATG- GGTGTTATGATCTG (SEQ ID NO: 507)
WYPCYEGHFWCY
DL-LE (SEQ ID
NO: 506)
7x mTN§&-Con7— |M-GAQ- ATCTTTGGCTGTAAATGGTGGGACGTTC N
(N)-1K [FGCKWWDVQCY AGTGCTACCAGTTCGGTTCTGGTTCCACT
QF-- GCTTCTTCTGGTTCCGGTTCCGCTACTGG
GSGSATGGSGSTA [TATCTTCGGTTGCAAGTGGTGGGATGTA
SSGSGSATG- CAGTGTTATCAGTTT (SEQ ID NO: 509)
[FGCKWWDVQCY |
QF-LE-5G-FC
(SEQ 1D NO: 508)
2x mTN8-Con7- [FC—5G-AQ- ATCTTTGGCTGTAAATGGTGGGACGTTC C
(C}-1K IFGCKWWDVQCY JAGTGCTACCAGTTCGGTTCTGGTTCCACT
QF- GCTTCTTCTGGTTCCGGTTCCGCTACTGG
GSGSATGGSGSTA [TATCTTCGGTTGCAAGTGGTGGGATGTA
SSGSGSATG- CAGTGTTATCAGTTT (SEQ ID NO: 511)
IFGCKWWDVQCY
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INC: 510)
2x mTNE-Cond—  M-GAQ- ATCTTTGGCTGTAAGTGGTGGGACGTTG |iK
{(N1K IFGCKWWDVDCY |ACTGCTACCAGTTCGGTTCTGGTTCCACT
QF- GCTTCTTCTGGTTCCGGTTCCGCTACTGG
GSGSATGGSGSTA ITATCTTCGGTTGCAAATGGTGGGACGTT
SSGSGSATG- GATTGTTATCAGYTT (SEQ 1D N(O: 513}
[FGCKWWDVDCY
QF-LE-5G-FC
{SEQ ID NQ; 512}
2x mTN8-Con8~ [FC-5G-AQ- ATCTTTGGCTGTAAGTGGTGGGACGTTG |IK
(1K FGCRKWWDVDCY A ACTGCTACCAGTTCGGTTCTGGTTCCACT
QF- GCTTCTTCTGGTTCCGGTTCCGCTACTGG
GSGSATGGSGSTA ITATCTTCGGTTGCAAATGGTGGGACGTT
SSGSGSATG- GATTGTTATCAGTIT (SEQ 1D NO: 515)
IFGCKWWDVDCY
QF-LE (SEQID
NO: 514)
ML15-Con! QVESLQQLIMWL [CAGGTTGAATCCCTGCAGCAGCTGCTGA )5 gly
DOKLASGPQG TGTGGCTGGACCAGAAACTGGCTTCCGG (SEQ D
(SEQ IDNQ: 384y TCCGCAGGGT {(SEQID NO: 516) NO:
6373
MI.15-1 RMELLESLFELLK |{CGTATGGAACTGCTGGAATCCCTGTTCG |5 gly
EMVPRSKAV AACTGCTGAAAGAAATGGTTCCGCGTTC (SEQ D
(SEQ D NO: 385y |CAAAGCTGTT (SEQID NO:517) NO:
037)
ml15-2 QAVSLQHLLMWL [CAGGCTGTTTCCCTGCAGCACCTGCTGA. |5 gly
DOKLASGPQH TGTGGCTGGACCAGAAACTGGCTTCCGG KSEQ ID
(SEO IO NG; 386)  [TCCGCAGCAC (SEQ ID NO: 518) NO:
637y
ml.15-3 DEDSLOQQLLMWL IGACGAAGACTCCCTGCAGCAGCTGCTGA S gly
DOKLASGPQL TGTGGCTGGACCAGAAACTGGCTTCCGG SEQ ID
SEQIDNQG; 387y ITCCGCAGCTG (SEQID NO: 519) NO:;
637
ml.15-4 PVASLQQLLIWLD \ CCGGTTGCTTCCCTGCAGCAGCTGCTGA (5 gly
QKLAQGPHA TCTGGCTGGACCAGAAACTGGCTCAGGG (SEG ID
(SEOQ IR NO: 388)  [TCCGCACGCT (SEQ ID NO: 520% NG
637}
ml15-5 EVDELQQLINWL |GAAGTTGACGAACTGCAGCAGCTGCTGALS gly
DHKLASGPLG ACTGGCTGGACCACAAACTGGCTTCCGG (SEG ID
(SECQ D NG: 389 [TCCGCTGCAG (SEQ 1D NO: 521) N
637)
ml15-6 DVESLEQLLMWL IGACGTTGAATCCCTGGAACAGCTGCTGA |5 gly
DHQLASGPHG TGTGGCTGGACCACCAGCTGGCTTCCGG YSEQ ID
(SEQ D NQ: 390) [TCCGCACGGT (SEQIDNO: 522} INO:
637}
ml.15-7 QVDSLQOQVLLWL [CAGGTTGACTCCCTGCAGCAGGTTCTGC 15 gly
EHELALGPQV TGTGGCTGGAACACAAACTGGCTCTGGG ((SEQ 1D
(SEQIDNQ: 391 TCCGCAGGTT (SEQID NO: 523) NG
6373
mkE.15-8 GDESLQHLLMWL |GGTGACGAATCCCTGCAGCACCTGCTGA |5 gly
- EQKLALGPHG TGTGGCTGGAACAGAAACTGGCTCTGGG ((SEQ 1D
HSECID NG: 392} ITCCGCACGUT (SEQ 1D NO: 524) INO:
: 6374
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mlL15-9

QIEMLESLLDLLR
DMVPMSNAF

(SEQ 1D NO: 393)

CAGATCGAAATGCTGGAATCCCTGCTGG
ACCTGCTGCGTGACATGGTTCCGATGTC
CAACGCTTTC (SEQ ID NO: 525)

ml.15-10

EVDSLQQLLMWL
DQKLASGPQA

(SEQ 1D NG 394)

GAAGTTGACTCCCTGCAGCAGCTGCTGA
TGTGGCTGGACCAGAAACTGGCTTCCGG
TCCGCAGGCT (SEQ ID NO: 526)

ml.15-11

EDESLOQLLIYLD
KMLSSGPQV (SEQ

TCTACCTGGACAAAATGCTGTCCTCCGG
TCCGCAGGTT (SEQ ID NO: 527)

GAAGACGAATCCCTGCAGCAGCTGCTGA LS gly

mL.i15-12

AMDOQLHOQLLIWL

DHKLASGPQA
(REQ 153 NO: 396)

GCTATGGACCAGCTGCACCAGCTGCTGA
TCTGGCTGGACCACAAACTGGCTTCCGG
TCCGCAGGCT (SEQ 1D NO: 528)

mi15-13

RIEMLESLLELLDE{CGTATCGAAATGCTGGAATCCCTGCTGG

TALIPKAW (SEQ
1D NG 397y

AACTGCTGGACGAAATCGCTCTGATCCC
GAAAGCTTGG (SEQ ID NO: 529)

ml.]15-14

EVVSLOHLLMWL
EHKLASGPDG

{(SEQ ID NQ: 3983

GAAGTTGTTTCCCTGCAGCACCTGCTGA
TGTGGCTGGAACACAAACTGGCTTCCGG
TCCGGACGGT (SEQ ID NO: 530}

mL.i5-15

GGESLQQLLMWL
DQQOLASGPQR
(SEQ ID NO: 399)

GGTGGTGAATCCCTGCAGCAGCTGCTGA
TGTGGCTGGACCAGCAGCTGGCTTCCGG
TCCGCAGCGT (SEQID NO: 531)

mL15-16

GVESLQQLLIFLD
HMLYSGPHD
SEQ 1D NO: 400)

GGTGTTGAATCCCTGCAGCAGCTGCTGA

CCGCACGAC (SEQID NO: 532)

TCTTCCTGGACCACATGCTGGTTTCCGUT {SEQ 1D

ml15-17

NVESLEHLMMWL
ERLLASGPYA
SEQ 3 NG 40]

AACGTTGAATCCCTGGAACACCTGATGA
TGTGGCTGGAACGTCTGCTGGCTTCCGG
TCCGTACGCT (SEQ 1D NO: 533)

mL15-18

QVDSLOQLLIWLD{CAGGTTGACTCCCTGCAGCAGCTGCTCA

HOLASGPKR (SECG
1D NG: 4023

TCTGGCTGGACCACCAGCTGGCTTCCGG
TCCGAAACGT (SEQ ID NO: 534

mi.15-19

EVESLOQLLMWL
EHKLAQGPQG
SEQ D NO: 403)

GAAGTTGAATCCCTGCAGCAGCTGCTGA
TGTGGCTGGAACACAAACTGGCTCAGGG
TCCGCAGGGT (SEQ ID NO: 535)

ml]5-20

EVDSLOQLLMWL
DOKLASGPHA

{SEQ D NG; 4043

GAAGTTGACTCCCTGCAGCAGCTGCTGA
TGTGGCTGGACCAGAAACTGGCTTCCGE
TCCGCACGCT (SEQ ID NO: 536)

mlL15-21

EVDSLQQLLMWL
DOQOLASGPQK
(SEC D NO: 405)

GAAGTTGACTCCCTGCAGCAGCTGCTGA
TGTGGCTGGACCAGCAGCTGGCTTCCGG
TCCGCAGAAA (SEQ ID NOQ: 537)

mi.15-22

GVEQLPQLLMWL
EQKLASGPQR
(SEO 1D NO: 406)

GGTGTTGAACAGCTGCCGCAGCTGCTGA
TGTGGCTGGAACAGAAACTGGCTTCCGG
TCCGCAGCGT (SEQ ID NO: 538)

(SEQ D
NCE
G371
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- imL15-23

GEDSLQQLLMWL
DQQLAAGPQV
(SEQ 1D NO: 407)

GGTGAAGACTCCCTGCAGCAGCTGUTGA
TGTGGCTGGACCAGCAGCTGGCTGCTGG
TCCGCAGGTT (SEQ ID NO: 539)

ml15-24

ADDSLQQLLMWL
DRKLASGPHV
(SEQ D NO: 408)

GCTGACGACTCCCTGCAGCAGCTGETGA
TGTGGCTGGACCGTAAACTGGCTTCCGG
TCCGCACGTT (SEQID NO: 530}

ml15-25

PVDSLOQQLLIWLD
QKLASGPQG (SEQ
1D NC; 409

CCGGTTGACTCCCTGCAGCAGCTGCTGA

TCCGCAGGGT (SEQ ID NO: 541}

TCTGGCTGGACCAGAAACTGGCTTCCGG

mi.17-Con2

QSRATLLKEFWQIL.
VEGLGDKQA

(SEQ 1D NG 411)

CAGTCCCGTGCTACCCTGCTGAAAGAAT
TCTGGCAGCTGGTTGAAGGTCTGGOTGA
CAAACAGGCT (SEQ ID NO: 542)

mL17-19

EIRATLLKEFWQL
VDEWREQPN
{(SEQ 1D NO: 430

GAAATCCGTGCTACCCTGCTGAAAGAAT
TCTGGCAGCTGGTTGACGAATGGCGTGA
ACAGCCGAAC (SEQ ID NO: 543)

mL17-20

QLRATLLKEFLOQL
VHGLGETDS (SEQ
1D NO: 431

CAGCTGCGTGCTACCCTGCTGAAAGAAT
TCCTGCAGCTGGTTCACGGTCTGGGTGA
AACCGACTCC (SEQID NO: 544)

mLi7-21

TOQRATLLKEFW(Q
LIEGLGGKHV

(SEO D NO: 432)

ACCCAGCGTGCTACCCTGCTGAAAGAAT
TCTGGCAGCTGATCGAAGGTCTGGGETGG
TAAACACGTT (SEQ ID NO: 545)

ml17-22

HYRATLLKEFWQ
L VDGLREQGV

SEQ D NG: 433

CACTACCGTGCTACCCTGCTGAAAGAAT
TCTGGCAGCTGGTTGACGGTCTGCGTGA
ACAGGGTGTT (SEQ ID NO: 546)

ml.]7-23

QSRVTLLREFWQL
VESYRPTVN (SEQ
1D NO- 434)

CAGTCCCGTGTTACCCTGCTGCGTGAATT
CTGGCAGCTGCTTGAATCCTACCOGTCCG
ATCGTTAAC (SEQ ID NG: 547}

ml.17-24

LSRATLLNEFWQE
VDGORDKRM
(SEQ 1D NO: 435)

CTGTCCCGTGCTACCCTGCTGAACGAAT
TCTGGCAGTTCGTTGACGGTCAGCATGA
CAAACGTATG (SEQ ID NO: 548)

ml.17-25

WDRATLLNDFWH
LMEELSQKPG
SEQ 1D NQ: 436}

TGGGACCGTGCTACCCTGCTGAACGACT
TCTGGCACCTGATGGAAGAACTGTCCCA
GAAACCGGGT (SEQ ID NO: 549

ml.17-26

QERATLLKEFWR
MVEGLGKNRG
(SEQ 1D MNO: 4373

CAGGAACGTGCTACCCTGCTGAAAGAAT
TCTGGCGTATGGTTGAAGGTCTGGGTAA
AAACCGTGOT (SEQ 1D NO: 550)

ml.17-27

NERATLLREFWOQL
VGGYGYNQR
(SEOQ D NO: 438)

AACGAACGTGCTACCCTGCTGCGTGAAT
TCTGGCAGCTGGTTGGTGGTTACGGTGT
TAACCAGCGT (SEQ ID NO: 551)

IMTNSCon6-1

QREWYPCYGGHL
WCYDLHKA (SEQ
ID NQ: 3473

CAGCGTGAATGGTACCCGTGCTACGGTG
GTCACCTGTGGTGCTACGACCTGCACAA
AGCT (SEQ ID NO: 552) '

mTN8Con6-2

ISAWYSCYAGHF
WCWDLKQK (5EQ
1D NGO 348)

ATCTCCGCTTGGTACTCCTGCTACGCTGG
TCACTTCTGGTGCTGGGACCTGAAACAG
AAA (SEQ ID NO: 553)
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mTN8Con6-3

WTGWYQCYGGH
LWCYDLRRK
1D NOG: 349

TGGACCGGTTGGTACCAGTGCTACGGTG
GTCACCTGTGGTGCTACGACCTGCGTCG
TAAA (SEQ ID NO; 554)

5gly
SE

NG

637}

12

mTNECon6—4

KTFWYPCYDGHF
WCYNLKSS (SEQ
D NO; 350

AAAACCTTCTGGTACCCGTGCTACGACG
GTCACTTCTGGTGCTACAACCTGAAATC
CTCC (SEQ ID NO: 545555)

Sgly
NO:
637

D

mTNEConé—5

ESRWYPCYEGHL
WCEDLTIET (G
NG 351

GAATCCCGTTGGTACCCGTGCTACGAAG
GTCACCTGTGGTGCTTCGACCTGACCGA
AACC (SEQIP NO: 3465506)

5gly
(SECG 1D
NO:
G37)

mi24-1

NVFFQWVQKHGR
VVYQWLDINV

(SEQID NG 453)

AATGITTTTTTTCAATGGGTTCAAAAACA
TGGTCGTGTTGTTTATCAATGGCTTGATA
TTAATGTT (SEQ ID NO: 557)

5 gly
(SEO 1D
NO:

637)

ml.24-2

FDFLOQWLQNHRS
EVEHWLVMDV
SEQ 1D NG: 454

TTTGATTTTCTTCAATGGCTTCAAAATCA
TCGTTCTGAAGTTGAACATTGGCTTGTTA
TGGATGTT {SEQ ID NQ: 538)

Sgly
SE
637)

1D

201

HORDMSMLWELL
DVLDGLRQYS
(SEG ID NO: 439)

CATCAACGTGATATGTCTATGCTTITGGG
AACTTCTTGATGTTCTTGATGGTCTTCGT
CAATATTCT (SEQ ID NO: 559}

5 gly
(SEQ 1D
6373

mL20-2

TORDMSMLDGLL
EVLDQLRQOR
(SEQ ID NO: 440

ACTCAACGTGATATGTCTATGCTTGATG
GTCTTCTTGAAGTTCTTGATCAACTTCGT
CAACAACGT (SEGQ ID NO: 560)

5 gly
(SECQID
NG
637)

m20-3

FLDRLGHQR (BEQ
D NG 441)

TSRDMSLLWELLE|ACCTCCCGTGACATGTCCCTGCTGTGGG

AACTGCTGGAAGAACTGGACCATCTGGG
TCACCAGCGT (SEQ ID NO: 561)

mE20-4

MQHDMSMLYGL
VELLESLGHQ
(SEQ ID NQ: 442)

ATGCAACATGATATGTCTATGCTTTATG
GTCTTGTTGAACTTCYTGAATCTCTTGGT
CATCAAATT (SEQ ID NO: 562)

T O oy O
o%%ﬁb@%
CoZReEE
o ~!

ml.20-5

WNRDMRMLESLF
EVLDGLRQQV
(BEC 1D NO: 443

TGGAATCGTGATATGCGTATGCTTGAAT
CTCTTTTTGAAGTTCTTGATGGTCTTCGT
CAACAAGTT (SEQ ID NQO: 563)

mE20-6

GYRDMSMLEGLL
AVLDRLGPGL

(SEQ 1D NGO, 444

GGTTATCGTGATATGTCTATGCTTGAAG
GTCTTCTTGCTGTITCTTGATCOTCTTGGT
CCACAACTT (SEQ ID NQO: 564)

NG

637)

mi.20 Conl

TQRDMSMLEGLL
EVLDRLGQQR
(SEQ I NOr 4453

ACTCAACGTGATATGTCTATGCTTGAAG
GTCTTCTTGAAGTTCTTGATCOTCTTGGT
CAACAACGT (SEQID NG: 565)

5ely
SE

NO:

037}

39

mi.20 Con2

WYRDMSMLEGLL
EVLDRLGQOR

WSEG 1D NO: 444)

TGGTACCGTGACATGTCCATGCTGGAAG
GTCTGCTGGAAGTTCTGGACCGTCTGGG
TCAGCAGCGT (SEG ID NO: 566)

5 gly
(SEO 1D
6373

mi.21-1

TQNSRQMLLSDF
MMLVGSMIQG
(SEQ 1D NO: 247

ACTCAAAATTCTCGTCAAATGCTICTTTC
TGATTTTATGATGCTTGTTGGTTCTATGA
TTCAAGGT (SEQ 1D NO: 567}

5gly
(SEQID
637)

mi21-2

MQTSRHILLSEFM

1D NG; 445

ATGCAAACTTCTCGTCATATTCTTCTTTC

MEVGSIMHG (SEQI TGAATTTATGATGCTTGTTOGOTTCTATTA

TGCATGGT (SEQ ID NG: 568)

5 gly
(SEC ID

637)
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ml21-3

HDNSROMLLSDL
LHLVGTMIQG
(SEQ D NO: 449)

CACGACAACTCCCGTCAGATGCTGCTGT
CCGACCTGCTGCACCTGGTTGGTACCAT
GATCCAGGGT (SEQID NO: 569)

ml.21-4

MENSRQNLLRELI
MLVGNMSHQ
(SEQG ID NG: 450}

ATGGAAAACTCCCGTCAGAACCTGCTGC
GTGAACTGATCATGCTGGTTGGTAACAT
GTCCCACCAG (SEQ ID NO: 370)

ml.21-5

ODTSRHMLLREF
MMLVGEMIQG

ISEQIDNG: 4513

CAGGACACCTCCCGTCACATGCTGCTGC
GTGAATTCATGATGCTGGTTGGTGAAAT
GATCCAGGGT (SEQ ID NO: 5713

mbi21 Conl

DONSROMLLSDL
MILVGSMIQG
(SEQ 1D NO: 452

GACCAGAACTCCCGTCAGATGCTGCTGT
CCOACCTGATGATCCTGGTTGGTTCCAT
GATCCAGGGT (SEQ ID NO: 572)

mTN§~19-1

VALHGQCTRWPW
MCPPQREG {SEQ
1D NO: 3053

GTTGCTCTTCATGGTCAATGTACTCGTTG
GCCATGGATGTGTCCACCACAACGTGAA
GGT (SEQ ID NO: 573)

mTNE~19-2

YPEQGLCTRWPW
MCPPQTLA(SEC
HD NO: 300}

TATCCAGAACAAGGTCTTTGTACTCGTT
GGCCATGGATGTGTCCACCACAAACTCT
TGCT (SEQIDN:574)

mTNE~19-3

GLNQGHCTRWPW
MCPPQDSN (SEQ

GGTCTGAACCAGGGTCACTGCACCCGTY
GGCCOTGGATGTGCCCGCCGCAGGACTC
CAAC (SEQID NO: 573)

mTNE~19-4

MITQGOCTRWPW
MCPPQPSG (SEQ
ID NO: 308

ATGATTACTCAAGGTCAATGTACTCGTT
GGCCATGGATGTGTCCACCACAACCATC
TGGT (SEQ ID NO: 576)

mTNE~-159-5

AGAQEHCTRWPW
MCAPNDWI (SEG
D NO: 309

GCTGGTGCTCAGGAACACTGCACCCGTT
GGCCGTGGATGTGCGCTCCGAACGACTG
GATC (SEQID NO: 577)

mTNE-19-6

GVNQGQCTRWR.
WMCPPNGWE
SEQID NG 314

GGTGTTAACCAGGGTCAGTGCACCCGTT
GGCOTTGGATCTGCCCGCCGAACGGTTG
GGAA (SEQ ID NO: 578)

mTNE~19-7

LADHGQCIRWPW
MCPPEGWE (SEQ
1D NG 31D

CTGGCTGACCACGGTCAGTGCATCCOTT
GGCCGTGGATGTGCCCGCOCGGAAGGTTG
GGAA (SEQ ID NO: 579)

ImTNE-19-8

ILEQAQCTRWPW
MCPPQRGG{SEQ

ATCCTGGAACAGGCTCAGTGCACCCOTY
GGCCGTGGATGTGCCCGCCGCAGCGTGG
TGGT (SEQ ID NO: 580)

mTNE—-19-9

TOTHAQCTRWPW
MCPPQWEG (SEQ
D NO: 313

ACTCAAACTCATGCTCAATGTACTCGTT
GGCCATGGATGTGTCCACCACAATGGGA
AGGT (SEQ ID NO: 581)

mTNE-19-10

VVTQGHCTLWPW
MCPPQRWR (SEC
1D NO: 314)

GTTGTTACTCAAGGTCATTGTACTCTTTG

GCCATGGATGTGTCCACCACAACGTTGG i

CGT (SEQ ID NO: 582)

mENE-19-11

TYPHDQCTRWPW
MCPPQPYP (SEQ
ID NO: 315)

GCCATGGATGTGTCCACCACAACCATAT
CCA (SEQ ID NO: 583)

ATTTATCCACATGATCAATGTACTCGTTG|

mTNE-16-12

SYWQGQCTRWP
WMCPPQWRG

{SEQ D NOC: 310)

TCTTATTGGCAAGGTCAATGTACTCGTTG
GCCATGGATGTGTCCACCACAATGGCGT
GGT (SEQ ID NO: 584)
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mTN§-19-13

MWQQGHCTRWPW
MCPPQGWG (SEQ

ATGTGGCAACAAGGTCATTGTACTCGTTGG
CCATGGATGTGTCCACCACAAGGTTGGGGT
(SEQ ID NO: 585)

5 gly
(SEQ ID

mTNE-19-14

EFTQWHCTRWPW
MCPPQRSQ (SEQ ID
NO:318)

GAATTCACCCAGTGGCACTGCACCCGTTGG
CCGTGOATGTGCCCGCCGCAGCGTTCCCAG
(SEQ ID NO: 586)

5 gly
SEQ ID
NO: 637)

mTN8-19-15

LDDQWQCTRWPW
MCPPQGFS (SEQ [D
NO: 319)

CTGGACGACCAGTGGCAGTGCACCCGTTG
GCCGTGOATGTGCCCGCCGCAGGATTICTC
C (SEQ ID NO: 587)

5gly
SEQ [D
NQ: 637)

miNE-15-16

YQTQGLCTIRWPW

MCPPQSQR {SEQ ID
DQ: 320)

TATCAAACTCAAGGTCTTTGTACTCGTTGG
CCATGGATGTGTCCACCACAATCTCAACGT
(SEQ D NO: 588)

5 ply
(SEQ 1D

mTNG-18-17

ESNQGQCTRWPW
MCPPQGGW {SECQ
1D NG 321

GAATCTAATCAAGGTCAATGTACTCGTTGG
CCATGGATGTGTCCACCACAAGGTGATTGG
(SEQ ID NO: 589}

3 gly
(SEQ ID
MO: 6373

mTNE-19—18

WIDRGPCTRWPW
MCPPOANG {SEQ

TGGACCGACCGTGGTCCGTGCACCCGTITGG
CCGTGGATGTGOCCGCCGCAGGCTAACGGT
(SEQ ID NO: 590)

5 gly
(SEQ D
NGk 63T)

mTINE—~19-19

2

GTTGGTACCCAGGGTCAGTGCACCCGTTGG

(SEQ ID NO: 5913

5 gly

CCGTGGATGTGCCCGCCGTACGAAACCGGTHSEG 1D

1N TNE-19-20

PYEQGKCTRWPW
MCPPYEVE (SEQ 1D

INO: 324)

CCOTACGAACAGGOGTAAATGCACCCGTTG
GCCGTGGATGTGCCCGCCGTACGAAGTTGA
A (SEGQ ID NO: 592)

5gly
(SEQ 1D
NO: 637)

mENE-19-21

SEYQGLCTRWPW
MCPPQGWEK (SEQ

TCCGAATACCAGGGTCTGTGCACCCGTTGE
CCGTGGATGTGCCCGCCGCAGGGTTGGAA
A (SEQIDNO: 593)

5 gly
{SEQ 1D
NO: 637)

mTNE-19-22

TFSQGHCTRWPWM

NGO 326}

ACCTTCTCCCAGGGTCACTGCACCCGTTGG

(SEQ ID NO: 594)

5gly

CCGTGGATGTGCCCGCCGCAGGGTTIGGGGT(SEQ 1D

MO 637

mTNE~19-23

POAHDHCTRWPW
MCPPQSRY (SEQ 1D
NG 327

CCGGGTGCTCACGACCACTGCACCCGTTGE
CCGTGGATGTGCCCGCCGCAGTCCCGTTAC
(SEQ ID NO: 595)

3 gly
(SEQ D
NEO: 637)

i TNE—19-24

VAEEWHCRRWPW
MCPPQDWR (SEQ

HD NO: 328)

GTTGCTGAAGAATGGCACTGCCGTCGITGG

(SEQ ID NO: 596)

S ply

CCGTGGATGTGCCCGCCGCAGGACTGGCGTREQ D

mENE-19-25

VGTQGHCTRWPW
MCPPQPAG (SEQ 1D
NO: 3203

GTTGGTACCCAGGGTCACTGCACCCGTTGG
CCOTGQATGTGCCCGCCGCAGCCGGCTAAT
(SEQ ID NO: 597)

5gly
(SEQ D
NG 637)

mTNE—19-26

EEDQAHCRSWPW
MCPPQGWY (SEQ
1D NGt 3303

GAAGAAGACCAGGCTCACTGCCGTTCCTG
GCCGTGGATGTGCCCGCTCGCAGGGTTGGAGT
T (SEQ ID NO: 598)

5 gly
SEQ ID
NO: 637}

mTNE-19-27

ADTQGHCTRWPW
MCPPQHWF (SEQ

GCTGACACCCAGGGTCACTGCACCCGTTGG
CCGTGGATGTGOCCGCCGCAGCACTGGTTC
{(SEQ 1D NO: 599)

5 gly
(SEG D

mTNE—-19-28

SGPOQGHCTRWPW
MCAPQGWE (SEQ

TCCGGTCCGCAGGGTCACTGCACCCGTTGR
CCGTGGATGTGCGCTCCGCAGGGTTGGTTC
(SEQ ID NO: 600}

5 gly

mTNE-19-29

TLVQGHCTRWPW
MCPPQRWYV (SEC
1D NO: 333)

ACCCTGGTTCAGGGTCACTGCACCCGTITGG
CCOTGGATGTGCCCGCCGCAGCGTTGGGTTY
(SEQ ID NO: 601}

5gly
(SEQ 1D
NC: 637)
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mTNg~19-30

GMAHGKCTRWA
WMCPPQSWEK

SEQ 1D NOQ: 334

GGTATGGCTCACGGTAAATGCACCCGTT
GGGCTTGGATGTGCCCGCCGCAGTCCTG
GAAA (SEQID NO: 602)

mTNE-19-31

ELYHGQCTRWPW
MCPPOSWA (SEQ
ID NO: 335)

GAACTGTACCACGGTCAGTGCACCCGTT
GGCCGTGGATGTGCCCGCCGCAGTCCTG
GGCT (SEQ ID NO: 603)

mTNE-19-32

VADHGHCTRWP
WMCPPQGWG
SEQ D NO: 336)

GTTGCTGACCACGGTCACTGCACCCGTT
GGCCOTGGATATGCCCGCCGCAGGGTTG
GGGT (SEQ ID NO: 604

mTNE~19-33

PESQGHCTRWPW
MCPPQGWG (SEC

ID NG 3373

CCGGAATCCCAGGGTCACTGCACCCGTT
GGCCGTGGATGTGCCCGCCGCAGGGTTG
GGGT (SEQ ID NO: 605)

mTN8-19-34

1P AHGHCTRWPW
MCPPQRWR (SEQ
1D NO; 338)

ATCCCGGCTCACGGTCACTGCACCCGTT
GGCCGTGGATGTGCCCGCCGCAGCGTTG
GCGT (SEQ ID NO: 606)

mINE-19-35

FTVHGHCTRWPW
MCPPYGWYV (SE(
ID NO: 339

TTCACCGTTCACGGTCACTGCACCCGTT
GGCCGTGGATGTGCCCGCCGTACGGTTG
GGTT (SEQ ID NO: 607)

mTNE—19-36

PDEPGHCTRWRW
MCPPQGWE (SEQ
1D NO- 340)

CCAGATTTTCCAGGTCATTGTACTCGTTG
GCGTTGGATGTGTCCACCACAAGGTTGG
GAA (SEQ ID NO: 608)

mTNE-19-37

QLWQGPCTOWE
WMCPPKGRY

(SEQ D NQ: 3413

CAGCTGTGGCAGGGTCCGTGCACCCAGT
GGCCGTGGATGTGCCCGOCGAAAGGTCG
TTAC (SEQ ID NO: 609)

mTNS-15-38

HANDGHCTRWQ
WMCPPQWGG
(SECQ ID NO; 342)

CACGCTAACGACGGTCACTGCACCCGTT
GGCAGTGGATGTGCCCGCCGCAGTGGGE
TGGT {SEQID NO: 610)

mIN§-19-39

ETDHGLCTRWPW
MCPPYGAR(SEQ
ID NGk 3433

GAAACCGACCACGGTCTGTGCACCCGTT
GGCCGTGGATGTGCCCGCCGTACGGTGC
TCGT (SEQIDNO: 611)

mTNE-15--40

GTWQGLCTRWP
WMCPPQGW(Q

(SEQ HX NO: 344}

GGTACCTGGCAGGGTCTGTGCACCCGTT
GGCCGTGGATGTGCCCGCCGCAGGGTTG
GCAG (SEQID NO: 612)

mTN8-19 Cont

VATQGQCTRWPW
MCPPQGWG(SEQ
IB NO: 345

GTTGCTACCCAGGGTCAGTGCACCCGTT

GGGT (SEQID NO: 613}

GGCCGTGGATGTGCCCGCCGCAGGGTTG

mTNE~19 Con2

VATQGQCTRWPW
MCPPORWG (SEQ
ID NO: 346)

GTTGCTACCCAGGGTCAGTGCACCCGTT
GGCCGTGGATGTGCCCGCCGCAGCGTTG
GGGT (SEQ ID NO: 614)

2X mTNE-19-7

FC—3G-AQ-
LADHGQCIRWPW
MCPPEGWELEGS
GSATGGSGSTASS
GSGSATGLADHG
QCIRWPWMCPPE
GWE-LE (SEQID
NO: 615)

CTTGCTGATCATGGTCAATGTATTCGTTG
GCCATGGATGTGTCCACCAGAAGGTTGG
GAACTCGAGGGTTCCGGTTCCGCTACCG
GCGGCTCTGGCTCCACTGCTTCTTICCGGT
TCCGGTTCTGCTACTGGTCTGGCTGACCA
CGGTCAGTGCATCCGTTGGCCGTGGATG
TGCCCGCCGGAAGOTTGGGAACTGGAA
(SEQ ID NO: 616)
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recycling through FeRnl and extends residence time into a therapeutically useful range. The
data from this study indicate that inhibition of myostatin can induce relevant physiologic

effects in target tissue.

[6312] AMG 745 1s consists of 2 identical polypeptide chains, which are covalently linked
through disulfide bonds. The N-terminal portion of each chain consists of the human IgG1 Fc
sequence which is fused at the C-terminus via a glycine (five glycines plus AQ (SEQ 11 NO:
636} linker to an anti-myostatin peptide. Each polypeptide chain consists of 255 amino acids

beginning with the amino acid methionine and ending with glutamic acid. There are 3

42

102 14
mtrachain disulfide links between residues Cys -Cys , Cys

g 206 242 249
-Cys ,andCys -Cys on

7 7
each polypeptide chain and 2 interchain disulfide links between Cys -Cys and

chatnl chain2?

10 1

CY¥S i CYS  uaino- The 510 amino acids that constitute the AMG 745 molecule yield a

theoretical molecular mass of 57,099 daltons. As a microbially expressed protein, AMG 745

1s not glycosylated.

[6313] The 255 residue amino acid sequence of each polypeptide chain (SEQ ID NO:635) of
AMG 745 1s shown below. The plain font portion of the sequence indicates the 1gG1 Fc
sequence (SEQ ID NO:296). The bold font portion indicates the five glycine plus AQ linker
sequence (SEQ ID NO:636). The bold and 1talic portion of the sequence indicates the anti-
myostatin peptide (SEQ 1D NO:311).

AMG 745 Seqguence {amino acid)

MDKTHTCPPC PAPELLGGPS VFLFPPKFKD TLMISRTPEV TCVVVDVSHE DPEVKFNWYV
DGVEVHNART KPREEQYNST YRVVSVLTVL HQDWLNGKEY KCKVSNEALP APTEKTISKA
KGOQPREPQVY TLPPSRDELT EKNQVSLTCLV KGFYPSDIAV EWESNGQOPEN NYRTTPPVLD
SDGSFFLYSK LTVDKSREWQQ GNVPFSCSVMH EBALHNHYTQK SLSLSPGKGG GGGAQLADHG
QCIRWPWMCF PEGWE (SEQ ID NO:635)

Expression and Preparation

16314] AMG 745 was expressed as insoluble inclusion bodies by fermentation of E coli as
described herein. Typical fermentation proceeds for 12 t016 hours post induction, followed
by cell harvest with a disk-stack centrifuge. Lysing the cells with high-pressure
homogenization isolated the inclusion bodies. After wash and centrifugation, the resulting

double-washed inclusion body slurry (DWIBs) was stored at -30° + 10°C until purification.
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26324PCT_CRF_sequencelisting

SEQUENCE [LISTING

<110> AMGEN INC.
PINTA BIOTHERAPEUTICS, INC.

<120> MYOSTATIN ANTAGONISM IN HUMAN SUBJECTS
<130> 29956-26324/PCT

<140>
<141>

<150> 61/799,928
<151> 2013-03-15

<160> 635

<170> PatentIn version 3.5
<210> 1

<211> 14

<212> PRT

<213> Artificial Seguence

<220>

<223> Description of Artificial Sequence: Synthetig//

Myostatin Binding Peptide y
<400> 1 /
LyS Asp Lys Cys Lys Met Trp His Trp Met Cys Ly Pro
i 5 10 /?/

<210> 2 /
<211> 14 //
<212> PRT 7
<213> Artificial Sequence /

/
<220> . . R / .
<223> pescription of Artificial Seguence: synthetic
Myostatin Binding Peptide //

<400> 2 /!
Lys Asp Leu Cys Ala Met Trp sz’Trp Met Cys Lys Pro
1 7 10

;
Vi
s
.

<210> 3 /
<211> 13 7
<212> PRT ‘
<213> Artificial Sequence

<220> ;
<223> Descriptionlgf.Artificja1 Sequence: Synthetic
Myostatin B}ﬂd?ﬂg Peptide

<400> 3
AsSp Leu Cys LyS Met Trp Lys Trp Met C%s Lys Pro Pro
1 5

f/‘f
<210> 4
<211> 1
p
A,

<212>
<213>

<220>
<223> Descripticn of Aartificial Seguence: Synthetic
Page 1

"
rtificial sequence

Pro

Pro




) o 26324PCT_CRF_sequencelisting
Myostatin Binding Peptide

<400> 4
LyS Asp Leu Cys Lys Met Trp His Trp Met Cys Lys Pro Lys
1 5 10

<210> §

<211> 14

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial seguence: synthetic
Myostatin Binding Peptide

<400> 5 )
Trp Tyr Pro Cys Tyr Glu Phe His Phe 1€p Cys Tyr Asp Leu
1 5

<210> 6

<211> 14 Y.
<212> PRT 7
<213> Artificial sequence /

i
<220> //
<223> Description of Artificial Sequence: Synthetic

Myoastatin Binding Peptide Ve

<400> 6
Trp Tyr Pro Cys Tyr Glu Gly His Phe Trp Cys Fyr Asp Led
1 5 10

<230> 7 : /-
211> 14 /
<212> PRT e

<213> Artificial Sequence r

<220> /
<223> bescription of Artificial $équence: synthetic
Myostatin Binding Peptidq/
rd

<400> 7 /
1le Phe Gly Cys Lys Trp Trp Asp val GIn Cys Tyr Gin Phe
1 5 s 10
,f/r
<210> 8 '
<211> 14 L
<212> PRT ;

<213> Artificial Sequence

<220> s
<223> Description of Artificial sequence: synthetic
Myostatin Binding Peptide
7

<400> 8 e

Ile Phe Gly Cys Lys Trp Trp Asp val Asp Cys Tyr Gln Phe
1 S 5 10

<210> 9
<211> 14

<212>/PRT
<2%§$ Artificial Sequence

Page 2




<220>
<223>
<400>
1
<210>
<211>
<Z212>
<213>
<220>
<223>
<400>
1
<210>
<211>
<212>
<213>
<220>
<223>

<400>

26324PCT_CRF_sequencelisting

Pescription of Artificial Sequence: Synthetic
Myostatin Binding Peptide

9

Ala Asp Trp Cys val Ser Pro Asn Trp'Pge Cys Met val
5 1

10
14
PRT
Artificial Sequence

pescription of Artvificial sequence: Synthetic
Myostatin Binding Peptide

10

His Lvys Phe Cys Pro Trp Trp Ala Leu Phe Cys Trp Asp
5 10

11
14
PRT
Artificial Seguence ;

Description of Artificial Sequence: Syntletic
Myostatin Binding Peptide

11

Lys Asp Leu Cys Lys Met Trp His Trp Met Cys Lys Pro
1 5 0 7

<210>
<211>
<212>
<213>

<220>
<223>

<400>

12 s
14 /
PRT /
artificial Seguence //

/".

Description_of_Artificia}/Sequence: synthetic
Myostatin Binding Peptiﬂe

12

J/

Ile Asp Lys Cys AWa Tle Tnp Gly Trp Met Cys Pro Pro
i 10

13
14
PRT
Artificial Sequence

S/
pescription of Artificial Sequence: Synthetic
Myostatin Binding Peptide

Cys Gly Glu Phe Gly Met Tgp Cys Leu Asnh
5 1

Page 3

Met

Phe

Pro

Leu

val




26324PCT_CRF_sequencelisting
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: synthetic
Myostatin Binding Peptide

<400> 14
Trp Phe Thr Cys Leu Trp Asn Cys Asp an Glu
1 5 0

<210> 15

<211> 14

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial sequence: Synthetic
Myostatin Binding Peptide

<400> 15
His Thr Pro Cys Pro Trp Phe Ala Pro igu Cys val Glu Trp
1 5 7

<210> 16 Ve
<211> 14 e
<212> PRT /
<213> Artificial Sequence /

<220>
<223> Description of Artificial Seguence: gyéz;etic
Myostatin Binding Peptide

<400> 16 4
Lys Glu Trp Cys Trp Arg Trp Lys Trp Met' Cys Lys Pro Glu
i 5

<210> 17 /
<211> 14 /
<212> PRT P
<213> Artificial Sequence /
/
<220> /
<223> Description of Artifigial Sequence: Synthetic
Myostatin Binding Pept1de

_/
<400> 17 4
phe Glu Thr Cys Pro Ser. Trp Ala Tyr pPhe Cys Leu Asp Ile
1 5 10

s

<210> 18 S
<211> 14 s

<212> PRT /

<213> Art1f1c1a}f5equence
<220> /

<223> Descrypt1on of Artificial Sequence: Synthetic
Myostdtin Binding Peptide

<400> 18
Ala Tyr Ays Cys Glu Ala Asn Asp Trp Gly Cys Trp Trp Leu
5 10

/

<216> 19
/ Page 4




26324PCT_CRF_sequencelisting
<211> 14
<212> PRT
<213> artificial Sequence

<220>
<223> pescription of Artificial Sequence: Synthetic
myostatin Binding Peptide

<400> 19
Asn Ser Trp Cys Glu Asp Gin Trp His Agg Cys Trp Trp Leu
i 5 1

<210> 20
<211> 14
<212> PRT
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: synthetic
Myostatin Binding Peptide

<400> 20 /
Trp Ser Ala Cys Tyr Ala Gly His Phe Trp Cys Tyr Asp Lel
1 5 10 s

I

s
s

<210> 21

<2il> 14 ///
<212> PRT

<213> Artificial Seguence ////

<220> o o / )
<223> Description of Artificial Sequence:;éynthet1c
Myostatin Binding Peptide S

4
e

<400> 21 /

Ala Asn Trp Cys val Ser Pro Asn Trp ?ﬁe Cys Met val Met
1 5 /

<210> 22 e
<211> 14 /!
<212> PRT /
<213> artificial Sequence J

y

<220> A
<223> Description of Artificial sequence: Synthetic
Myostatin Binding Peptide

<400> 22 o
Trp Thr Glu Cys Tyr GIn GIn Glu Phe Tgp Cys Trp Asn Leu
57 1

E

1

S

<210> 23 S

<211> 14 ’/

<212> PRT /

<213> Artificial sequence

<220> //

<223> Destription of artificial Sequence: Synthetic

Myostatin Binding Peptide

Page 5




26324PCT_CRF_sequencelisting

<210> 24

<211> 14

<212> PRT

<213> Artificial Seguence

<220>
<223> pescription of Artificial Sequence: Synthetic
myostatin Binding Peptide

<400> 24
Trp Leu Pro Cys His Gin Glu Gly Phe Trp Cys Met Asn Phe
1 5 10
<210> 25
<211> 14
<212> PRT
<213> artificial segquence
<220>
<223> Description of Artificial Sequence: Synthetic

Myostatin Binding Peptide /

,
<400> 25 /
Ser Thr Met Cys Ser Gln Trp His Trp Met Cys Asn Pro/Phe
1 5 10 i
//
e

<210> 26
<231> 14
<212> PRT
<213> Artificial Ssequence //
<220> 7
<223> pescription of Artificial Sequencé Synthetic

Myostatin Binding Peptide /
<400> 26 /
Ile Phe Gly Cys His Trp Trp Asp val/Asp Cys Tyr Gln Phe
1 5 /10
<210 27 /
<211> 14 e
<212> PRT e
<213> Artificial Sequence

S/

<220> 4

<223> Description of Art1f1c1a1 Sequence: Synthetic
Myostatin Bwndwng Peptide

<400> 27 d
Ile Tyr Gly Cys ch Trp Trp Asp Ie GIn Cys Tyr Asp Ile
1 10

/
<210> 28 <
<211l> 14

<21Z2> PRT
<213> Artificial sequence

<220>
<223> scription of Artificial Sequence: Synthetic
vostatin Binding Peptide

<400> 28
Asp Trp Cys Ile Asp Pro Asp Trp Trp Cys Lys Phe Trp
Page 6




<210>
<211>
<212>
<213>

<220>
<223>

<400>

29

14

PRT

Artificial Seguence

Description of Artiticial Sequence: Synthetic

Myostatin Binding Peptide
29

26324PCTM%§fmsequence11sting

GIn Gly His Cys Thr Arg Trp Pro Trp Met Cys Pro Pro Tyr
1 5 10

<210
<211
<212
<213>

<220>
<223>

<400>

30
14
PRT
Aartificial segquence

pescription of Artificial Sequence: Synthetic

Myostatin Binding Peptide
30

/

v

I

//

/

Y

Trp GIn Glu Cys Tyr Arg Giu Gly Phe Trp Cys Leu 7}n Thr
1 5 10

<210>
<211>
<212>
<213>

<220>
<223>

<400>

31
14
PRT
Artificial Sequence

pescription of Artificial Sequeﬁte synthetic

Myostatin Binding Peptide
31

V

S

/
Trp Phe Asp Cys Tyr Gly Pro Gly Pﬁe %%s Cys Trp Ser Pro
1 5

<210>
<211>
<212
<213>

<220>
<223>

<400>

32 /
14 .
PRT i
artificial Sequence

Description of ArtwfﬁciaW seguence: Synthetic

Myostatin Bwndnﬂg Peptide
32 '

Giy val Arg Cys gro Lys 6ly His Leu Trp Cys Leu Tyr Pro
1 10

<210>
<Z211>
<212>
<213>

<220>
<223>

rd
/
S

33

14 Ve
PRT
Argificial Seqguence

s

pescription of Artificial sequence: Synthetic

Myostatin Binding Peptide

Page 7




26324PCT_CRF._sequencelisting

<400> 33
His Trp Ala Cys §1y Tyr Trp Pro
i

<210>
<211>
<212>
<213>

<220>
<223>

34

14

PRT

Artificial sequence

Description of Artificial
Myostatin Binding Peptide

<400> 34 .
Gly Pro Ala Cys His Ser Pro Trp
1 5

<210>
<Z211>
<212>
<213>

<220>
<223>

35

i4

PRT

Aartificial Segquence

pescription of Artificial
Myostatin Binding Peptide

<400> 35
Thr Thr Trp Cys Ile Ser Pro Met
1 5

<210>
<211>
<212>
<213>

<220>
<223>

36
14
PRT
Artificial Ssequence

pescription of Artiticial

Mycstatin Binding Pept1de

<400> 36

His Lys Phe Cys Pro Pro Trp A1a

1 5 J/
;

l,/

37 /’f‘

14 Jf

PRT

Artificial Sequence

<210>
<211>
<212>
<213>

<220> F )
<223> bescription of Artfficaa?

Myostatin Binding Peptide
s

<400> 37 ya
Pro Asp Trp Cys val ser Pro Arg
1 S5

£
rd

<210>
<2i1>
<212>
<213>

<22
<2

38
14
PET
rtificial sequence

> Description of Artificial

Trp Ser Cys Lys Trp val
10

sSequence: Synthetic

Trp Trp Cys val Phe Gly
10

synthetic,’
;

/

/
jﬁy’61n Gin

sequence:

Trp Phe Cys
10

Seguence synthetic

ITe zge Cys Trp Asp Phe

Sequence: Synthetic

Trp Tyr Cys Asn Met Trp
10

Sequence: Synthetic
Page 8
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Myostatin Binding Peptide

<400> 38 )
val Trp Lys Cys His Trp Phe Gly Met Asp Cys Glu Pro Thr
1 5 i0

<210> 39

<211> 14

<212> PRT

<213> Artificial Seguence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 39
Lys Lys His Cys GIn Ile Trp Thr Trp Met Cys Ala Pro Lys
1 5 10

<210> 40 ‘
<211 14 /
<212> PRT .
<213> Artificial sequence /

<220> o S Ve
«223> pescription of Artificial Sequence: Synth?}ac
Myostatin Binding Peptide

.

<400> 40 Y///
{rp Phe GIn Cys gly Ser Thr Leu Phe gsp Cys Tyr Asn Leu

<210> 41 e
<211> 14 S
<212> PRT //
<213> artificial Sequence /

’
<220> . . P s .
<223> Description of Artificial Séquence: Synthetic
Myostatin Binding Peptide/
/7

<400> 41 v
Trp Ser Pro Cys Tyr Asp His Tyr Phe Tyr Cys Tyr Thr Ile
1 5 n 10

/
J

<210> 42 J
<211> 14 r
<212> PRT /
<213> Artificial Sseguence
<220> ’

<223> pescription’ of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 42 /

Ser Trp Met Lys Gly Phe Phe Lys Glu val Cys Met Trp val

1 s 5 10

<2134 Artificial seguence

Page 9
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<220>

<223> pescription of Artificial Sequence: synthetic
Myostatin Binding Peptide

<400> 43 )
Glu Met Leu Cys Met ITe His Pro val Phe Cys Asn Pro His
1 5 10

<210> 44
<211> 14
<212> PRT
<213> Artificial Seguence

<220>
<223> pescription of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 44
Leu Lys Thr Cys Asn Leu Trp Pro Trp Met Cys Pro Pro Leu
1 5 10

<210> 45 //
<211> 14 /
<212> PRT s
<213> Artificial Sequence /

<220>
<223> pescription of Artificial Sequence: synthetic
Myostatin Binding Peptide

/
<400> 45
val val Gly Cys Lys Trp Tyr Glu Ala Tgp Cyényr Asn Lys
1 5 1

/
o
s

<210> 46 £
<211> 14 /
<212> PRT //
<213> artificial Seguence p

<220> /
<223> Description of artificial Sequence synthetic
Myostatin Binding Pept1de

<400> 46 /
pPro Ile His Cys Thr Glin Trp Ala Trp Met Cys Pro Pro Thr
1 5 . 10

<210> 47 S
<Z2il> 14 /
<212> PRT ‘
<213> Artificial Sequence
<220> '

<223> Descrwptﬁon of Artificial sequence: Synthetic
Myostatnn Binding Peptide

<400> 47 /f

Asp Sei/ﬁ;h Cys Pro Trp Tyr Phe Leu Ser Cys val Ile Phe
1 5 10

<2102/28
<21
<2¥2> PRT
page 10
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<213> Artificial Sequence

<220>
<223> pescription of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400>_48
His Ile Trp Cys Asn Leu Ala Met Met Lys Cys val Glu Met
1 5 10

<210> 49

<211> 14

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 49 7
Asn Leu Glin Cys Ile Tyr Phe Leu Gly L%s Cys ITe Tyr Phg
i 5 1 4

£

/

<210> 50 7
<211> 14 //”
<212> PRT

<213> ArtifTicial Sequence /

<220>
<223> pescription of Artificial Sequence: synthetic
Myostatin Binding Peptide

<400> 50 //
Ala Trp Arg Cys Met Trp Phe Ser Asp YS} cys Thr Pro Gly
1 5

<210> 51 /
<211> 14 7
<212> PRT ya
<213> Artificial Sequence /,

<220> /
<223> Description of Artifigial Sequence: synthetic
Myostatin Binding peptide

<400> 51 S
Trp Phe Arg Cys Phe Leu’Asp Ala Asp Trp Cys Thr Ser val
1 5 S 10

<210> 52 ;

<211> 14 Vi

<212> PRT S

<213> Artificial Sequence

<220> S

<223> Description of Artificial Sequence: $Synthetic
Myosratin Binding Ppeptide

<400> 5
Glu Lys/Ile Cys GIn Met Trp Ser Trp Met Cys Ala Pro Pro
1 > 10

/

<230> 53
/ rPage 11




<213>
<2172>
<213>

<220>
<223>

<400>

26324PCT_CRF_sequencelisting
14
PRT
Artificial Sequence

pescription of Artificial sequence: Synthetic
Myostatin Binding Peptide

53

Trp Phe Tyr Cys His Leu Asn Lys Ser Glu Cys Thr Glu Pro
1 5 10

<210>
<211>
«<212>
<213>

<220>
<223>

<400>

<21.0>
<211i>
<212>
<213>

«<220>
<223>

<400>

54
14
PRT
Artificial Seguence

Description of Artificial sequence: synthetic
Myostatin Binding Peptide

54

,
phe Trp Arg Cys Ala Ile Gly Ile Asp Lys Cys Lys Arg V9fT
1 5 10 ;

55 g
14 //[
PRT

Artificial Seguence ///

//
pescription of Artificial Sequence:/éynthetic
Myostatin Binding Peptide '

. .‘/'
55

Asn Leu Gly Cys Lys Trp Tyr Glu val T#p Cys Phe Thr Tyr
1 5 /

<210>
<211>
<212>
<213>

<220>
<223>

<400>

s

56 S

14 /'/

PRT 7

Artificial sequence  /

pescription of Artificial Sequence: Synthetic
Myostatin Binding Peptide

56 S

Ite Asp Leu Cys Asn Met Trp Asp Gly Mgt Cys Ty Pro Pro
1 5 7 1

¥,
7

<210> 57 A

<211> 14 Ve

<212> PRT 7

<213> artificial sequence

<220> //

<223> Degcription of Artificial Sequence: Synthetic
vygstatin Binding Peptide

<400=" 57

Glu

1

et Pro Cys Asnh I'le Trp Gly Trp Met Cys Pro Pro val
5 10

Page 12
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<210> 58

<211> 18

<212> PRT

<213> Artificial Sequence

<220>
<223> pescription of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 58
Trp Phe Arg Cys val Leu Thr Gly ITe val Asp Trp Ser Glu Cgs Phe
1 5 10 1

Gly Leu s

<210> 59 S
<211> 18 /
<212> PRT /
<213> Artificial Sequence /

<220> /
<223> Description of Artificial sequence: Synthet1C/
Myostatin Binding Peptide /

<400> 59 ///
Trp Phe Arg Cys val Leu Thr Gly Ile val Asp T/rpi ser Glu C)S/s Phe
1 5 16 1

Gly Leu //

<210> 60 Ve
<211> 18 S
<212> PRT /
<213> Artificial Sequence y

<220> . . e s // .
<223> pescription of Artificial Sequence: Synthetic
Myostatin Binding Peptmde

<400> 60
Leu Pro Trp Cys His Asp G}h val Asn Ala Asp Trp Gly Phe Cys Met
1 5 10 15

,/

Leu Trp

/

<210> 61 re

<21il> 18 /

<212> PRT 7

<213> Art1f1cia1 Seqguence

<220> e

<223> Des ription of artificial sequence: Synthetic
Mygstatin Binding Peptide

<400> A1

Tyr Pfo Thr Cys Ser Glu Lys Phe Trp Ile Tyr Gly GlIn Thr Cys val
1 5 16 15

rpage 13
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Leu Trp

<210> 62

<211> 18

<212> PRT

<213> Artificial sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 62 ) ) Vi
teuy Gly Pro Cys Pro Ile His His Gly Pgo Trp Pro Gin Tyr Cgs val
1 5 1 1 /

Tyr Trp /

<210> 63 Ve
<211> 18 /

<212> PRT 4
<213> Artificial Sequence s

<220> o o .
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 63 . .
Pro Phe Pro Cys Glu Thr His Glin Ile Sgr TgﬁILeu Gly His ggs Leu
1 5 10

4
ser phe /

<210> 64
<211> 18 V4
<Z212> PRT y
<213> Artificial Sequence /

/

<220> 7
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Péptide

<400> 64 S _
His Trp Gily Cys Glu Asp Leu Met Trp Ser Trp His Pro Leu Cys Arg
1 5 : 10 15

a

Arg Pro 7

<210> 65

<211> 18 /

<212> PRT,/

<213> Arrificial Sequence

<220>
<223>/Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

/ Page 14
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<400> 65
Leu Pro Leu Cys Asp Ala Asp Met Met iro Thr Tle Gly Phe Cys val
1 5 0 15

Ala Tyr

<210> 66

<211> 18

<212> PRT

<213> artificial Sequence

<220> ,
<223> bescription of Artificial Sequence: synthetic S
Myostatin Binding Peptide s

<400> 66
Ser His Trp Cys Glu Thr Thr Phe Trp Met Asn Tyr Ala Lys C¥S va1
1 5 i0

His Ala Vi

<210> 67 /
211> 18 /
<212> PRT /
<213> Artificial Sequence //

<220> V
<223> pescription of Artificial Sequence: Synthet1c
Myostatin Binding Peptide S

<400> 67 '
Ley Pro Lys Cys Ehr His val Pro Phe/%ép GIn Gly Gly Phe Cys Leu
15

1
//

Trp Tyr

<210> 68 s
<211> 18 )
<212> PRT Ve
<213> Artificial Sequence

<220> g
<223> Description of ArL1f1c1a1 Sequence: synthetic
Myostatin B1ndang Peptide

<400> 68 /S
Phe Ser Ser Cys Trp Ser Pro val Ser Arg Glin Asp Met Phe Cys val
1 /5 10 15

7
Phe Tyr s
y
s

<210> %g//
<211> A7

<212>/ PRT
<2%}$ artificial Sequence

// Page 15
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<220>
<223> pescription of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<40Q0> 69
Ser His Lys Cys Glu Tyr Ser Gly Trp igu Gin Pro Leu Cys T§r Arg
1 5 1

Pro

<210> 70
<211> 18
<212> PRT
<213> Artificial Ssequence /

<220> o o ) e
<223> pescription of Artificial Sequence: Synthetic y
Myostatin Binding Peptide 7

<400> 70 _
Pro Trp Trp Cys GIn Asp Asn Tyr val Gln His Met Leu Hig Cys Asp
1 5 10 ~15

Ser Pro s

<210> 71 ////
<21%> 18

<212> PRT /
<213> Artificial Sequence e

<220> ) :/
<223> pescription of Artificial Sequgﬂce: synthetic
Myostatin Binding Peptide /

<400> 71 /
Trp Phe Arg Cys Met Leu Met Asn Ser Phe Asp Ala Phe Gln Cys val
1 5 Vi 10 15

ser Tyr /

<210> 72

<211> 18

<212> PRT ra
<213> artificial Seguence

<220> o

<223> pescription of artificial sequence: synthetic
Mycstatin/Binding Peptide

<400> 72 /

Pro Asp A1a/éys Arg Asp GIn Pro Trp Tyr Met Phe Met Gly Cys Met
1 s 5 10 15

“Leu jj)///
<%16> 73

Page 16
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<211> 14
<212> PRT
<213> Artificial Seguence

<220>
<223> pescription of Artificial Sequence: synthetic
Myostatin Binding Peptide

<400> 73
Phe Leu Ala Cys Ehe val Glu Phe Glu LSU Cys Phe Asp Ser
1 1

<210> 74
<211> 18
<212> PRT
<213> Artificial Sequence /

<220> J
<223> Description of Artificial Sequence: synthetic 7
Myostatin Binding Peptide 7

<400> 74 /
ser Ala Tyr Cys §1e Ile Thr Glu Ser Agp Pro Tyr val L@d'cys va'
1 1 r 15

Pro Leu /

<210> 75 /

<211> 18 .
<212> PRT /
<213> Artificial Seguence e

<220>
<223> Description of Artificial Sequerice: Synthetic
Myostatin Binding Peptide /

-
I

<400> 75 4
Pro Ser Ile Cys Glu Ser Tyr Ser Tﬁr Met Trp Leu Pro Met Cys GIn
1 5 / 10 15

His Asn Vs

<210> 76

<211> 18

<212> PRT
<213> artificial Sequence

<220> 7
<223> Description of Artificial Sequence: Synthetic
Myostatin/Binding Peptide

<400> 76 J ,
Trp Leu Asp,Cys His Asp Asp Ser Trp Ala Trp Thr Lys Met Cys Arg
1 / 5 10 15

ser Wi

<2X0> 77
page 17




26324PCT_CRF_seqguencelisting
<213> 18
<212> PRT
<213> Artificial Seguence

<220>
<223> pescription of Artificial sequence: Synthetic
Myostatin Binding Peptide

<400> 77
Tyr Leu Asn Cys val Met Met Asn Thr Sgr pro Phe val Giu Cys val
1 5 1 15

Phe Asn

<210> 78 /
<211> 18 ,
<212> PRT y
<213> Artificial Sequence /!

<220> o o . //
<223> Description of Artificial Sequence: synthetic /
Myostatin Binding Peptide /

<400> 78 ) ye
Tyr Pro Trp Cys Asp Gly Phe Met Ile Gén Gln GTy/})e Thr Cys Met
1 5 1 15

rhe Tyr ////

<210> 79 s
<211> 18 /
<232> PRT /
<213> Artificial Sequence /

<220> o o ye )
<223> pDescription of Artificial sequence: Synthetic
Myestatin Binding Peptide/
7

<400> 79 7
Phe Asp Tyr Cys Thr Trp Leu Asn Gly ihe Lys Asp Trp Lys Cys Trp
1 5 / 0 15

7

Vs

ser Arg

<210> 80 7

<211> 18 Ve

<212> PRT s

<213> Artificial Seqguence

<220> (,//

<223> pescription of Artificial Sequence: Synthetic
Myoépatin Binding Peptide

<400> 80 _
Leu Pro/lLeu Cys Ash Leu Lys Glu Ile Ser His val Gln Ala Cys val
1 5

10 15
Leu/;he
Page 18
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<210> 81

<211> 18

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: synthetic
Myostatin Binding Peptide

<400> 81 S
ser Pro Glu Cys Ala Phe Ala Arg Trp Leu Gly Ile Glu GIn Cys Gin
1 5 10 15 S

Arg Asp s

<210> 82 i
<211> 18 //
<212> PRT /
<213> Artificial sSequence V4

<220> /
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 82
Tyr Pro Gin Cys Phe Asn Leu His Leu Leu Glu Frp Thr Glu Cys Asp
1 5 10 / 15

Trp Phe s

<210> 83 //
<Z11> 18

<212> PRT J
<213> Artificial Seqguence S

<220> s
<223> Description of Artificial sequence: Synthetic
Myostatin Binding Peptide
g
<400> 83 v
Arg Trp Arg Cys Glu Ile Tyr Asp Ser Glu Phe Leu Pro Lys Cys Trp
1 5 S 10 15

Phe Phe

<210> 84 //

<211> 14 /

<212> PRT

<213> Artif1cia1 Seguence

<220>
<223> bgscription of Artificial sequence: Synthetic
yostatin Binding Peptide

<40 84
tey val Gly Cys Asp Asn val Trp His Arg Cys Lys Leu Phe
Page 19




26324PCT_CRF_sequencelisting
1 5 10

<210> 85

<211> 18

<212> PRT

<213> Artificial Sequence

<220>
<Z23> bescription of Artificial sequence: Synthetic
Myostatin Binding Peptide

<400> 85

Ala Ghly Trp Cys His val Trp Gly Glu Met Phe Gly Met Gly Cys ser
1 5 10 15

/
¢

Ala Leu //

<210> 86 A
<21i> 18 //
<212> PRT Vs
<213> Artificial Sequence /

<220> o o /
<223> bescription of Artificial Sequence: Synthet4c
Myostatin Binding Peptide /

<400> 86
His His Glu Cys Glu Trp Met Ala Arg Trp Met Ser Leu Asp Cys val
1 5 10 / 15

Gly Leu

<210> 87 //
<211> 18
<212> PRT ,
<213> Artificial Sequence /
s
<220> /
<223> pescription of Art1f1cﬁa1 Sequence: Synthetic
Myostatin Binding Peptwde

<400> 87
Phe Pro Met Cys Gly I1e ATa Gly Met L%S Asp Phe Asp Phe Cys val
1 5 , 15

,

Trp Tyr

4/
<210> 88 ///
<211> 18 7
<212> PRT /
<213> Art1ﬁ1c1a7 Sequence

<220>
<223> pdscription of Artificial Sequence: Svynthetic
yvostatin Binding Peptide

<4005 88
Arg’ Asp Asp Cys Thr Phe Trp Pro Glu Trp Leu Trp Lys Leu Cys Glu
Page 20
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1 5 10 15

Arg Pro

<210> 89

<211> 18

<212> PRT

<213> Artificial Seguence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 89
Iyr Asn Phe Cys Ser Tyr Leu Phe Gly val Ser Lys Glu Ala Cys Gﬂn
5 10 15

Leu Pro s

<210> 90 /!
<211> 18 s
<212> PRT e
<213> artificial Sequence /

<220>

<223> pescription of Artificial Sequence: xﬁé;etic
Myostatin Binding Peptide //

<400> 90 4

Ala His Trp Cys G]u GIn Gly Pro Trp Arngyr Gly Asn Ile Cys Met
1 10, 15

Ala Tyr /‘/

<210> 91 /
<211> 18 s
<212> PRT /
<213> Artificial Sequence

<220> /
<223> Description of Art1f1c1a1 Sequence: Synthetic
Myostatin Band1ng Peptide

<400> 91 g
Asn Leu val Cys Gly !ys Tle ser Ala Trp Gly Asp Glu Ala Cys Ala
1 5/ 10 15

Arg Ala e

<210> 92 7
<211> 1
<212> BRT

<213> Artificial sequence

<220
<223> Dpescription of Artificial Sequence: Synthetic
pPage 21




) 26324PCT_CRF_sequencelisting
Myostatin Binding Peptide

<400> 92
His Asn val Cys ;hr Ife Met Gly Pro Ser Met Lys Trp phe Cgs Trp
1 10 1

ASn Asp

<210> 93

«211> 18

<212> PRT

<213> Artificial Seguence

/ﬁ
<220> ra
<223> Description of Artificial sequence: Synthetic /

Myostatin Binding Peptide 7

<400> 93
Asn Asp Leu Cys Ala Met Trp Gly Trp Arg Asn Thr Ile Trp éys GWn
1 5 10 415

Asn Ser e

<210> 94 /
<211> 18 ,//
<212> PRT /
<213> Artificial Sequence /

<220> A
<223> pescription of Artificial sequencg: Synthetic
Myostatin Binding Peptide /

7
<400> 94 //
Pro Pro Phe Cys GIn Asn Asp Asn Asp’ Met Leu Gln Ser Leu Cgs Lys
1 5 s i

s

Leu Let /"

<210> 95 S
<211> 18 Vi
<212> PRT

<213> Artificial Sequence

<220>
<223> Description gf_ArtiFicia1 Seguence: Synthetic
Myostatin Binding Peptide

<400> 95 ya
Trp Tyr Asp gys Asn val Pro Asn Glu Leu Leu Ser Gly Leu Cys Arg
1 15

/

Leu Phe///

/
<21@4’96
<21i> 18
<2%%> PRT

Page 22
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<213> Artificial Sequence

<220>
<223> pescription of Artificial Sequence: synthetic
Myostatin Binding Peptide

<400> 96
Tyr Gly Asp Cys Asp GIn Asn His Trp Met Trp Pro Phe Thr Cys Leu
i 5 10 15

Ser teu

<210> 97
<211> 18 s
<212> PRT /

<213> Artificial Sequence

<220> . /
<223> pescription of Artificial Sequence: Synthetic y
Myostatin Binding Peptide //
/
<400> 97
Gly Trp Met Cys His Phe Asp Leu His Asp Trp Gly A]afThP Cys Gin
1 5 10 / 15

&

Pro Asp ////

<210> 98 7/
<211> 18 s

<212> PRT S
<213> Artificial Sequence /

/’
<220> S/
<223> pescription of Artificial Seguence synthetic
Myostatin Binding Peptide

<400> 98 /
Tyr Phe His Cys met Phe Gly G1y/His Glu phe Glu val His Cys Glu
’ 15

1 5 W 10
7

-
S

Ser Phe /ﬂ

<210> 99 i
<212> PRT
<213> Artificial Sequence

<220> /
<223> Descr1pt10n of Artificial sequence: Synthetic
Myostatan Binding Peptide

<400> 99 /
Ala Tyi/;yb Cys Trp His Gly GIn Cys X%T Arg Phe
1 5

<2105/100
<721 19
<2/ > PRT
Page 23
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<213> Artificial sequence

<220>
<223> bescription of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 100
Ser Glu His Trp Ts'hr phe Thr Asp Trp Asp Gly Asn Glu Trp ftrp val
1 10 15

Arg Prg Phe

<210> 101 e
<211> 20 7
<212> PRT i
<213> Artificial Seguence 7

<220> /
<223> Description of Artificial Sequence: Synthetic S
Myostatin Binding Peptide /
rd
<400> 101 /
Met Glu Met Leu Asp Ser Leu Phe Glu Leu Leu Lys Asg,Met val Pro
1 5 10 / 15

ITe Ser Lys Ala
20

<210> 102 /
<211> 19 e
<212> PRT 4
<213> Artificial Seguence /

<220> /
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide //

<400> 102 J
Ser Pro Pro Glu Glu Ala lLeu Met Glu Trp Leu Gly Trp Gln Tyr Gly
1 5 i 10

J

Lys Phe Thr //

<210> 103

<21l> 20

<212> PRT ’
<213> Artificial Sequence

<220> /’
<223> Description of artificial Sequence: Synthetic
Myostatiﬁ Binding Peptide

/

<400> 103 ~
Ser Pro GHu Asn Leu Leu Asn Asp Leu Tyr Ile Leu Met Thr Lys Gin
1 5 10 15

Glu Tfp Tyr Gly
20

Page 24
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<210> 104

<211> 20

<212> PRT

<213> Artificial Seqguence

<220>
<223> pescription of Artificial sequence: Synthetic
Myostatin Binding Peptide

<400> 104
phe His Trp GTu Glu Gly Tle Pro Phe His val val Thr Pro Tyr Ser
1 5 15

Tyr ASp Arg Met
20

<210> 105 7
<211l> 19 s
<212> PRT r
«213> Artificial Sequence J/

<220> /
<223> Description of Artificial Sequence: Synthetic/
Myostatin Binding Peptide .

r

<400> 105 //

Lys Arg Leu Leu Glu Gin Phe Met Asn Asp Leu Ala Glu Leu val Ser
1 5 10 / 15

Gly His Ser /

<210> 106 /f
<211> 20 /

<212> PRT s
<213> Artificial sequence /

<220>
<223> Description of Artificial’ Sequence synthetic
Myostatin Binding Peptide

<400> 106
Asp Thr Arg Asp Ala Leu Pbe Gin Glu ihe Tyr Glu Phe val Arg Ser
1 5 0 15

S
K

Arg Leu val Ile 7
2 O y _/4‘

7

<Z210> 107 re

<211> 20 S

<21Z2> PRT i

<213> ArtwfwcﬂaT Sequence

<220> /

<223> Des rﬁpt1on of artificial sequence: Synthetic

Mygstatin Binding Peptide

<400 A07
Arg Met ser Ala Ala Pro Arg Pro Leu {gr Tyr Arg Asp Ile Met Asp
1 5 15
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Gln Tyr Trp His
20

<210> 108

<211> 20

<212> PRT

<213> Artificial sequence

<220>
<223> pescription of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 108 ;
Asn Asp Lys Ala His Phe Phe Glu Met Phe Met Phe Asp val His Asw
1 5 10 5/

phe val Glu Ser e

<210> 109 /
<211> 20 4
<212> PRT Vi
<213> Artificial Sequence S

<220> o o S
<223> Description of Artificial sequence: Synthetic
Myostatin Binding Peptide

<400> 109
GIn Thr Gin Ala Gln Lys Ile Asp Gly Leu Trp Glu Leu Leu Gln Ser
1 3 1 S 15

ITe Arg Asn Gln i
20 4

<210> 1310 /
<211> 18 7
<212> PRT S
<213> artificial seguence J

//I
<220>
<223> Description of Artificial Sequence: sSynthetic
Myostatin Binding peptide

<400> 110 J
Met Leu Ser Glu Phe Glu Glu Phe Leu Gly Asn teu val His Arg Gin
1 5 10 15

Glu Ala e

<210> 111/

<Z21l> 20 -

<212> PRT/

<213> Ar¥ificial Seguence

<220>
<223>/Description of Artificial Sequence: Synthetic
/// Myostatin Binding Peptide

Page 26
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<400>- 111
Tyr Thr Pro Lys Met Gly Ser Glu Trp Thr Ser Phe Trp His Asn Arg
1 5 10 i5

Ile His Tyr Leu

<210> 112

<211> 20

<212> PRT

<213> Artificial Sequence

<220>
<223> pescription of Artificial Sequence: Synthetic p;
Myostatin Binding Peptide /

<400> 112 ’/
Leu Asn Asp Thr Leu Leu Arg Glu Leu Lys Met val Leu Asn Ser Leu

1 5 10 }5

Ser Asp Met Lys /
20

<210> 113 .
<211> 20 ,//

<212> PRT
<213> Artificial Seqguence /////
<220>

<223> pescription of Artificial Sequence: /Synthet1c
Myostatin Binding Peptide Ve
}/
<400> 113 /
pPhe Asp val Glu Arg Asp Leu Met Arg f?p Leu Glu Gly Phe Met Glin
1 5 15

ser Ala Ala Thr e

<210> 114 s
<211> 20 ,
<212> PRT Ve
<213> Artificial Sequence

<220> P
<223> Description of(ArtiFicjaW Seqguence: Synthetic
Myostatin Binding Peptide

<400> 114 S
His His Gly Trp’Asn Tyr Leu Arg Lys Gly Ser Ala Pro GIn Trp Phe
1 5 10 15

/
/
4

Glu Ala Try val

<243> Artificial Seguence
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<220>
<223>

<400>
1

26324PCT_CRF_sequencelisting

pescription of Artificial Sequence: synthetic
Myostatin Binding Peptide

115

Ser Gly Pro His
20

<210>
<Z211>
<Z21Z>
<213>

<220
<223>
<400>
1

Arg Ala Thr Leu Leu Lys Asp Phe
5

116

18

PRT

artificial Sequence

pescription of Artificial sequence: synthetic
Myostatin Binding Peptide
116

10

AsSp Asn /

<210>
<211>
<212>
<213>

<220>
<223>
<400>
1
<210>
<211
<212>
<213>
<220>
<2Z23>
<400>

i

117 /

16 /
PRT /
Artificial Seguence V4

/
/
pescription of Artificial Sequence: Synthetic
5

Myostatin Binding Peptide /

117 //

Glu Glu Leu teu Arg Glu Phe Tyr A?g Phe val Ser Ala
5 / 10

e

118 /,
20 :
PRT /
artificial Sequence

pescription of Artificial sequence: syntheatic
Myostatin Binding Peptide

118

Gly Leu Leu Asp Glu Phe Ser HWis Phe Ile Ala Glu Gln

/5 10

s
S

.

s

Met Pro GTy/éTy
/20

<210>
<211>
<212

<2}§$

9
0
PRT
Artificial sequence
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Phe Asp Tyr
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<220>
<223> pescription of Artificial Sequence: synthetic
Myostatin Binding Peptide

<400> 119
Tyr Arg Glu Met Ser Met Leu Glu Gly Egu Leu Asp val Leu Glu Arg
1 5 15

Leu Gin His Tyr
20

<210> 120
<211> 20
<212> PRT
<213> artificial Sequence e

<220> e

<223> Description of Artificial Sequence: Synthetic /
Myostatin Binding Peptide /

<400> 120 /

His Asn Ser Ser GIn Met Leu Leu Ser Glu Leu ITe Met Leﬂ'va1 Gly

1 5 10 /15

Ser Met Met GIn /
20 /

<210> 121 /

<211> 20 /
<212> PRT 7
<213> Arvificial Seguence s

<220> _
<223> Description of Artificial Sequepte: synthetic
Myostatin Binding Peptide
<400> 121 /
Trp Arg Glu His Phe Leu Asn Ser Asp Tyr Ile Arg Asp Lys Leu Iie
1 10 15

5 /

Ala TTe Asp Gly /
20

<210 122 s
<211> 19 S
<212> PRT ’
<213 Artificial Sequeﬂce

<220> 4
<223> Descrwpt1onfof Artificial seqguence: Synthetic
Myostat1n/81nd1ng Peptide
<400> 122 /
GTn Phe pPro ?he Tyr val Phe Asp Asp Lgu Pro Ala Gin Leu Glu Tyr
5 L 15

1 /

Trp Ile Ala

<21¢> 123
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<211> 20
<212> PRT
<213> Artificial Seqguence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 123
Glu pPhe Phe His Trp Leu His Asn His Arg Ser Glu val Asn His Trp
1 5 10 15

Leu ASp Met Asn

20
<210> 124 /
<211> 19 y
<212> PRT J
<213> Artificial seguence /’
<220> /

<223> pescription of Artificial Sequence: Synthetic /
Myostatin Binding Peptide

<400> 124 /
Glu Ala Leu Phe Gin Asn Phe Phe Arg Asp val Leu THr Leu Ser Glu
1 5 10 / 15

Arg Glu Tyr

<210> 125 /
<211> 20 /
<212> PRT /
<213> Artificial sequence /

<220> _ . S .
<223> Dbescription of Artificial sequence: Synthetic
Myostatin Binding Peptide /
/

<400> 125 s
GIn Tyr Trp Glu GIn GIn Trp Met Thr Tyr Phe Arg Glu Asn Gly Leu
1 3 K 10 15

-
S

His val Gln Tyr
20

<21C> 126 .

<211> 20 Ve

<232> PRT s

<213> artificial/sequence

<220> /!

<223> Description of Artificial sequence: Synthetic
Myostatin Binding Peptide

<400> 126
Asn GIn Arg Met get Leu Glu Asp Leu Trp Arg Ile Met Thr Pgo Met
1 10 1

/
Phe/é%y Arg Ser
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20
<210> 127
<213> 20
<212> PRT
<213> Artificial Sequence
<220>

<223> pescription of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 127 ) /-
Phe Leu Asp Glu Leu Lys Ala Glu Leu Sgr Arg His Tyr Ala igu Asp  /
1 5 1 -

Asp Leu Asp Glu /
20 E
F/ /"

<210> 128 /
<211> 20 7
<212> PRT /
<213> Artificial seguence Ve

e
<220> s

<223> Description of Artificial sequence: synthetic
Myostatin Binding Peptide /

<400> 128 Mé//
Gly Lys Leu Ile Glu Gly Leu Leu Asn Glu teu Méet Gln teu Glu Thr
1 5

10 / 15
,"/
Phe Met Pro Asp s
20 V4
4
s
/
<210> 129 /
<211> 15 //
<212> PRT y
<213> artificial Sequence Vi
/
<220> ’

<223> bescription of Art1f1c1a1 Sequence: Synthetic
Myostatin Binding Pept1de

<400> 129 /
Ite Leu Leu Leu Asp Glu Tyr LYS LYS Asp Trp LYS Ser Trp Phe
1 5 10 15

<210 130 ,’

<211> 50 s

<212> PRT /

<213> Art1f1c1a1/5equence

<220> /

<223> Description of Artificial Sequence: Synthetic
Myosggtin Binding Peptide

<400> 130
Gln Gly Ais Cys Thr Arg Trp Pro Tep Mgt Cys Pro Pro Tyr Gly Ser
1 5 1 i5

Gly/Ser Ala Thr Gly Gly Ser Gly Ser Thr Ala Ser Ser Gly Ser Gly
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20 25 30

ser Ala Thr Gly Glin Gly His Cys Thr Arg Trp Pro Trp Met Cys Pro
35 40 45

Pro Tyr
50

<210> 131

<211> 43

<212> PRT

<213> Artificial Sequence

< 2 2 O> » 3 > - - -’ '//.I
<223> Description of Artificial Sequence: synthetic /
myostatin Binding Peptide s

<400> 131 , a

Trp Tyr Pro Cys Tyr Glu Gly His Phe Trp Cys Tyr Asp Leu ﬁﬁy ser

1 5 i0 //15

Gly Ser Thr aAla Ser ser Gly Ser Gly Ser Ala Thr G?y,frp Tyr Pro
2 25 s 30

//
/

4

Cys Tyr g;u Gly His Phe Trp Cys Tyr Asp Leu ////
4G

<210> 132 /s
<211> 50 -
<21Z2> PRT /
<213> Artificial Sequence f/
<220> e
<223> Description of artificial Seqguence: Synthetic
Myostatin Binding Peptide

Vi
<400> 132 /!
His Thr Pro Cys Pro Trp Phe Ala/Pro Leu Cys val Glu Trp Gly Ser
1 5 / 10 15

7
4
£

Gly Ser Ala ;gr Gly Gly SeyﬁGiy Ser Thr Ala Ser Ser g%y Ser Gly
S 25

ser Ala Thr Gly His Thf Pro Cys Pro Trp Phe Ala Pro Leu Cys val
35 A

4G 45 .
Glu Trp s
50 Ve
/// /
<210> 133 S
<211> 50 g
<212> PRTX//
<213> Artificial Sequence
<220>

<223> bescription of Artificial Sequence: Synthetic
//’Myostatwn Binding Peptide
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<400> 133

Pro Asp Trp Cys Ile Asp Pro Asp Trp Tgp Cys Lys Phe Trp Giy Ser
i 5 1 15

Gly ser Ala Tthr Gly Gly Ser Gly Sgr Thr aAla Ser Ser Gly Ser Gly
20 30

ser Ala g?r Gly Pro Asp Trp Cys Ile Asp Pro Asp Tgp Trp Cys LysS
40 4

Phe Trp
50

<210> 134 S
<211> 50 7
<212> PRT /
<213> artificial Sequence /

<220> /
<223> Description of Artificial Sequence: Synthetic /
Myostatin Binding Peptide /

s

s
<400> 134 /
Ala Asn Trp Cys val Ser Pro Asn Trp Phe Cys Met Vaﬁ Met Gly ser
1 5 10 / 15

Gly ser Ala Thr Gly Gly Ser Gly Ser Thr Ala $éi/5er Gly Ser Gly
20 25 / 30

ser Ala Thr Gly Ala Asn Trp Cys val Ser Pro Asn Trp Phe Cys Met
35 40 45

val met Vs
50 /

<210> 135 /
<21l> 50 S
<212> PRT /
<213> aArtificial Sequence

«22(>
<223> pescription of Art1f1c1a1 Sequence: Synthetic
Myostatin B1nd1ng Peptide

<400> 135
Pro Asp Trp Cys ITe Asp Pro Asp Trp Trp €ys Lys Phe Trp Gly Ser
1 5 10 15

y
/

J/
/

Gly Ser Ala Thn’G1y Gly ser Gly Ser Thr Ala Ser Ser Gly Ser Gly
207 25 30

Vi

ser Ala Th Gly Pro Asp Trp Cys Ile Asp Pro ASp Trp Trp Cys LysS
40 45

phe Trp
A0
/
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<210> 136

<211> 50

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 136
His Trp Ala Cys Gly Tyr Trp Pro Trp Ser Cys Lys Trp val %éy ser
i 5 10

Gly ser Ala Thr Gly Gly Ser Gly Ser Thr Ala Ser Ser Gly Ser Gly/
20 25 30 Ve

/
rd

ser aAla Thr Gly His Trp Ala Cys Gly Tyr Trp Pro Trp Ser CysﬂLys
35 44 45 /

Trp val Ve
50 S/

<210> 137 //
<211> 50 /
<212> PRT /
<213> Artificial Seguence ///

<220> e
<223> pescription of Artificial Sequence: 8§nthet1c
Myostatin Binding Peptide i
<400> 137 s
Lys Lys His Cys Gln Ile Trp Thr Trp Mgt Cys Ala Pro Lys Gly Ser
1 5 ! 15

A
I

a

Gly ser Ala Thr Gly Gly ser Gly gé? Thr Ala Ser Ser Gly Ser Gly
20 25 30
4'//
ser Ala Thr Gly GIn Gly His g&s Thr Arg Trp Pro Trp Met Cys Pro
35 40 45
/
Pro Tyr "
50

<210> 138 S
<Z211> 50 ya
<212> PRT I

<213> artvificial/sequence

<220> '

<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 13
Gln Gly Ffiis Cys Thr Arg Trp Pro Trp Met Cys Pro Pro Tyr Gly Ser
5 1 1

1 0 3
G1x/§:; Ala Thr Gly Gly Ser Gly Ser Thr Ala Ser Ser Gly Ser Gly
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20 25 30

ser Ala ggr Gly Lys Lys His Cgs GIn ITe Trp Thr Trp Met Cys Ala
4 45

Pro Lys
50

<210> 139

<211> 30

<212> PRT

<213> Artificial Seguence

<220> _ /
<223> pescription of Artificial Sequence: Synthetic //
Myostatin Binding Peptide /

<400> 139 ’
Lys Lys His Cys Gin Ile Trp Thr Trp ggt Cys Ala Pro Lys ggy Ser
3 Ve
/
Gly ser Ala ;gr Gly Gly ser Gly ser Thr Ala Ser Ser &ly ser Gly
25 3

;

Ser Ala ghr Gly G1n Gly His Cys Thr Arg Trp P;S/Trp Met Cys Pro
5 40 45

Pro Tyr /
50 e

<210> 140 s
<211> 36 /
<212> PRT /
<213> Artificial Sequence /

<220> /
<223> pescription of Artificial/Sequence: Synthetic
Myostatin Binding Pept1de

<400> 140 /
Lys Lys His Cys GlIn Ile Trp”Thr Trp ggt Cys Ala Pro Lys Ggy Gly
1 5 , 1

Gly 6ly Gly Gly Gly Glny?n Gly His Cys Thr Arg Trp Pro Trp Met
20 ' 25 30

A

Cys Pro Pro Tyr /
35
/
<210> 141
<211> 34 s

<212> PRT /
<213> Ai;iéicia1 Seguence
<220>

<223>,ﬁéscr1pt1on of Artificial Sequence: synthetic
/Myostatin Binding Peptide

/

/ Page 35
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<400> 141
GIn Gly His Cys Thr Arg Trp Pro Trp ¥8t Cys Pro Pro Tyr Gly Gly
1 5 15

Gly Gly Gly ggy LYS Lys His Cys GIn Ile Trp Thr Trp Met Cys Ala
25 30

Pro Lys

<210> 142
<211> 14 K
<212> PRT S
<213> Artificial Sequence <

s
<220> /
<223> Description of Artificial sequence: Synthetic e

Myostatin Binding pPeptide ;

<220 A
<221> MOD_RES Ve
<222> (3)..(3

<223> Any amino acid A

<220> /
<221> MOD_RES //
<222> (5)..(6) /
<223> Any amino acid y,

<220> /
<221> MOD_RES S
<222> (14)..(14) ,/
<223> Any amino acid /

<400> 142 /
LYS Asp Xaa Cys Xaa Xaa Trp His Tre/Met Cys Lys Pro Xaa
1 5

<210> 143 s
<211> 14 i
<212> PRT /
<213> artificial Sequence

<220> j
<223> Description of Artificial sequence: Synthetic
Myostatin Binding Peptide

4
K

<220> S
<221> MOD_RES 7
<222> (2)..(3) 7

<223> Any amino,acid

/

<220>
<221> MOD_ RE;
<222> (5)}..07)

<223> Any gmino acid
<400> 14
Trp xiﬂ»xaa Cys Xaa Xaa Xaa Gly phe {Sp Cys Leu Asn val
1
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<210> 144
<211> 14
<212> PRT
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Any amino acid

<220>

<221> MOQOD_RES

<222> (5)..(%)

<223> Any amino acid

<220>

<221> MOD_RES

<222> (9)..(16

<223> Any amino acid e

<220> S/
<221> MOD_RES Ve
<222> (13)..(14) /
<223> Any amino acid /

<400> 144
Ile Xaa Gly Cys Xaa Trp Trp Asp Xaa Xaa Cys TWr Xaa Xaa
1 5 10

<210> 145 s
<211> 14 /
<212> PRT /
<213> Artificial Seguence /

<2 20> . . // .
<223> Description of Artificial sgquence: Synthetic
Myostatin Binding Peptide /

<220> s
<221> MOD_RES ;
<222> (1)..(2 S/
<223> Any amino acid

<220>

<2Z21> MOD_RES

<222> (8)..(8) _
<223> Any aminc acid

<220> Ve
<221> MOD_RES 4
<2225 (125..014Y
<223> Any amino acid

<400> 145
Xaa Xaa Trp Cys val Ser Pro Xaa Trp Phe Cys Xaa Xaa Xaa
1 5 10

rd

<210> /146
<211 14
<Z12> PRT
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<213> Artificial Seguence

<220>
<223> bescription of artificial Sequence: Synthetic
Myostatin Binding Peptide

<220>
<221> MOD_RES /
<222> (L)..(3 /
<223> Any amino acid ya
<220> !
<221> MOD_RES
<222> (9)..(10) ) 7
<223> Any amino acid S
<400> 146 //
Xaa Xaa Xaa Cys Pro Trp Phe Ala Xaa Xaa Cys val Asp Trp 4
1 3 10 /

<

/
<210> 147 /
<211> 42 /
<212> DNA /
<213> Artificial Seguence Ve
rd

<220>

i
s
<223> Description of Artificial Sequence: syntbex{c _
nNucleotide sequence encoding Myostat1n/i}ﬂd1ng Peptiide

<400> 147
aaagacaaat gcaaaatgig gcactggatg tgcaaaccgc,tg 42

/

<210> 148 e
<211> 42 /
<212> DNA /

<213> artificial Seguence /

<220> - /
<223> Description of Art1f1c1a1.5¢auence: synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide
r/

<400> 148 v

aaagacctgt gcgctatgtg gcactggatg tgcaaaccge cg 42
& /’/4

<210> 149 g
<211> 42

<212> DNA -
<213> Artificial seguence

<220> S
<223> Description of Artificial Sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 149/

aaagacctgt gcaaaatgtg gaaatggatg tgcaaaccgc cg 42
<210> 150

<211> 42

<212> D
<213> Artvificial Sequence

<220
<22% Description of Artificial Sequence: Synthetic
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Nucleotide seguence encoding Myostatin Binding Peptide

<400> 150
aaagacctgt gcaaaatgtg gcactggatg tgcaaaccga aa 42
<21i0> 151
<211> 42
<212> DNA y
<213> Artificial Sequence S/
<220> . . //
<223> Description of Artificial Sequence: Synthetic ‘

Nucleotide sequence encoding Myostatin Binding Peptide /f
<400> 151 S
tggtacccgt getacgaatt ccacttctgg tgctacgacce g // 42

/‘

<210> 152
<211> 42 5
<212> DNA V
<213> artificial seguence /
<220> o ,f
<223> Description of Artificial Sequence: Synthetic

Nucleotide sequence encoding Myostatin Binding Peptide

/

<400> 152
tggtacccgt gcracgaatt ccacttctgg tgctacgacc t?// 42
<210> 153 //
211> 42 /
<212> DNA
<213> aArtificial Sequence /’
<220> . 7
<223> Description of Artificial Sequgﬁce: Synthetic

Nucleotide sequence encoding/Myostatin Binding Peptide
<400> 153 Ve
tggtaccegt getacgaagg tcacttctgg  tgctacgacc 1g 42

/
f/

<210> 154 y
<211> 42 P
<212> DNA e
<213> Artificial Sequence/
<220 ;J
<223> Description of artificial Sequence: Synthetic

Nucleotide seguence encoding dMyostatin Binding Peptide
<400> 154 Ve
tggtacccgt gctacgaagg tcactictgg tgctacgacc tg 42
<210> 155 /
<211> 42
<212> DNA
<213> Artificial Sequence
<220> o
<223> Déscription of artificial Sequence: Synthetic

ucleotide sequence encoding Mycstatin Binding Peptide

<4op§,155
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atcttcggtt gcaaatggtg ggacgttcag tgctaccagt tc

<210>
<211 42
<212> DNA
<213> Artificial Sequence //
<220> o /
<223> Description of Artificial Sequence: Synthetic J/

Nucleotide sequence encoding Myostatin Binding Peptide /

s

<400> 156 J
atcttcggtt gcaaatggtg ggacgttgac tgctaccagt ic Ve 42
<210> 157 s
<211> 42 /!
<212> DNA g
<213> artificial Sequence e
<220> e
<223> Description of Artificial Sequence: Synthetic /

Nucleotide sequence encoding Myostatin Binding Péptide
<400> 157 e
atcttcggtt gcaaatggtg ggacgttgac tgctaccagt tc s 42
<210> 158
211> 42
<212> DNA /
<213> artificial Sequence //
<220> _ - 4
<223> Description of Artificial Sequencef Synthetic

Nucleotide sequence encoding Myo;&atin Binding Peptide

),
<400> 158 Vi
gctgactaggt gegtttcccc gaactggtic tggatggtta tg 42
ré

<210> 159 /
<211> 42 /
<212> DNA s
<213> artificial sequence )/
<220> //“J
<223> Description of Artificial Segquence: Synthetic

Nucleotide sequence encoding Myostatin Binding Peptide
<400> 159 S
cacaaattct gccegtggty ggetctgtic tgcetgggact tc : 42

,//’I

<210> 160 7
<211> 42 /
<Z212> DNA o
<213> Artificial Sequence
<220> /
<223> Description of Artificial Sequence: Synthetic

Nucleotide sequence encoding Myostatin Binding Peptide
<400> 0
aaagagctgt gcaaaatgtyg gcactggaty tgcaaaccgl <g 42

42 ‘///
156
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<Z210> 161
<211> 42
<212> DNA
<213> Artificial Sequence
<220>
<223> bescription of Artificial Sequence: Synthetic

NucTeotide sequence encoding Myostatin Binding Peptide ///
<400> 161 /
atcgacaaat gcgetatctg gggttggatg tgcccgcege tg /! 42
<210> 162 /
<211> 42 !
<Z212> DNA /
<213> Artificial Sequence //
<220> S/
<223> Description of Artificial Sequence: Synthetic /

Nucleotide sequence encoding Myostatin Binding Peptide

p,
<400> 162 /
tggtacccgt gcggtgaatt cggtatgtgg tgoctgaacg tt s 42
Vi
s

<210> 163 Vi
<211> 33 /
<212> DNA s
<213> Aartificial Sequence
<220>
<223> Description of Artificial Sequence: Synthetic

Nucleotide seguence encoding Myosta;jn Binding Peptide
<400> 163 /
Tggttcacct gcctgtggaa ctgcgacaac gaa // 33

/
i
<210> 164 7
211> 42 S/
<212> DNA /
<213> artificial Segquence 7
/

<220> s
<223> Description of Artificial Sequence: Synthetic

NucTleotide sequence encodwng Myostatin Binding Peptide
<400> 164 /
cacacccecgt gececogtggtt cgctccgctg tgcgttgaat gg 42
<210> 165 ,”
<211> 42 Jf
<212> DNA
<213> Artificial Sequence
<220> S
<223> Descr1ptﬁon of Artificial Sequence: Synthetic

Nuc?eo;1de sequence encoding Mygstatin 8inding Peptide

s

<400> 165
aaagaatg gctggegttyg gaaatggatg tgcaaaccgg aa 42
<210> /166
<211y 42
<212> DNA
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<213> Artificial Sequence

<220>
<223> Description of Artificial sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 166
ttcgaaacct geccgtectg ggettacttc tgectggaca te

<210> 167

<211> 42

<212> DNA

<213> Aartificial Sequence

<220>

<223> bescription of Artificial Sequence: Synthetic ;

Nucleotide seguence encoding Myostatin Binding Peptide//

<400> 167 i
ticgaaacct geccgtectg ggettactic tgectggaca tco S

<210> 168 S
211> 42 Vi

<212> DNA '
<213> Artificial Seqguence y

<220>
<223> Description of Artificial Sequence: Syntheétic
NucTleotide sequence encoding Myostatin nding Peptide

<400> 168 /
gcttacaaat gcgaagctaa cgactggggt tgctggtggg/tg

s

<210> 169 /
<211> 42 s
<212> DNA /
<213> Artificial Sequence Vs

<220> o S _
<223> Description of Artificial sequence: Synthetic
Nucleotide sequence encoding Myostatin Binding Peptide
7

<400> 169 Ve
aactcectggt gegaagacca gtggeaccgt tgotogtgge tg
g

<210> 170 S
<Z211l> 42 S
<212> DNA ,ﬁ
<213> Artificial Sequence

<220> o s S .
<223> Descriptionsof Artificial Sequence: Synthetic
Nucieotide 'sequence encoding Myostatin Binding Peptide

s

<400> 170/
tggtccgett ggtacgetgyg tcacttcetgy tgctacgacc tg

#
4

<210> 17
<211> 4
<212>/? A

<213> Artificial Sequence

<229£
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<223> pescription of Artificial Sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 171
gctaactggt gcgtttcoccc gaactggtto tgeatggita tg 42
<210> 172
211> 42 /
<212> DNA //
<213> Artificial Seqguence /
<220> ;/
<223> Description of Artificial Sequence: Synthetic ;

Nucleotide sequence encoding Myostatin Binding Peptide e
<400> 172 J
tggaccgaat gctaccagca ggaattctgg tgctggaacc tg Vd 42

r‘/ '
<210> 173 /
<211> 42 <
<212> DNA /
<213> Artificial Seguence /
./‘J

<220> o o/
<223> bescription of Artificial Sequence: Syntheti¢/

Nucleotide sequence encoding Myostatin Binqyng Peptide
<400> 173 ’
gaaaacacct gcgaacgtty gaaatggatg tgcccgecga i;// 42

-
<210> 174 /
<211> 42 Ve
<212> DNA /
<213> artificial sequence /
Ve

<220> oo // .
<223> Description of Artificial Sequence: Synthetic

Nucleotide seguence encoding/Myostatin Binding Peptide
<400> 174 /
tggctgecgt gccaccagga aggttictgyg tgcatgaact tC 42

E

<210> 175 /
<211> 42 /
<212> DNA y
<213> Artificial Sequence
<220> S .
<223> pescription of Artificial Sequence: Synthetic

Nucleotide seguence encoding Myostatin Binding Peptide
<400> 175 /
tccaccatgt gotcodagtyg gcactggatg tgcaacccgt tc 42

S

7
<210> 176 |
<211> 42 s
<212> DNA /

<213> é;y{ficia1 Seguence

<220>
<223> /Description of Artificial Sequence: Synthetic
Nucleotide sequence encoding Myostatin Binding Peptide
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<400> 176

atcttcggtt gccactggtg ggacgttgac tgctaccagt tc 42 ///

<210> 177

<211> 42

<212> DNA

<213> Artificial Sequence

<220> _ o /
<223> Description of Artificial Sequence: Synthetic J
Nucleotide sequence encoding Myostatin Binding Peptide /

<400> 177 /
atctacggtt gcaaatggtyg ggacatccag tgctacgaca tc ,/ 42

<210> 178 /
<211> 42

<212> DNA /
<213> Artificial Sequence 7

<220> /
<223> Description of Artificial sequence: Synthetic
Nucleotide seguence encoding Myostatin Binding Peptide
/
<400> 178 s
ccggactggt gcatcgatcc ggactggtgy tycaaattct ¢g // 42
I
<210> 179 /
<211> 42 //
<212> DNA /
<213> Artificial Sequence /s
rd
<220> 7
<223> Description of aArtificial Sequencé synthetic
Nucleotide sequence encoding Myostatwn Binding Peptide
/
<400> 179 /
cagggtcact geacccgttg gecgtggatg Egcccgccgt ac 42

<210> 180 s
<211> 42 v
<212> DNA /
<213> artificial Ssequence

<220>
<223> bescription of Art1f1c1a1 Sequence: Synthetic
Nucleotide sequenCe encoding Myostatin Binding Peptide

Vi
/

<400> 180 *

tggcaggaat gctaccgtga aggttictgg tgcctgcaga ¢o 42
,'/’/

<210> 181 /

<211> 42 /

<212> DHNA ‘

<213> Artifipéa? Sequence
<220> /
<223> D ription of Artificial Sequence: Synthetic
tleoctide sequence encoding Myostatin Binding Peptide

<400>/i81
tg%/xcgact gctacggtcc gggtticaaa tgctggtecc cg 42
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<210> 182

<211> 42

<212> DNA

<213> Artificial Seguence

<220>
<223> pescription of Artificial Sequence: Synthetic '
Nucleotide sequence encoding Myostatin Binding Peptide

/
/

<400> 182 /
ggtgitcgtt grocgaaagy tcaccigtyy tgectgtace cg / 42
<210> 183 ;/
<211> 42 e
<212> DHA 7
<213> Artificial Sequence /
<220>
<223> Description of Artificial Sequence: synthetic 7

Nucleotide seguence encoding Myostatin Binding Pept1de
<400> 183 //
cactgggett gcggttactg gocgtggtcc tgcaaatggg tt V 42

,
//

<210> 184 S
<211> 42 /S
<2172> DNA
<213> Artificial Sequence
<220> s
<223> Description of Artificial Sequence: SQnthetwc

Nucleotide seguence encoding Myostatwn Binding Peptide
<400> 184 /
ggtccggett gecactcccc gtggtggtyg tgcg;tttcg gt 42

s
<210> 185 /
<211> 42 7
<212> DNA i
<213> Artificial Seqguence /
./

<220> 7
<223> Description of Artifigial Sequence: Synthetic

Nucieotide seguence ghcoding Myostatin Binding Peptide
<400> 185 2
accacctggl gcoatciccecoc gatgtggttc tgcteccage ag 42
<210> 186 S
<211> 42
<212> DNA 4
<213> Art1f1c1a1/5equence
<220 ,/
<223> pescription of Artificial Sequence: Synthetic

nNuclegtide sequence encoding Myostatin Binding Peptide
<400> 18§
cacaaatict gccocgoegtg ggotatctte tgotgggact tc 42
<210y 187
<211 42
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<212> DNA
<213> Artificial Seguence

<220>
<223> Description of Artificial Sequence: Synthetic .
Nucleotide sequence encoding Myostatin Binding Peptide

<40G> 187
ccggactggt gegrttcece gegttggtac tgcaacatgt gg

<210> 188

<211> 42

<212> DNA

<213> Artificial Sequence

<220> S

<223> pescription of Artificial Sequence: Synthetic /
Nucleotide seguence encoding Myostatin Binding Pept1de

<400> 188 /
gtttggaaat gccactggtt cggtatggac tgcgaaccga ¢cC J

<210> 189 /s
<211> 42 ;

<212> DNA /A
<213> Artiticial Seqguence . A

<220>
<223> Description of Artificial Seguence: Syngﬁét%c
Nucleotide sequence encoding Myostatin, Binding Peptide

<400> 189
aaaaaacact gccagatctg gacctggatg tgcgctccga aa

<210> 190 4
<21i> 42 /
<212> DNA /
<213> Artificial Sequence S

<220> /
<223> bescription of Art1f1c1a1/5@quence Synthet1c
Nucleotide seguence encodwng Myostatin Binding Peptide

<400> 180
tggttccagt gcggttccac cctgttctgg tgctacaacc tg

/
/

<210> 191

«<211> 42

<212> DNA ’
<213> Artificial Seqﬁeﬂce
<220> s

<223> Description of Artificial Sequence: Synthetic
Nucleotwdé sequence encoding Myostatin Binding Peptide

<400> 191 S
tggtcecegt gctacgacca ctacttctac tgctacacca tc

<210> 19
<211>
<212> DNA

<213y Artificial sequence

/
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pescription of Artificial sequence: Synthetic
NucTeotide sequence encoding Myostatin Binding Peptide

192

tcetggatgt gcggtttett caaagaagtt tgcatgtggg tt

<210>
<211>
<212>
<213>

<220
<223>

<400>

193

42

DNA

Aartificial Seguence

Description of Artificial Sequence: Synthetic
Nucleotide sequence encoding Myostatin Binding Peptide

193

gaaatgctgt gcatgatcca cccggttttc tgcaacccge ac

<210>
<211>
<212>
<213>

<220>
<223>

<400>

194 [/
42 /
DNA ) /
Artificial Sequence i

y

A

//

pescription of Artificial Sequence: Synthet

Nucleotide sequence encoding Myostatin 81ndﬂng Peptide
194

ctgaaaacct gcaacctgtg gcegtggatg tgecegeege g

<210>
<211>
<Z21Z2>
<213>

<220>
<223>

<400>

195 /
42
DNA /
Artificial Segquence S/

Description of Artificial Seguence: Synthetic
Nucleotide sequence encoding Myostatin Binding Peptide
;

195 /

gttgttgott gcaaatggta cgaagcttgg tgctacaaca aa

<210>
<211>
<212>
<213>

<220>
<223>

<400>

J/

196 Ve
42 s
DNA '
Artificial Sequence

pescription of’ Art1fwc1a? seguence: synthetic
Nucleotide sequence encoding Myostatin Binding Peptide

196

ccgatccact gcaqé&agtg ggcttggatg tgeccgecga cc

<210>
<211>
<212>
<213>

<220>

<223
7

S

187

42/

DN

Artificial seguence

pescription of Artificial Sequence: Synthetic
Nuclectide seguence encoding Myostatin Binding Peptide
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<400> 197
gactccaact gcecgtggta citectgtec tgegttatct tc 42
<210> 198
<211> 42
<212> DNA
<213> Artificial Sequence y
4

<220> /
<223> bescription of Artificial Sequence: Synthetic /

Nucleotide sequence encoding Myostatin Binding Peptide f/
<400> 198 /!
gactccaact gcccgtggta cttcctgtec tgegttatct tc y 42

///

<210> 199 7
<211> 42 e
<212> DNA s
<213> artificial Seqguence /
220> Ve
<223> Description of Artificial Seguence: Synthetic /

Nucleotide sequence encoding Myostatin B1nd1ng’Pept1de
<400> 199 /
aacctgcagt gcatctactt cctgggtaaa tgcatctact tc // 42
<210> 200
<211> 42 /ﬁ
<212> DNA y
<213> Artificial seguence ya
<220> /
<223> Description of Artificial Sequepce Synthetic

Nucleotride sequence encoding Myostat1n Binding pPeptide
<400> 200 /
gettggegtt gcatgtggtt ctccgacgtt tgcaccccgg gt 42
<210> 201 7/
<211> 42 /
<212> DA S
<213> Artificial Sequencel/
<220> /
<223> Description of Art1f1c1a1 Seqguence: Synthetic

nucleotide Sequence encoding Myostatin Binding Peptide
<400> 201 S
tggtttcgtt gttttcttga tgctgattygyg tgtacticty tt 42
<210> 202 /
<211> 42 y
<212> DNA ;
<213> Art1f}c1a? Sequence
<220>
<223> bescription of Artificial Sequence synthetic

cleotide sequence encoding Myostatin Binding Peptide

<400 202
gaagaaattt gtcaaatgtyg gtcttggatyg tgtgctccac ca 42
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<210> 203

<211> 42

<212> DNA

<213> Artificial seguence

<220
<223> pescription of Artificial Sequence: Synthetic ]
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 203
tggttttatt gtcatcttaa taaatctgaa tgtactgaac ca

<210> 204

<211> 42

<212> DNA

<213> Artificial Sequence

<220> o o ] 7
<223> pescription of Artificial Sequence: Synthetic s
Nucleotide sequence encoding Myostatin Binding Peptide
Ve

<400> 204 7
Ttttggegtt gtgctattgg tattgataaa tgtaaacgty tt Vs
<210> 205 //
<211> 42
<212> DNA _
<213> Artificial Sequence )

/
<220> /

<223> Description of Artificial Sequence: Synthetic _
Nucleotide sequence encoding Myos;ﬁt?n Binding Peptide

<400> 205 /
ttttggegtt gtgetattgy tattgataaa tgtgaacgig tt

<210> 206 s
<211> 42 /
<212> DNA /
<213> Artificial Sequence /

//
<220> o e ]
<223> Description of Artificial Sequence: Synthetic )
Nucleotide sequence. encoding Myostatin Binding Peptide

<400> 206 p
attgatcttt gtaatatgtg ggatggtatg tgttatccac ca

<210> 207 S

<211> 42 !

<212> BNA -/

<213> Art1f1c1§1 Sequence
/

<220>

<223> pescription of Artificial Sequence: Synthetic i
Nucleotide seguence encoding Myostatin Binding Peptide

<400> 20
gaaatgcdat gtaatattty gggttggatg tgtccaccag tt

<2194/208
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<211> 54
<212> DNA
<213> Artificial Sequence

<220>
<223> pescription of Artificial Sequence: Synthetic
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 208
tggttccgtt gegttcotgac cggtatcgit gactggtccg aatgettegy tctg

<210> 209
<211> 54
<212> DNA
<213> artificial sequence

<220>
<223> pescription of Artificial Sequence: Synthetic
Nucleotide sequence encoding Myostatin Binding Pept1de

<400> 209 /
ggttictcct gcaccttegg tctggacgaa ttotacgtig actgctcccc/g%tc

<210> 210 s
<211> 54 /
<Z212> DNA J
<213> Artificial Seguence 7

<220>
«223> Description of Artificial Sequence: Synthetic
NucTectide seguence encoding Myostat19”81nd1ng Peptide

<400> 210 y
ctgccgtggt gecacgacca ggttaacget gactggggtt tctgcatget gtgg

<210> 211 //
<211> 54 ‘
<212> DNA 4
<213> Artificial sequence

<220> /

<223> Description aof Art1f1c1aﬂ Sequence: Synthetic

Nucleotide seguence en90d1ng Myostatin Binding Peptide

<400> 211
tacccgacct getccgaaaa attCtggatc tacggtcaga cctgcgttct gtgg

<210> 212

<21l> 54

<212> DNA ’
<213> Artificial sequence

<220> /
<223> Descr1pt1on of Artificial Sequence: Synthetic
Nucleotide sequence encoding Myostatin Binding Peptide

<a00> 212
ctgggtccgt/geccgateca ccacggtccg tggecgeagt actgegtita ctgy

<210> 3
<211> /54
<212 DNA

<213> Artificial Sequence
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<220>
<223> pescription of Artificial Sequence: Synthetic _
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 213
ccgttccegt gcgaaaccca ccagatctce tggetgggte actgeetgte ctte 54

<210> 214 /
<211> 54 /
<212> DNA

<213> artificial Sequence

«220> o yd

<223> pescription of Artificial Seguence: Synthetic ) 7
Nucleotide sequence encoding Myostatin Binding Peptide //

<400> 214 /

5

cactggggtt gcgaagacct gatgtggtcc tggcaccege tgtgeegteg tecy/ , 54
rd
/

<21(> 215 :
<211> 54 Ve
<212> DNA
<213> Artificial Sequence /

<220> _ . _/
<223> bescription of Artificial Sequence: $ynthepﬂc )
Nucleotide seguence encoding Myostatin Bipding Peptide

<400> 215
ctgccgetgt gcgacgctga catgatgecg accatcggtsftctgcgttgc ttac 54

<210> 216 s
<211> 54 /
<212> DNA 7
<213> Artificial Sequence /

<220> /
<223> bescription of Artificia1wsgﬁuence: Synthetic )
Nucleotide sequence encodipg Myostatin Binding Peptide
;

<400> 216 /
tcccactggt gogaaaccac cttctggatg aactacgeta aatgegtica cget 54

<210> 217 <
<211> 54 A
<212> DNA S
<213> Artificial Sequenc

<220 L
<223> pescription of Artificial Sequence: Synthetic )
Mucleotide sequence encoding Mycstatin Binding Peptide

/
<400> 217 Ve
ctgccgaaat gc§éccacgt tccgttegac cagggiggtt tctgoctgty gtac 54
;
<210> 218 /

<2131> 54
<Z212> B
<Z213>

<220
<223 Dpescription of Artificial Sequence: Synthetic
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Nucleotide seguence encoding Myostatin Binding Peptide

<400> 218 ///
54

ttcteccteoct getggtecece ggtttcoccgt caggacatgt tctgegtttt ctac

<210> 219
<211> 51
<212> DNA Vd
<213> Artificial sequence /
/
<220> s
<223> pescription of Artificial Sequence: Synthetic Ve
Nucleotide seguence encoding Myostatin Binding Peptide y
<400> 219 s
tcccacaaat gcgaatactc cggttggetg cagcecgotgt gctaccgtee g // 51
/
<210> 220 7
<211> 54 /S
<212> DNA /
<213> Artificial sequence /
<220> _ o -/
<223> Description of Artificial Sequence: Synthetic/ i
NucTeotide sequence encoding Myostatin Bindipg Peptide
<400> 220
cecgtggtggt gccaggacaa ctacgticag cacatgctge ii}@cgactc ccey 54
<210> 221 i
<211> 54 /
<212> DNA <
<213> Artificial Sequence //
<220> /
<223> Description of Artificial Sequgnce Synthetic
Nucleotide sequence encod1ngimyostat1n Binding Peptide
<400> 221 /
tggttcogtt gcatgctgat gaactccttc/gacgctttcc agtgcgtttc ctac 54
,/'J
<210> 222 S/
<211> 54 /
<212> DNA e
<213> Artificial Sequence
<220> 4
<223> Description of Artaf1c1a1 Sequence: Synthetic
Nucleotide sequence encoeding Myostatin Binding Peptide
<400> 222 /
ccggacgett gocgtgacca geccgtggtac atgttcatgg gttgcatget gggt 54
<210> 223/
<211> 42 '

<212> DNA
<213> Artificial Seguence

<220>
<223> Déscription of Artificial Sequence: Synthetic )
ucleotide sequence encoding Myostatin Binding Peptide

<4094/223
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ttcectggett gettcgttga attcgaactg tgettcgact co

<210> 224
<211> 54
<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic "
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 224
tccgettact gecatcatcac cgaatccgac ccgtacgttc tgtgcgttec gotg

<210> 225
<21l> 54

<212> DNA K

<213> artificial Sequence /

<220>
<223> Description of Artificial Sequence: Synthetic y
Nucleotide sequence encoding Myostatin Binding Pept1de

<400> 225 f
ccgtccatct gogaatccta ctccaccatg tggctgocga tgtgccagca caac

<210> 226
<211> 54
<212> DNA s
<213> Artificial Seguence /

/
<220> e
<223> bescription of Artificial Sequences Synthetic
Nucleotide sequence encoding Myostatwn Binding Peptide

/
<400> 226 /
tggctggact gccacgacga ctcctgggct tggaccaaaa tgtgcegttc ccac

/
<210> 227 /
<211> 54 /

<212> DNA s
<213> Artificial Sequence s

<220> /
<223> Dpescription of Art1f1c1a1 Sequence: Synthetic
Nucleotide sequence encoding Myostatin Binding Peptide

<4G0= 227
tacctgaact gcgttatgat/gaacacctcc ccgttegitg aatgegittt caac

/—

<210> 228 e

<211 54 //

<212> DNA

<213> Art1f1c13? Sequence
<220> /

<223> Descyiption of Artificial Sequence: Synthetic
Nucleotide seguence encoding Myostatin Binding Peptide

<400>
taccocgtggt gogacggttt catgatccag cagggtatca cctgeatgtt ctac
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<210> 229
<211> 54
<212> DNA
<213> Artificial Seguence
<220> :
<223> Description of Artificial Sequence: Synthetic

Nucleotide sequence encoding Myostatin Binding Peptide //
<400> 229 /
ttcgactact geacctgget gaacggitic aaagactgga aatgctggtc cogt /54

/

<210> 230 /
<211> 54 7
<Z212> DNA /
<213> artificial Seguence //
<2205 i
<223> pescription of Artificial Sequence: Synthetic ¢

Nucieotide sequence encoding Myostatin Binding Pept;
<400> 230 /
ctgccgetgt gcaacctgaa agaaatctce cacgttcagg cttgcgttct/gttc 54
<210> 231 /
<211> 54 //
<212> DNA s
<213> Artificial sequence ///
<220 Y.
<223> Description of Artificial Sequence: syhthetic

Nucleotide seguence encoding Myostatfn Binding Peptide
<400> 231
tccccggaat gegotttoge tegttggotyg ggtatcéaac agtgccageyg tgac 54

/
7/
<210> 232 //
<211> 54 y;
<212> DNA Vs
<213> Artificial sequence 7
7

<220> s
<223> bescription of Artificial Sequence: Synthetic

Nucleotide saguence entod1ﬂg Myostatin Binding Peptide
<400> 232 /
tacccgcagt gcottcaacct gcacctgctg gaatggaccg aatgcgactg grtc 54
<210> 233
<211> 54 J
<212> DNA
<213> Artificial Sequence
<220>
<223> Descr1ptﬂ0n of Artificial Sequence: Synthetic

Nuc1e0;1de sequence encoding Myostatin Binding Peptide
<400> 233
cgttggcgt¥ gcgaaatcta cgactccgaa ttoctgccga aatgotggtt crtc 54
<210>/éé4
<211>" 42
<21/ BNA
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<213> Artificial Sequence

<220>
<223> pescription of Artificial Sequence: Synthetic
Nucleotide sequence encoding Myostatin Binding Peptide

<4Q0> 234
ctggttggtt gcgacaacgt ttggcaccgt tgcaaactgt tc 2
//

<210> 235 7
<211> 54 V4
<212> DNA e
<213> Artificial Sequence /
<220> /
<223> Description of Artificial Sequence: Synthetic 7

Nucleotide sequence encoding Myostatin Binding Peptwde/
<400> 235 s A
gctggttggr gecacgttty gggtgaaatg Ttoggtatgg gttgotocge tcﬁg 54

/
4 /“

<210> 236 ya
<211i> 54 J
<212> DNA /
<213> Artificial Seguence //
<2205 /
<223> pescription of Artificial Sequence: Syntheétic

Nucleotide segquence encoding Myostatin Binding Peptide
<400> 236
caccacgaat gcgaatggat ggctcgttgg atgtccctgg/actgcgttgg tcty 54

/

<210> 237 /
<211> 54 s
<212> DNA /
<213> Artificial Sequence /
<220> /
<223> Dbescription of Artificial Sequence Synthetic

Nucieotide sequence encodnng Myostatin Binding Peptide
<400> 237 /
ttccocgatgt gcggtatoge tggtatgaaa gacttcgact tctgegtttg gtac 54

7

<210> 238 f
<211> 54
<212 DMNA
<213> Artificial Sequeﬂce
<220> g
<223> Descraptwon/of Artificial Sequence: Synthetic

Nuc1eot1de/sequence encoding Myostatin Binding Peptide
<400> 238 /
cgtgatgatt g;actttttg gccagaatgg ctttggaaac ttrgtgaacg teca 54

/

<210> 239
<211> 54
<212> DNA

<213> Artificial Sequence

<22¢{
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<223> Description of Artificial Sequence: Synthetic )
NucTeotide sequence encoding Myostatin Binding Peptide

<400> 239
tataattttt gttcttatct ttttggtgtt tctaaagaag cttgtcaact teca

<210> 240
<211> 54
<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 240 /
gctcattggt gtgaacaagg tccatggegt tatggraata tttgtatggc ttat

<210> 241

<211> 54 e
<212> DNA /
<213> Artificial Sequence s

<220> . . P . //
<223> Description of Artificial Sequence: Synthetig )
Nucleotide sequence encoding Myostatin B?h@%hg Peptide
Vs

<400> 241
aatcttgtit gtggtaaaat ttctgettgg ggtgatgaag cttgtgetcg tgct

<210> 242 /
<211> 54 e
<212> DNA 4
<213> Artificial Sequence ,/

<220> /

<223> Description of Artificial Seqyénce: synthetic _
Nucleotide sequence encoding/Myostatin Binding Peptide

<400> 242 /

cataatgttt gtactattat gggtccatcf atgaaatggt titgttggaa tgat

£

/

<210> 243 7

<211> 54 V

<212> DNA f

<213> Artificial Sequence

<220> o
<223> Description of Artificial sequence: Synthetic )
Nucleotide seguence encoding Myostatin Binding Peptide

<400> 243 Ve
aatgatcttt gtgctatgtg gggrtggegt aatactattt ggtgtcaaaa trct

A
A
s

<210> 244

<211> 54 /
<212> DNA /
<213> Artificial Sequence

<220>

<223> DPescription of Artificial sequence: Synthetic ]
//Nuc1eotide seguence encoding Mycstatin Binding Peptide
s

/
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<400> 244
ccaccatitt gtcaaaatga taatgataty cttcaatctc tttgtaaact tctt 54
<210> 245
<211> 54
<212> DNA
<213> Artificial sequence
/
<220> S /
<223> Description of Artificial seguence: Synthetic _ J
Nucieotide sequence encoding Myostatin Binding Peptide /
<400> 245 /
tggtatgatt gtaatgttcc aaatgaactt ctttctggtc tttgtcgtcet Tttt K 54
/
<210> 246 /
<211> 54 J
<212> DNA i
<213> artificial Sequence /
Y,
<220> S ) /
<223> pescription of Artificial Sequence: synthetic
Nucleotide sequence encoding Myostatin Binding Peptide
<400> 246 /
tatggtgatt gtyatcaaaa tcattggaty tggccattta cttgtgrtte tctt 54
ra
<210> 247 ///
<211> 54 S
<212> DNA 4
<213> Artvificial Sequence //
<220> / )
<223> Description of ArtificiaI.SequencéE Synthetic )
Nucleotide sequence encoding Myg$tatin Binding Peptide
<400> 247 /
ggttggatgt gtcattttga tcttcatgat tggggtgcta cttgtcaacc agat 54
<210> 248 /
<211> 54 .
<212> DNA /
<213> artificial Sequence
7
<220> S i
223> pescription of Artificial Sequence: sSynthetic
Nucleotide sequence encoding Myostatin Binding Peptide
<400> 248 4
tattttcatt gtatgtttgg tggtcatgaa tttgaagttc attgtgaatc titt 54
g
<210> 249 /
<211> 36 S
<212> DNA A
<213> Artificial Sequence
P
<220> .
<223> Desgription of Artificial Sequence: Synthetic )
Nugleotide sequence encoding Myostatin Binding Peptide
<400> 249
gctiﬁttggt gttogcatgg tcaatgtgtt cgtrtt 36
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<210> 250

<211> 57

<212> DNA

<213> artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic _
Nucleotide sequence encoding Myostatin Binding Peptide

V

<400> 250 Vi
tccgaacact ggaccttcac cgactgggac ggtaacgaat ggtgggttcg tccgtic J 57
<210> 251 S
<211> 60 /
<212> DNA /
<213> Artificial Seguence /
<220> 7
<223> Description of Artificial Sequence: Synthetic /

Nucleotide sequence encoding Myostatin Binding Pepy%de
<400> 251 /
atggaaatge tggactccct gttcgaacty ctgaaagaca tggttecgal ctccaaaget 60

p
/,’/

<210> 252 /
<211> 57 //
<212> DNA :
<213> Artificial Seguence ///
<220> - VA
<223> Description of Artificial Sequence: Synthetic )

Nucleotide sequence encoding Myostarin Binding Peptide

g

<400> 252 /
tCCLegoogg aagaagetct gatggaatgg ctgggttggc agtacggtaa attcacc 57
<210> 253 /
<211> 60 /
<212> DNA /
<213> Artificial Segquence /
<220> s
<223> pescription of Artificial Sequence: Synthetic

Nucleotide sequence encoding Myostatin Binding Peptide
<400> 253 S/
tccccggaaa acctgetgaa cgacctgtac atcctgatga ccaaacagga atggtacggt 60
<210> 254 S
<211> 60 /
<212> DNA /
<213> Art1f1ci§}/5equence
<220> Va
<223> Description of Artificial Sequence: Synthetic

Nuc?ggtide sequence encoding Myostatin Binding Peptide
<400> 254
ttccactgdg aagaaggtat cccgttccac gttgttaccc cgtactccta cgaccgtatg 60
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<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic i
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 255
aaacgtctge tggaacagtt catgaacgac ctggetgaac tggtttccgg tcactec /57
/"
/

<210> 256 /
<211> 60 A
<212> DNA /’
<213> Artificial Sequence e
<220> 7
<223> Description of Artificial Sequence: Synthetic /

Nuc1e0t1de sequence encoding Myostatin Binding Peptﬂde
<400> 256 ’
gacacccgtg acgctotgtt ccaggaattc tacgaattcg ttocgttcccyg tctggttatc 60
<210> 257 7
<211> 60 /
<212> DNA 7
<213> Artificial Sequence e

/

<220>
<223> Description of Artificial Sequence: Synthetic

Nucleotide sequence encoding Myostatiq/ inding Peptide
<400> 257 /
cgtatgtccg ctgetoogog tccgctgace taccgtgaﬁa tcatggacca gtactggcac 60

:"/

<210> 258 ye
<211> 60 /!
<212> DNA /
<213> Artificial Sequence /
<220 /
<223> Description of Art1f1cwa1/5equence Synthetic

Nucleotide sequence encodwng Myostatin Binding Peptide
<400> 258 /
aacgacaaag ctcactictt cgaaatgttc atgticgacg ttcacaactt cgttgaatcc 60
<210> 259
<211> 60 ‘
<212> DNA
<213> Artifticial saqUence
<220> /
<223> Descrwptqu of Artificial Sequence: Synthetic

Ncheotwdé sequence encoding Myostatin Binding Peptide
<400> 259
cagacccagg gtcagaaaat cgacggictg tgggaactgc tgcagtccat ccgtaaccag 60
<210> 2§
<211>
<212> DNA

<21§7’Artificia1 Sequence
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<220>
<223> pescription of Artificial Sequence: Synthetic

Nucleotide sequence encoding Myostatin Binding Peptide
<400> 260
atgctgrecg aattcgaaga attcctgggt aacctggttc accgtcagga aget 54
<210> 261 Ve
<211> 60 4
<212> DNA 7
<213> Artificial sequence :/
<220

<223> Description of Artificial Sequence: Synthetic )
Nucleotide seguence encoding Myostatin Binding Peptide
s
<400> 261
tacaccccga aaatgggtic cgaatggacc tecttctgge acaaccgtat ccacracctyg 60

<210> 262 /!
<211> 60 /
<212> DNA /s
<213> Artificial Sequence e

<220> /
<223> pescription of Artificial Sequence: Synthetic _
Nuclectide seqguence encoding Myostatin Bwnﬂﬁng Peptide

<400> 262 a///
ctgaacgaca ccctgetgcg tgaactgaaa atggttctga aCtccctgtc cgacatgaaa 60

<210> 263 e
<211> 60 4
<212> DNA /
<213> Artificial Sequence y

<220> S
<223> pescription of Artificial Seguence: Synthetic _
NucTleotide sequence encoding Myostatin Binding Peptide

4
/

<400> 263 /
ttcgacgttg aacgtgacct gatgcgttgg ctggaaggtt tcatgcagtc cgctgetacc 60
r//

<210> 264
<211> 60 y
<212> DNA S

<213> artificial sequence

<220>
<223> Description of Artificial sequence: Synthetic )
Nucleotide seauence encoding Myostatin Binding Peptide
rd

<400> 264

caccacggtt ggaactacct gcgtaaaggt tccgotocge agtggricga agoettygggtt 60
/ﬁ

<210> 265 /

<211> 60
<212> DNA
<213> Artificial Sequence

<220- /

<2235/ pescription of Artificial Seguence: Synthetic )
Nuclectide seguence encoding Myostatin Binding Peptide
Page 60




26324PCT_CRF_sequencelisting

<400> 265
gttgaatccc tgcaccagct gcagatgtgg ctggaccaga aactggettc cggtccgeac

<210> 266

<211> 54

<212> DNA

<213> artificial Seguence

<220>
<223> pescription of Artificial Sequence: Synthetic )
Nucleotide seguence encoding Myostatin Binding Peptide

<400> 266 ,
cgtgctacce tgotgaaaga cttctggeag ctggttgaag gttacggtga caac /

<210> 267 /
<211> 48 i
<21Z> DNA e
<213> artificial sequence

<220
<223> Description of Artificial Sequence: Synthetic )
NucTeotide sequence encoding Myostatin B1nd1ﬁg’Pept1de

<400> 267 aé/
gaagaactgc tgcgtgaatt ctaccgtttc gtttccgett tcgagtac

<210> 268 /
<211> 60 //
<212> DNA .
<213> Artificial Sequence /

<220> . S // )
<223> Description of Art1f1c1a1_5equeg&e: synthetic
Nucieotide sequence encoding Myostatin Binding Peptide
//

<400> 268 /
gytctgctgg acgaattctc ccacttcatc getgaacagt tctaccagat geegggtggr

rs
4

A
<210> 269 S
<211> 60 S
<212> DNA s
<213> Artificial Sequence /

<220> e
<223> Description of Artificial Sequence: Synthetic '
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 269 o
taccgtgaaa tgtccatgct ggaaggtctg ctggacgttc tggaacgtct gcagcactac
K

s/
<210> 270 /
<211> 60 /
<212> DNA
<213> Artificia? Sequence
<220>
<223> cription of Artificial Sequence: Synthetic

cleotide sequence encoding Myostatin Binding Peptide

<400 270
cacgactcct cccagatgct getgtccgaa ctgatcatgc tggttggttc catgatgcag
Page 6l
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<210> 271
<211> 60
<212> DNA
<213> Artificial Sequence
<220>
<223> Description of Artificial Sequence: Synthetic /S
Nucleotide sequence encoding Myostatin Binding Peptide //
<400> 271 Vs
tggcgtgaac acttcctgaa ctccgactac atccgtgaca aactgatcac tatcgacggt 60
S
/
<210 272 s
<211> 57 /
<212> DNA /
<213> Artificial Ssequence /’
<220> //
<223> pescription of Artificial Sequence: Synthetic 7
Nucleotide sequence encoding Myostatin Binding Peptide
<400> 272 /
cagttcoogt totacgtitt cgacgacctg ccggctcage tggaataptg gatcget 57
s /jf
<210> 273 4
<211> 60
<212> DNA
<213> Artificial Sequence y
<220> /
<223> pDescription of Artificial Sequence; /Synthet1c
NucTeotide sequence encoding Myos}at1n Binding Peptide
<400> 273 ’
gaattcttcc actggctgca caaccaccgt tccgaagtta accactgget ggacatgaac 60
//
10> 274 S
<211> 57 /
<212> DNA /
<213> Artificial Ssequence S/
/
<220> o e '
<223> pescription of Artificial Seguence: Synthetic
Nucleotide sequencex@ncod1ng Myostatin Binding Peptide
<400> 274 e
gaagcterty ttcaaaattt ttttcgtgat gticttactc tttctgaacg tgaatat 57
<2105 275 v
<211> 60 /
<212> DNA /
«213> Artificigﬁ Sequence
<220>
<223> Descr}ptaoﬁ of Artificial Sequence: Synthetic
nNuclgotide sequence encoding Myostatin Binding Peptide
<400> 27
caatattggg aacaacaatg gatgacttat tttcgtgaaz atggtcttca tgttcaatat 60

<219§/276
/
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<211> 60
<212> DNA
<213> Artificial Seguence
<220> . ]
<223> pescription of Artificial Sequence: Synthetic _
Nucleotide sequence encoding Myostatin Binding Peptide
<400> 276 /
aatcaacgta tgatgcttga agatctttgg cgtattatga ctccaatgtt tggtcgiict /60
//
<210> 277 S
<211> 60 //
<212> DNA 7
<213> Artificial Sequence S
<220> | . | /
<223> Description of Artificial sequence: Synthetic ;
Nucleotide sequence encoding Myostatin Binding Peptide
<400> 277 /
tttcttgatg aacttaaagc tgaactiict cgtcattatg ctcttgatga tcttgatgaa 50
'
<210> 278 S
<211> 60 /f
<212> DNA /
<213> Artificial Sequence s
<220> ) .
<223> pDescription of Artificial Sequence: Synthetic )
Nucleotide seguence encoding Myostatlg’Bﬁnding peptide
<400> 278 S
ggtaaactita ttgaaggtct tcttaatgaa cttatg; ac ttgaaacttit tatgccagat - 60
/
<210> 279 /
<211> 45 /
<212> DNA . //
<213> artificial Sequence 7
<220> S
<223> pescription of Artificial Sequence: Synthetic )
NucTleotide sequence encoding Myostatin Binding Peptide
<400> 279 /
attcttcttc ttgatgaata taaadaaagat tggaaatctt ggttt 45
<210> 280
<211> 150
<212> DNA ;
<213>

<220>
<223>

Artificial Sequence

;
pescription of Artificial Sequence: Synthetic )
Nucleotijde sequence encoding Myostatin Binding Peptide

<400> 280

cagggecact/gtactegety gecgtggatyg tgeccgeegt acggttetgg ttecgetacc 60
gogtggttotg gttccactge ttettctggt tocggtictyg crtactggtca ggghcactge 120
actcg¥tgge catggatgtg tccaccgtat 150
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<210> 281
<211> 129
<21.2> DNA
<213> artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic i
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 281
tggtatccgt gttatgaggg tcacttctgg tgctacgatce tgggttotgg ttccactget

tcttctggtt ccggttccge tactggttgg tacccgtgct acgaaggtca cttttggtgt
tatgatety /

<210> 282 e
<211> 150 /
<212> DNA Ve
<213> Artificial sequence /

<220> /
<223> Description of Artificial Sequence: Synthetic e )
Nucleotide sequence encoding Myostatin Binding Peptide
e

s

<400> 282 /
cacactccgt gteegtggtt tgotccgetyg tgogtigaat ggggrtyrctgg ttecgetact

ggtggttceg gtteccactge ttcttctggt tecggtictg caadtggtca caccoccgtgc
ccgtggtrtg caccgctgtg tgtagagtgyg

<210> 283 s
<211> 150 s
<212> DNA /
<213> Artificial Sequence /

<2 20> » » . - - /./ 1]
<223> Description of Artificial Sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 283 //

ccggattggt gtatcgaccc ggactggtgg tgcaaattct ggggttotgg ttccgetacc
7

ggtggttccg gttccactge ttettetggt tccggttctg caactggrec ggactggtyc

atcgacccgg attggtggtg taaa%tttgg

;

<210> 284 .
<211> 150 v
<Z212> DNA o
<213> Artificial sequence
<220> ’

y
<223> pescription of Artificial Sequence: Synthetic i
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 284
ccggattggt/gtatcgacce ggactggtyg tgcaaattct ggggtictgg ttccgctacc
ggtggttelg grtccactge ticttctggt tceggitctyg caactggtcc ggactggtac

atcgagcecgg attggtggtg taaattttgg
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<210> 285
<211> 129
<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Nuclectide sequence encoding Myostatin Binding Peptide

<400> 285
accacttggt gcatctctcc gatgtggttc tgctctcage agggttctgg ttccactget

tcttctggtt ceggttctge aactggrtact acttggtgta tctctccaat gtggtttigt /

tctcagcaa

<210> 286 //
<211> 150 /
<212> DNA

<213> Artiticial Sequence /

<220> /s
<223> bescription of Artificial Sequence: Synthetic /
Nucleotide sequence encoding Myostatin B1nd1ngﬁ@ept1de

A

<400> 286 Ve
cactgggcat gtggctattg gccgtggtce tgcaaatggg ttggtrctgg ttccgetace
S

ggtggttccg gttccactge ttecttetggt tecggttctg jigétggtca ctgggertge
ggttactggc cgtggtcttg taaatgogtt

<210> 287 s
<211> 150 /
<212> DNA

<213> Artificial Sequence .

<220> g
<223> Description of Artificia1.5qqﬁence: synthetic ‘
Nucleotide sequence enceding Myostatin Binding Peptide
J/

s

<400> 287 /
aaaaaacact gtcagatctg gacttggﬁtg Tgcgctccga aaggttetgg ttccgctacce

ggtggttctg gttccactge ttcttg%ggt tccggttccg ctactggtca gggtcactge
y,
actcgttggc catggatgtg tccgccgtat
<210> 288 ’
<211> 150 i
<212> DNA S
<213> Artificial Sequence
<220> / _
<223> Descriptidn of Artificial Sequence: Synthetic
Ncheot}de sequence encoding Myostatin Binding Peptide

<400> 288
cagggtcact gecacccgtty gecgtygaty tgocccgecgt acggttetgg ttocgotace

ggtggttctg gttccactge ttcttctggt tccggttctg ctactggtaa aaaacactyc

cagatgtgga cttggatgtg cgctccgaaa
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<210> 289
<211> 150
<212> DNA
<213> Artificial Ssequence

<220>
<223> pescription of Artificial sequence: Synthetic _
Nucleotide sequence encoding Myostatin Binding pPeptide

<400> 289 //
aaaaaacact gtcagatctg gacttggatg tgcgetccga aaggttctgg ttccgetace /S 60

s

ggtggttctyg grtccactge ttcottctggt tocggticcg ctactggtea gggtcactgc,/‘ 120

I

actcgttgge catggatgtg tccgccgtat S 150

<210> 290 /
<211> 108 S
<212> DNA 7
<213> Artificial Sequence /

<220> o o ] Vs
<223> pescription of Artificial Sequence: Synthetic [
Nucleotide sequence encoding Myostatin Binding . Peptide
/

4

<400> 290 /
aaaaaacact gccagatctg gacttggatg tgcgetocga aaggtﬁ@tgg Tagtggtggc e
/

ggtggccagy gtcactgeac ccgttggecg tggatgtgtc iﬁ;égtat 108

<210> 291 //
<211> 102 /
<212> DNA s
<213> Artificial sequence ,/

J

<220> . . . e . / N

<223> Description of Artificial Sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 291 /

7

cagggtcact geacccgttyg gccgtggatgs tgeeccgecgt acggtggtgg tggtggtggc 60
Vi
aaaaaacact gccagatctyg gacttgg?%g tgcgetccga aa 102

e
K

<210> 292 i
<211> 37 S
<212> DNA i
<213> Artificial Sequence

<220> s
<223> Description of Artificial Sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 292 7
gagagagagc atatgaatga gaacagtgag caaaaag 37

<210> 293

<211> 34

<212> DNA

<213> Arfificial Seguence

<220>
<223>/pescription of Artificial sequence: Synthetic i
Nucleotide sequence encoding Myostatin Binding Peptide
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<400> 293
agagagggat ccattatgag cacccacagc ggtc 34
<210> 294
<211> 25
<212> DNA
<213> Artificial Sequence y
7
<220> /
<223> Description of Artificial Sequence: Synthetic /
Nucleotide sequence encoding Myostatin Binding Peptide 7
<400> 294 S
cggcgcaact atcggtatca agcetyg S/ 25
///
<210> 295 S
<21l> 26 /
<212> DNA /
<213> Artificial Sequence /
<220> _ S/
<223> Description of Artificial Sequence: Synthetic
Nucleotide sequence encoding Myostatin Binding’Peptide
//
<400> 295 /
catgtaccgt aacactgagt ticgtc e 26
<210> 296 ////
<211> 227 s
<212> PRT /
<213> Artificial Sequence 4
<220> . /
<223> pescription of Artificial Sequepte: Synthetic
Myostatin Binding Peptide /
<400> 296 /
Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly
1 5 S 10 15

s

s

Gly Pro Ser val pPhe Leu Phe &ﬁo Pro LYs Pro Lys Asp Thr Leu Met
20 s 30

s
I

Ile ser Arg Thr Pro Glu VéT Thr cys val val val Asp val Ser His
35 Ve 40 45

Glu Asp Pro Glu Va?,iys phe Asn Trp Tyr val Asp Gly val Glu val
50 s 55 6C

His Ash Ala Lygf%hr Lys Pro Arg Glu Glu GIn Tyr Asn Ser Thr Tyr
63 / 70 75 80

/

p
Arg val val ser g%1 Leu Thr val Leu His Gln Asp Trp Leu Asn Gly
30 95

Lys G0 Tyr Lys Cys Lys val Ser Asn Lys ala Leu Pro Ala Pro Ile
//’ 100 105 110
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Glu Lys Thr Ile Ser Lys Ala Lys Gly GIn Pro Arg Glu Pro GlIn val
115 120 125

Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn GIn val Ser
130 135 140

Leu Thr Cys Leu val Lys Gly Phe Tyr Pro Ser Asp Ile Ala val Glu
145 150 155 160

Trp Glu Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro /”

165 170 i75
val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr yﬁ?
180 185 190 S

s

y
Asp Lys Ser Arg Trp Gln Gln Gly Asn val Phe Ser Cys $Ser ¥Yal Met
195 200 205 /s

v
."/
His Glu Ala Leu His Asn His Tyr Thr GIn Lys Ser Leu /Ser Leu Ser
210 215 220/

Pro Gly Lys
225 //

<210> 297 //
<211> 67 e
<212> DNA //
<213> Artificial Sequence /

<220> L e / ,
<223> Description of Artificial Sequence: Synthetic .
Nucleotide sequence encoding/Myostatin Binding Peptide

<400> 297 /
acaaacaaac atatgggtgc acagaaagcg gccgcaaaaa aactcgaggg tggaggeggt

ggggaca /

<210> 298

<211> 20

<212> DNA <
<213> Artificial Seguence

<220> .
<223> Description of Artificial Sequence: Synthetic X
Nucleotide sequence encoding Myostatin Binding Peptide

/
<400> 298 /
ggtcattact ggaccggatc

4 /‘

<210> 299

<211> 25

<Z212> DN

<213> a¥tificial Sequence

<220
<22% bescription of Artificial Sequence: synthetic
Page 68
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Nucleotide sequence encoding Myostatin Binding Peptide

<400> 299
cgtacaggtt tacgcaagaa aatgg

<210> 300
<211> 66
<212> DNA
<213> Artificial Seguence
<220> o - )
<223> Description of Artificial Sequence: Synthetic

Nucleotide sequence encoding Myostatin Binding Peptide /
<400> 300 Va
tttgttggat ccattactcg agrttttttg cggocgcttt ctgtgcacca ccacctetac
ctrtac J/

/‘//

<210> 301 Va
<211> 681 /
<212> DNA /
<213> Artificial sequence 4
<220> /
<223> Description of Artificial Sequence: Synthetic

NucTleotide sequence encoding Myostatin Bind%ng Peptide
<400> 301
gacaaaactc acacatgtcc accttgecca gcacctgaac pé;tgggggg accgtcagtt
LLCCLCttCC Ccocgaaaacc caaggacace ctcatgatqy/cccggacccc tgaggtcaca
tgcgtggtgy tggacgtgag ccacgaagac cctgaggfﬁa agttcaactg gtacgtggac

7
ggcgtggagg tgcataatgc caagacaaag ccgcgégagg agcagtacaa cagcacgtac
/
cgtgtggtca gcgtcctcac cgtcctgcac c%ggactggc tgaatggcaa ggagtacaag
;
tgcaaggtct ccaacaaagc cctcccagec fecatcgaga aaaccatctc caaagecaaa
gggcagecce gagaaccaca ggtgtaca;é ctgcccccat cocegggatga gctgaccaag
aaccaggtca gcctgacctg cctggtgéaa ggcttctatc ccagcgacat €gccgtggag
tgggagagca atgggcagec ggag;ﬁcaac tacaagacca cgectecegt getggactec
gacggctect tettocteta cqgtaagctc accgtggaca agagcaggtg gcagcagogg
aacgtcttct catgetecgt gatgecatgag gotctgeaca accactacac goagaagage
ctctccctgt ctocgggtad a
.«/
<210> 302 Va
<21il> 15 ye
<212> DNA -
<213> Artifigial Sequence
p

<220>
<223> Desgription of Artificial Sequence: Synthetic

Nugleotide sequence encoding Myostatin Binding Peptide

<400> 302

ggtggaggtg

gtggt
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<210> 303
<Z211> 22

<Z212> PRT
<213>

<220>
<223>

26324PCT_CRF_sequencelisting

Artificial Sequence

Peptibody sequence

<400> 303

get Phe Cys Gly Gly Gly Gly Gly
5

Trp Met Cys Lys Pro Pro

<210>
<211l>
<212>
<213>

304
740
DNA

<220>
<223>

20

Artificial Sequence

Description of Artificial Sequence: Synthetic

Description of Artificial Sequence: Synthet1c/

Lys Asp LyYS Cys Lys Met Trp His
10 15

Nucleotide sequence encoding Myostatin Bindiwg Peptide

<400> 304
atggacaaaa

gttttcctct
acatgcgtgg
gacggcgtog
taccgtgtgg
aagtgcaagg
aaagggcagce
aagaaccagg
gagtgggaga
tccgacgget
gggaacgtct
agcetetecec
actggargtg
<210> 305

<211> 20

<212> PRT
<213>

<220>
<223>

ctcacacatg
tccccccaaa
tggtggacgt
aggtgcataa
Tcagcgtect
tctccaacaa
cccgagaacc
tcagcctgac
gcaatgggca
ccttettect

tctcatgete

tgtctccggyg

caaaccgoeg

4/1
‘/

/
/

e

besgription of Artificial Sequence

tccaccttge ccagcacctg

acccaaggac acccrcatga

/
7(20:999
eteceggac

gagccacgaa gaccctgagg/tcaagttcaa

rgccaagaca aagccggébg
caccgtectg caccaggact
agccctccca gggéccatcg
acaggtgtacﬁégcctgcccc
ctgcctgg;éfaaaggcttct
gccggagééc aactacaaga
ctaqgécaag ctcaccgtyg

cqﬁéatgcat gaggctctge

Jféaaggtgga ggtggtggia

Art1f1;1a1 Sequence

aggagcagta
ggctgaatgg
agaaaaccat
catcccggga
atcccagega
ccacgectee
acaagagcag
acaaccacta

agacaaatgc

Synthetic

pPage 70
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Gln Arg GTu Gly
20

<210> 306

<211> 20

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artvificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 306 /
Tyr Pro Glu Gln gTy Leu Cys Thr Arg Trp Pro Trp Met Cys Pro Pré
1 10 15

Gln Thr Leu Ala /
20 7

<210> 307 /
<211> 20 /
<212> PRT /
<213> Artvificial Sequence /

<220>

<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide )

<400> 307 /

Gly Leu Ash GIn Gly His Cys Thr Arg Tgp Pro Trp Met Cys Pgo Pro

1 5 i 1

G1n Asp Ser Asn /
20

<210> 308 /

<211l> 20 ;/

<212> PRT V4

<213> Artificial Sequence  /

<220> Ve

<223> Description of Artificial Sequence: Synthetic
Myostatin Bindﬁng,?eptide

<400> 308
Met Ile Thr Gln Gly G1n Cys Thr Arg Trp Pro Trp Met Cys Pro Pro
1 5 10 15

./’

Gin Pro ser GWy,/
20 7

Aptificial Sequence

bescription of Artificial Sequence: Synthetic
Myostatin Binding Peptide
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<400> 309
Ala Gly Ala Gln g?u His Cys Thr Arg Trp Pro Trp Met Cys Ala Pro
1 10 15

Asn Asp Trp Ile
20

<210> 310
<211> 20
<212> PRT
<213> artificial Sequence
<220> /
<223> Description of Artificial Sequence: sSynthetic /
Myostatin Binding Peptide //
<4Q0> 310 4
Gly val Asn GIn Gly GIn Cys Thr Arg Trp Arg Trp Met Cys Pﬂb Pro
1 5 10 A5
(/f
//
Asn Gly Trp Glu r
20 s
I/
S
<210> 311 /
<211> 20 ////
<212> PRT
<213> Artificial Seguence

<220> //

<223> Description of Artificial Sequence /Synthetic

Myostatin Binding Peptide r
S/
<400> 311 /
Leu Ala Asp His ?1y GIn Cys Ile Arg {Tp Pro Trp Met Cys Pro Pro
1 / 15

Glu Gly Trp Glu s
20

<210> 312 7
<211> 20 /
<212> PRT Iy
<213> Artificial Sequence

<220> ‘
<223> Pescription of,Artﬁficia1 Seguence: Synthetic
Myostatin Binding Peptide
<400> 312
Ite Leu Glu GTn,A?a Gln Cys Thr Arg Trp Pro Trp Met Cys Pro Pro
1 10 15

/
i

GIn Arg G1¥/§1y
0

<210> 3ié//

<211> 720
<2125 PRT
<213§ Aartificial seguence
/ Page 72




26324PCT_CRF_sequencelisting

<220>
<223> Description of Artificial Seguence: Synthetic
Myostatin Binding Peptide

<400> 313
Thr Gln Thr His Ala GIn Cys Thr Arg Trp Pro Trp Met Cys Pro Pro
1 5 10 15

Gln trp Glu Gly
20

<210> 314 I
<211> 20 /!
<212> PRT /
<213> artificial Sequence Vs

<220> /
<223> Description of Artificial Sequence: Synthetic /
Myostatin Binding Peptide Va

A
<400> 314 e
val val Thr GlIn Gly His Cys Thr Leu Trp Pro Trp Met Cys Pro Pro
1 5 10 / i5

A

Gin Arg Trp Arg /
20

<210> 315 e
<211> 20 V4
<212> PRT <
<213> Artificial Sequence 7

<220> Ve
<223> Description of Artificial Sequghce synthetic
Myostatin Binding Peptide /f

<400> 315 /
ITe Tyr Pro His Asp GIn Cys Thr/Arg Trp Pro Trp Met Cys Pro Pro
1 5 10 15

.'/
i
7
/

Gin Pro Tyr Pro
20

<210> 316

<211> 20

<212> PRT

<Z213> Artiticial SeqUence
<220>

<223> Descr1pt1Qﬂ of Artificial Seqguence: Synthetic
Myostat1n/51nd1ng Peptide

<400> 316 7
Ser Tyr Trp/Gin Gly Gln Cys Thr Arg Tgp Pro Trp Met Cys Pro Pro
1 5 1 15

Gln Trp/Aarg Gly
20

/
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<210> 317
<211> 20
<212> PRT
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 317
Met Trp Gin Gln Gly His Cys Thr Arg Trp Pro Trp Met Cys Pro Pro
1 5 10 15

Gin Gly Trp Gly
20

<210> 318 7
<211> 20 e
<212> PRT /
<213> Artificial Sequence 7/

<220> /
<223> Description of Artificial Sequence: Synthetic /
Myostatin Binding Peptide pd
y
<400> 318 /
Glu pPhe Thr GIn Trp His Cys Thr Arg Trp Pro Trp Met Cys Pro Pro
1 5 10 15

GIn Arg Ser Gln /
20

<210> 319 /
<211> 20 s
<212> PRT Vs
<213> Artificial Sequence //

<220> /
<223> Description of Artificial Sequence synthetic
Myastatin Binding Peptﬁde/

<400> 319 /

Leu Asp Asp Gin Trp Glin Cys Thr Arg Trp Pro Trp Met Cys Pro Pro
1 5 / 10 15

GIn Gly Phe ser

20 .
<210> 320 /
<211> 20 e
<212> PRT .
<213> Art1f1c1@1 sequence
<220~ ’

<223> Descr?ptﬁon of Artificial Sequence: synthetic

Myosy¥atin Binding Peptide
<400> S%ﬁ/ﬁ

Tyr GIn/Thr Gln Gly Leu Cys Thr Arg Trp Pro Trp Met Cys Pro Pro
1 // 5 10

// 15
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Gin Ser GIn Arg

20
<210> 321
<211> 20
<212> PRT
<213> Artificial Sequence
<220>

<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 321 /
Glu Ser Asn Glin Gly GlIn Cys Thr Arg Trp Pro Trp Met Cys Pro Pro /
1 5 10 15 :

7

Gln Gly Gly Trp p;
20

<210> 322

<211> 20 /
«212> PRT

<213> Artificial sequence /

<220>
<223> Description of Artificial Sequence: Synthex{;
Myostatin Binding Peptide

<400> 322 )
Trp Thr Asp Arg gTy Pro Cys Thr Arg Trp Pro,/Trp Met Cys Pro Pro
1 10 / 15

Gin Ala Asn Gly /
20 /
/
<210> 323 /
<211> 20 Ve
<212> PRT /
<213> Artificial Sequence e

<220> o L/ )
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 323 J
val Gly Thr Gln Gly GIn'Cys Thr Arg Trp Pro Trp Met Cys Pro Pro
1 5 o 10 15

Tyr Glu Thr Gly
20

<210> 324 S/
<211> 20 J
<212> PRT /
<213> Artificial Sequence

<220>
<223> Déscription of Artificial Sequence: Synthetic
yostatin Binding Peptide

<44} 324
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;ro Tyr Glu Gln Gly Lys Cys Thr Arg Trp Pro Trp Met Cys Pgo Pro
5 10 1

Tyr Glu val Glu
20

<210> 325
<211> 20
<212> PRT
<213> Artificial Seguence

<220>
<223> Description of Artificial sequence: Synthetic F
Myostatin Binding Peptide s

<400> 325 /
Ser Glu Tyr GIn Gly Leu Cys Thr Arg Trp Pro Trp Met Cys Pro /Pro
1 5 10 15

Gin Gly Trp Lys 7
20

<210> 326
<211> 20 /
<212> PRT /
<213> Artificial Sequence ///

<220> /

<223> Description of Artificial Sequence: synhthetic
Myostatin Binding Peptide /f

<400> 326 /”

Thr Phe Ser GIn Gly His Cys Thr Arg Trp Pro Trp Met Cys Pro Pro

1 5 15

Gin Gly Trp Gly J
20 g

<210> 327 S
<211> 20 /
<21i2> PRT

<213> Artificial Sequence /

<220> !
<223> pescription of Artificial Sequence: Synthetic
Myostatin BTndwng Peptide

<400> 327
Pro Gly Ala His Asp H1s Cys Thr Arg Trp Pro Trp Met Cys Pro Pro
1 57 10 15

Y

/
/

Gn Ser Arg Tg%
y;

<210> 328

<211> 20

<212> BRT
<213> Artificial Sequence

<2294/
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<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 328

val Ala Glu Glu Trp His Cys Arg Arg Trp Pro Trp Met Cys Pro Pro
1 5 10 15

GlIn Asp Trp Arg
20

<210> 329
<211> 20
<212> PRT ;
<213> Artificial seqguence L
<220> /
<223> Description of artificial Sequence: Synthetic /
Myostatin Binding Peptide y
J
<400> 329 7
val Gly Thr GIn Gly His Cys Thr Arg Trp Pro Trp Met Cys/Pro Pro
1 5 10 /15
f//ll

Gln Pro Ala Gly /

20 /

}/
<210> 330 ////
<211 20 /
<212> PRT //
<213> Artificial sequence V4
4
<220> 4
<223> Description of artificial Sequengé} Synthetic
Myostatin Binding Peptide /
/

<400> 330 s

Glu Glu Asp GIn Ala His Cys Arg Sey/Trp Pro Trp Met Cys Pro Pro
1 5 S 10 15

GTn Gly Trp val 7
20

<210> 331

<211> 20 -
<212> PRT 4
<213> Artificial Sequenc

<220> o
<223> Description gf_ArtiFicjal Sequence: Synthertic
Myostatin Bihding Peptide

<400> 331 P
Ala Asp Thr Gln Gly His Cys Thr Arg Trp Pro Trp Met Cys Pro Pro
1 /5 10 15

GIn His T Phe
20

<210>/332
<2114 20
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<212> PRT
<213> Artificial sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 332

ser Gly Pro GIn Gly His Cys Thr Arg Tgp Pro Trp Met Cys Ala pro
1 5 1 15

Gln Gly Trp Phe
20

<210> 333 e
<211> 20 7
<212> PRT i
<213> Artificial Ssequence S

4
<220> i
<223> bescription of Artificial Seguence: Synthetic 7

Myostatin Binding Peptide //
<400> 333
Thr Leu val Gln Gly His Cys Thr Arg Trp Pro Trp Met Cys Pro Pro
1 5 10 Ve 15
/

Gln Arg Trp val ////
20

<210~ 334 e
<211> 20 :
<2125 PRT /
<213> artificial Sequence y

<220>
<223> pescription of Artificial qubence synthetic
Myostatin Binding Peptide
<400> 334 /
E?y Met Ala His §1y Lys Cys Thr Arg Trp Ala Trp Met Cys Pro Pro
10 15

/

Glin Ser Trp LysS

20 /
<210> 335 /
<211> 26 ,
<212> PRT /
<213> Artificial SEquence
<220> «/

«223> Descr1ptnon of Artificial Sequence: synthetic
Myostap1n Binding Peptide

<400> 335 /
Gliu Leu Tyr His §1y Gin Cys Thr Arg lgp Pro Trp Met Cys Pro Pro
15
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<210> 336

<211> 20

<212> PRT

<213> Artificial Seguence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 336
val Ala Asp His Gly His Cys Thr Arg Trp Pro Trp Met Cys Pro Pro
i3 5 10 15

GIn Gly Trp Gly /
20

<210> 337 /
<211> 20 7
<212> PRT /
<21%> Artificial Sequence i

<220>
<223> bescription of Artificial Sequence: Synthet1¢
Myostatin Binding Peptide /

/
<400=> 337 _

Pro Glu Ser GIn Gly His Cys Thr Arg Trp Pro Tpp Met Cys Pro Pro
1 B 10 / 15

Gln Gly Trp Gly e
20

<210> 338 S/

<211> 20 //

<212> PRT ;

<213> Artificial Sequence 4

<220> yd ‘

<223> Description of ArtiTicial Sequence: 3ynthetic
Myostatin Binding Peptiﬁe

<400> 338 /
Ile Pro Ala His Gly His Cys Thr Arg Trp Pro Trp Met Cys Pro Pro

1 5 . 10 15

Gln Arg Trp Arg
20

s
yd

<210> 339 /

<211> 20 //

<212> PRT

<213> Art1f191a1 Seguence
<220> /

<223> pesgription of Artificial Sequence: Synthetic
Mydstatin Binding Peptide

<400>

39
phe Thr val His Gly His Cys Thr Arg Trp Pro Trp Met Cys Pro Pro
5 10 15
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Tyr Gly Trp val
20

<210> 340

<211> 20

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Seguence: synthetic
Myostatin Binding Peptide

<400> 340 /
Pro Asp Phe Pro Gly His Cys Thr Arg Trp Arg Trp Met Cys Pro Pyo
1 5 10 15/

Gin Gly Trp Glu /
20

<210> 341 7
211> 20 /
<212> PRT /
<213> Artificial sequence /

<220>
<223> Description of Artificial Sequence: Sytyﬁgtic
myostatin Binding Peptide

s

<400> 341 /
Gln Leu Trp Gln §1y Pro Cys Thr &In Trp Pro Trp Met Cys Pro Pro
i 10 15

Lys Gly Arg Tyr S
20

<210> 342

<21l> 20 F4

<212> PRT s

<213> artificial sequence /

<220> d

<223> Description of Art1fﬁc1a1 Seguence: Synthetic
Myostatin B1nd1ng Pept1de

<400> 342
His Ala Asn Asp g]y H1s Cys Thr Arg Trp GlIn Trp Met Cys Pro Pro
1 10 15

// '
7

GIn Trp Gly Gly /"

20/
<210> 343
<21l> 20

<212> PRT
<213> Arxificial Seguence

<220>
<223>/ Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide
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<400> 343
Glu Thr Asp His Gly Leu Cys Thr Arg Trp Pro Trp Met Cys Pro Pro
1 5 10 15

Tyr Gly Ala Arg
20

<210> 344
<211> 20
<212> PRT
<213> Artificial Sequence )
<220> y
<223> Description of Artificial Sequence: synthetic /
Myostatin Binding Peptide /
<400> 344 /
Gly Thr Trp Gln Gly Leu Cys Thr Arg Trp Pro Trp Met Cys Pro Pro
1 5 10 A5
//
Gln Gly Trp Gln 7
20 S
/
/
<210> 345 /
<211> 20
<212> PRT
<213> Artificial sequence
<220> //
<223> Description of Artificial Sequence /Synthet1c
Myostatin Binding Peptide /
<400> 345 /
val Ala Thr ¢In Gly GIn Cys Thr Arg 7Tp Pro Trp Met Cys Pro Pro
1 5 15
/
,'/
Gln Gly Trp Gly /
20 4
i
/'/
<210> 346 Vi
<211i> 20 /
<212> PRT 7
<213> Artificial Sequence
<220>
<223> Description of Art1f1c1a1 Seguence; Synthetic
Myostatin B1nd1ng Peptide
s
<400> 346 /
val Ata Thr Gin GWy GIn Cys Thr Arg Trp Pro Trp Met Cys Pro Pro

1 /5 10 15

GIn Arg Trp/éWy
20

<212>/PRT
<2134 Artificial Seguence
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<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 347

Gln Arg Glu Trp Tyr Pro Cys Tyr Gly %éy His Leu Trp Cys Tyr Asp
1 b) 15

Leu His Lys Ala

20

<210> 348 5
<211> 20 /
<212> PRT ) s
<213> Artificial sequence /
<2 2 0> “‘/"
<223> Description of Artificial Sequence: Synthetic r

Myostatin Binding Peptide /
<400> 348 //

Ile ser Ala Trp Tyr Ser Cys Tyr Ala Gly His Phe Trp Cys Trp Asp
1 5 10 15

S/
Leu Lys GTn Lys A
20 ///
//
<210> 349 s
<211> 20 /
<212> PRT /
<213> Artificial Seguence /ﬁ
<220> /

<223> Description of Artificial Sequence Synthetic
Myostatin Binding Peptide //

Vi
<400> 349
Trp Thr Gly Trp Tyr Gln Cys Tyr G1y G]y His Leu Trp Cys Tyr ASp
1 5

Leu Arg Arg Lys
20

<210> 350

<211> 20

<212> PRT '

<213> Artificial Sequence
ra

<220> 4

<223> Description of Artificial Seguence: Synthetic
Myostatin/81nd1ng Peptide

<400> 350

Lys Thr PhefTrp Tyr Pro Cys Tyr Asp ggy His Phe Trp Cys Tyr Asn
1 5 15

Leu Lys/Ser Ser
20

/
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<210> 351
<211> 20
<212> PRT
<213> Artificial Seguence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 351
Glu Ser Arg Trp Tyr Pro Cvs Tyr Glu Géy His Leu Trp Cys Phe Asp
1 5 1 15

Leu Thr G¢Tu Thr S
20 /

J/
<210> 352 S
<211> 10 i
<212> PRT /
<213> Artificial Sequence /
<220> //

<223> Description of Artificial Sequence: Synthetic /
Myostatin Binding Peptide ’
s

rd
&

y

<220> /

<221> MOD_RES

<222> (2)..(3)

<223> Any neutral hydrophobic, neutral polaror
basic amino acid //

<220> ,/

<221> MOD_RES /

<222> (5)..(%) /

<223> Any neutral hydrophobic, neutra}’polar or
basic amino acid

<400> 352 //
Cys Xaa Xaa Trp Xaa Trp Met Cys Pro Pro
1 5 / 0

<210> 353 /
<211> 10 ,
<212> PRT A
<213> Artificial Sequence,’

<220> s
<223> bescription of Artificial Sequence: Synthetic
Myostatin Binding Peptide

s

<220> 7
<221> MOD_RES  /
<222> (2)..(2) 7
<223> Thr, Ile‘or Arg

<220> ‘

<221> MOD_RES

<222 (L. (D)

<223> Arg, Ser or Gln

<220>
<221 MOD_RES
<22 (5..(5

s
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<223> Pro, Arg or GlIn

<400> 353
Cys Xaa Xaa Trp Xaa Trp Met Cys Pro Pro
i 5 10

<210> 354

<211> 20

<212> PRT

<213> Artificial sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding peptide

<220> //
<221> MOD_RES S
<222> (1)..(L /
<223> Absent or any amino acid /

/
<220> Ve
<2Z21> MOD_RES S
<222> (2)..(3) : s

<223> Absent or a neutral hydrophobic, neutral polap or acidic
amino acid Y

<220> ' /

<221> MOD_RES
<222> (4)..(4)
<223> Absent or any amino acid /

<220> 7

<221> MOD_RES 4

<222> (5)..(%)

<223> Absent or a neutral hydrophohic, ﬁeutra? polar or acidic
amino acid /

<220> /

<221> MOD_RES /

<222> (6)..(&) ’

<223> Absent or a neutral hydrophobﬁc, neutral polar or basic
amino acid ;

<220> 7
<221> MOD_RES S

<222> (8)..(3) 7

<223> Any neutral hydrophobic, neutral polar or basic amino acid

<220>

<2721> MOD_RES

<222> (11)..(11 ’

<223> Any neutral hydrophobwc, neutral polar or basic amino acid
<220> Ve

<221> MOD_RES '

<222> (17)..Q20)

<223> Any aming acid

<400> 354 /

Xaa Xaa Xag Xaa Xaa Xaa Cys Xaa Xaa zgp Xaa Trp Met Cys igo Pro
1 5

Xaa Xaa Xaa Xaa

//' 20
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<210> 355

<211> 20

<2172> PRT

<213> Artificial Seguence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<220>

<221> MOD_RES

222> (..

<223> Absent or any amino acid

<220> s
<221> MOD_RES 7
<222> (2)..(3) i
<223> Absent or a neutral hydrophobic, neutral polar or acidic.
amino acid '

<220> /
<221> MOD_RES 7
<222> (4)..(4) s
<223> Absent or any amino acid S

<220> /

<221> MOD_RES 4

<222> (5)..(5)

<223> Absent or a neutral hydrophobic, neutral’polar or acidic
amino acid /

<220> //

W

<221> MOD_RES Vi

<222> (6)..(8) . /

<223> Absent or a neutral hydrophobwc,/éeutra1 polar or basic
amino acid /

//
<220> //
<221> MOD_RES /
<222> (8)..(8) /
<223> Thr, Ile or Arg S

7/
<220> s
<221> MOD_RES rd
<222> (8)..(® e
<223> Arg, Ser or Gln /
<220> ,

<221> MOD_RES
<222> (11)..(11) .
<223> Pro, Arg or G?nf

<220> s
<221> MOD_RES /
<222> (17)..C020)
<223> Any amino/acid

<400> 355
Xaa Xaa Xaa /Xaa Xaa Xaa Cys Xaa Xaa Trp Xaa Trp Met Cys Pro Pro
1 5 10 5

Xaa Xaa/ Xaa Xaa

20
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<210> 356
<211> 7
<212> PRT
<213> Artificial Seguence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<220>

<221> MOD_RES

<222> (3)..(3>

<223> Pro, Ser or Tyr

<220> 7
<221> MOD_RES e
<222> (4)..(4) //
<223> Cys or Gln s

<220> /!
<221> MOD_RES S
<222> (6)..(6) /
<223> Gly or His 7

<400> 356 s
Trp Tyr Xaa Xaa Tyr Xaa Gly /
i 5

<210> 357
<211> 22

<212> PRT 4
<213> Artificial Sequence /

<220>
<223> Description of Artificial Sequenqé synthetic
Myostatin Binding Peptide /

<400> 357 /
Arg Met Glu Met Leu Glu Ser Leu Lgy/g1u Leu Leu Lys Glu Ile val
1 5 S 10 15

Pro Met Ser Lys Ala Gly a
20

<210> 358

<211> 22

<212> PBRT !
<213> Artificial Sequence

<220> ‘
<223> Description of Artificial sequence: synthetic
Myostatin Bﬁnd1ng Peptide
<400> 358 /!
Arg Met Glu Meﬁ Leu Glu Ser Leu Leu Giu Leu Leu Lys Glu Ile val
1 S5 10 15
//‘
Pro Met Sgr Lys Ala Arg
20

<2105 359
<21)> 22
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<212> PRT
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin BRinding Peptide

<400> 359
Arg Met Glu Met Leu Glu Ser Leu Leu Glu Leu Leu Lys Asp Ile val
1 5 15

Pro Met Ser Lys Pro Ser
20

<210> 360 /

<211> 22 //
<Z1Z2> PRT y
«213> Artificial Sequence e

/
<220> o Ve
<223> Description of Artificial Seguence: Synthetic s

Myostatin Binding Peptide /
<400> 360 /
Gly Met Glu Met Leu Glu Ser Leu Phe Glu Leu Leu Glp Glu ITe val
1 5 10 15
Pro Met Ser Lys Ala Pro ////
20
Vi
;‘/
<210> 361 Ve
211> 22 !
<212> PRT /
<213> Artificial sequence Ve
<220> o // .
<223> Description of Artificial Sggﬁence: synthetic
Myostatin Binding Peptide /

<400> 361 /
Arg Met Glu Met Leu Glu Ser Lsu Leu Glu Leu Leu Lys Asp Ile val
1 5 1 15

K
I

Pro Ile Ser Asn Pro Pro

20
<210> 362
<211> 22 .
<212> PRT /
<213> Artificial Sequence
<220> /

<223> Description of Artificial Sequence: synthetic
Myostatin Binding Peptide

15

Page B7




26324PCT_CRF_sequencelisting

<210> 363

<211> 22

<212> PRT

<213> artificial sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 363
Arg Met Glu Met Leu GIn Ser Leu Leu GTu Leu Leu Lys Asp ITe val
1 3 15

Pro Met Ser Asn Ala Arg 7

<210> 364 /
<211> 22 /
<212> PRT /
<213> Artificial seguence Vs

<220> . L s
<223> Description of Artificial Seguence: Synthetig
Myostatin Binding Peptide
/

<400> 364
Arg Met Glu Met Leu Glu Ser Leu Leu Glu Leu Leli Lys Glu 1le val
1 5

10 15
.;//

Pro Thr Ser Asn Gly Thr e

- 20 /

/
//

<210> 365 /
<211> 22 /
<212> PRT /

<213> Artificial sequence

<220> o S ]

<223> Description of Artificial Seqguence: Synthetic
Myostatin Binding Peptide

<400> 365 /’
Arg Met Glu Met Leu Glu Ser Leu Phe %éu Leu Leu Lys Glu Ile val
1 5 A 15

Pro Met Ser L%s ala Gly
2 S

tf‘
S/

<210> 366 /
<211> 22 <

<212> PRT /
<213> Artifigial sequence

/

<Z220>
<223> Desg¢ription of Artificial Sequence: Synthetic
Mydstatin Binding Peptide

<400> 366

Arg Mét Glu Met Leu Gly Ser Leu Leu Glu Leu Leu Lys Glu Ile val

1 5 10 15
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Pro Met Ser Lys Ala Arg
20

<210> 367

<211> 22

<212> PRT

<213> Artificial sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 367 '
Gln Met Glu Leu Leu Asp Ser Leu Phe Glu Leu teu Lys Glu Ile yg?
1 5 10 15 7

Pro Lys Ser GlIn Pro Ala s
20

<210> 368 /
<211> 22 Vs
<212> PRT 7
<213> Artificial seqguence /

<220> .
<223> Description of Artificial Sequence: Synyhetic

Myostatin Binding Peptide y
<400> 368 /

Arg Met Glu Met Leu ASp Ser Leu teu Glu Leu Leu Lys Giu Ile val
1 5 10 / 15

Pro Met Ser Asn Ala Arg J

20 /

<210> 369 Ve
<21i> 22 /
<212> PRT iy
<213> Artificial sequence  /

<Z220> 4
<223> Description of Art1f1c1a1 Sequence: Synthetic
Myostatin B1nd1ng Pept1de

<400> 369
Arg Met Glu Met Leu Gﬂu Ser Leu Leu Glu Leu Leu His Glu ITe val
i 5

i /
./‘

Pro Met Ser Gln Aﬁa Gly
20

s
4

<210> 370/
211> 22

<213> Aryificial sequence

Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide
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<4(30> 370

Gin Met Glu Met lLeu Glu Ser Leu Leu GIn Leu Leu Lys Glu Ile val
1 5 15

Pro Met Ser Lys Ala Ser
20

<210> 371
<211> 22
<212> PRT
<213> Artificial Sequence
<220>
<223> Description of Artificial Sequence: Synthetic /
Myostatin Binding Peptide s
<400> 371 /
Arg Met Glu Met Leu Asp Ser Leu Leu Glu Leu Leu Lys Asp Met val
1 5 A5
Y
1‘/
Pro Met Thr Thr Gly Ala /
20 Va
i
//
<230> 372 /
<211> 22 //
<212> PRT
<213> Artificial Sequence //
<220> /
<223> Description of Artificial Sequence /Synthetwc
Myostatin Binding Peptide /
<400> 372 4
Arg Ile Glu Met Leu Glu Ser Leu Leu gfu Leu Leu Lys Asp Met val
1 5 //10 15
.‘/
Pro Met Ala Asn Ala Ser /
7
K g
< /J
<210> 373 A
<211> 22 /
<212> PRT /
<213> Artificial Sequence
<220>
<223> Description of Art1f1c1a1 Seguence: Synthetic
Myostatin Bindﬁng Peptide
<400> 373 e
Arg Met Glu Met Meu Glu Ser Leu Leu GlIn Leu Leu Asn Glu Ile val

1 /5 10

Pro Met Ser Arg Ala Arg
© 20

<210> 374
<211> 22
<212>/ PRT
<2134 artiticial seguence
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<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 374
Arg Met Glu Met Leu Glu Ser Leu Phe Asp Leu Leu Lys Glu Leu val
1 5 10 15

Pro Met Ser L%s Gly val
2

<210> 375

<211 22 ’
<212> PRT //
<213> Artificial segquence

<220> s

<223> Description of Artificial Sequence: Synthetic /
Myostatin Binding Peptide 5

<400> 375 /

Arg Ile Glu Met Leu Glu Ser Leu Leu Glu Leu Leu LyS Asp Ile val

1 5 15

Pro I'le GlIn Lys ala Arg /
20

<210> 376 /
<211> 22 /
<212> PRT e
<213> Artificial Sequence /

<220>
<223> bescription of Artificial Sequeﬁce Synthetic
Myostatin Binding Peptide //

<400> 376 /
Arg Met Glu Leu Leu Glu Ser Leu Phe Glu Leu Leu Lys Asp Met val
1 5 /10 15
A
z/‘.
Pro Met Ser Asp Ser Ser

20 P
<210> 377
<211> 27
<Z12> PRT
<213> Artificial Sequence
<2205

<223> Descrxpt1on of Artificial sequence: synthetic
Myostatﬁn B1nd1ng Peptide

<400> 377 ;
Arg Met G1u/ﬁet i.eu Glu Ser Leu teu %gu val Leu GTIn Glu ITe val
i 5

Pro Arg Ala E%s Gly Ala

7

/
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<210> 378
<211> 22
<Z212> PRT
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 378
Arg Met Glu Met Leu Asp Ser Leu teu Gln Leu Leu Asn Giu Ile val
1 5 10 15
Pro Met Ser His Ala Arg o

20 /_/-

r//
<210> 379 7
<211> 22 S
<212> PRT /
<213> Artificial Sequence ya
<220> o ' /
<223> Description of Artificial Sequence: Synthetic /
Myostatin Binding Peptide 7
s

<400> 379 S

Arg Met Glu Met Leu Glu Ser Leu Leu Glu Leu Leu E&s Asp Ile val
1 5 10 15

Pro Met Ser Asn Ala Gly e
20

<210> 380 B
<211> 22 /
<212> PRT /
<213> Artificial Sequence /

<220> o o s
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide/
/

<400> 380 S
Arg Met Giu Met Leu Gin S@ﬁ/Leu Phe Glu Leu Leu Lvs Gly met val
1 5 / 15

pro Ite Ser Lys Ala Gly~
20 /

<210> 381 ya
<211> 22 i

<212> PRT

<213> Artificial Sequence

<220> S
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

Glu Met Leu Glu Ser Leu teu Glu Leu Leu Lys Glu ITe val
1 J 5 10 15
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Prc Asn Ser Thr Ala Ala

<210> 382

<211> 22

<212> PRT

<213> Artificial Seguence

<220>
<223> Description of Artificial Sequence: Synthetic
Mycstatin Binding Peptide

<400> 382
Arg Met Glu Met Leu Gln Ser Leu Leu Glu Leu Leu Lys Glu Ile val .
1 5 10 i5 /
//-’
Pro Ile Ser Lys Ala Gly e
20 7
.‘/
<210> 383 /
<211> 22 s
<212> PRT Ve
<213> Artificial Seguence S
).
<220> i
<223> pescription of Artificial Sequence: synthetic
Myostatin Binding Peptide
<400> 383
Arg Ile Glu Met Leu Asp Ser Leu Leu Glu Leuieu Asn Glu Leu val
1 5 10/ 15
///
Pro Met Ser Lys Ala Arg /
20 /t‘
/'/
<210> 384 S/
<211> 22 S
<212> PRT /
<213> Artificial sequence 4
,/
<220> 4
<223> Description of Artifig¢ial Sequence: Synthetic
Myostatin Binding Peptide
<400> 384
Gln val Glu Ser Leu GIn‘GlIn Leu Leu Met Trp Leu Asp Gln Lys Leu
1 5 K 10 15

aAla ser Gly Pro G?ijIy
20
.//
<210> 385 Ve
<211> 22

<212> PRT
<213> Artificial Sequence

<220> o )
<223> Deéscription of Artificial Sequence: Synthetic

yostatin Binding Peptide

<4opf 385
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Arg Met Glu Leu Leu Glu Ser Leu Phe Glu Leu Leu Lys Glu Met val
1 5 10 15

Pro Arg Ser Lys Ala val

20
<210> 386
<211> 22
<212> PRT
<213> Artificial Sequence
<220>

<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 386 /
Gin Ala val Ser Leu GIn His Leu Leu Met Trp Leu Asp GIn Lys/ Leu
1 5 10 15/ :

Ala Ser Gly Pro G1n His /
20

<210> 387 /
211> 22 /
<212> PRT /
<213> Artificial Seguence

<220>
<223> Description of Artificial Sequence: §yhthetic
Myostatin Binding Peptide .

/j

<400> 387 /
Asp Glu Asp Ser Leu Gln GIn Leu Leu Met' Trp Leu Asp Gln Lys Leu
1 5 10 15
/
Ala ser Gly Pro Gln Leu ///
2 O i /'
) '/’/
<210> 388 e
<211> 22 7
<212> PRT v
<213> Artificial sequence /
<220> |

<223> Descripﬁion.of‘Anﬁific1a1 seguence: Synthetic
Myostatin B1nd1ng Paptide

<400> 388 g
Pro val Ala ser Ley G1n Gln Leu Leu Ige Trp Leu Asp Gln Lys Leu
1 57 1 15

s
/

Ala GIn Gly Pnleis Ala

20

<210> 389/f

<211> 22

<Z212> PRT

<213> Artificial Sequence

<22
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<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 389
Glu val aAsp Glu %eu GIn GIn Leu Leu ASn Trp Leu Asp His Lys Leu
1 10 15

Ala Ser Gly Pro Leu Gln
20

<210> 390
<211> 22
<212> PRT S
<213> Artificial sequence /!

<220> . /
<223> Description of Artificial Sequence: Synthetic /
Myostatin Binding Peptide ;

Y
<400> 390 i
Asp val Glu Ser Leu Glu Gin Leu Leu Met Trp Leu Asp HW5/G1n Leu
1 5 10 /15

Vs
s

Ala Ser Gly Pro His Gly /
20

<210> 391 ////
<211> 22

<212> PRT /
<213> Artificial Sequence /

<220> o o /
<223> Description of Artificial Sequen;e: Synthetic
Myostatin Binding Peptide

<400> 391
Gln val Asp ser Leu GIn GIn val Leu/Leu Trp Leu Glu His Lys Leu
1 5 10 15

/

/

Ala Leu Gly Pro Gin val Ve
20

<210> 392

<211> 22

<212> PRT :
<213> Artificial Sequence

<220> '
<223> bescription OF artificial Sequence: Synthetic
Myostatin B]ﬂd]ﬂg Peptide

/
<400> 392 7
Gly Asp Glu Sef Leu Gln His Leu Leu Met Trp Leu Glu GIn Lys Leu
1 S5 10 15
/-
S

Ala Leu GYy Pro His Gly
20

<210>" 393
<21)% 22
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<212> PRT
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 393
Gin Ile Glu Met Leu Glu Ser Leu Leu Asp Leu Leu Arg Asp Met val
1 5 10 15

Pro Met Ser Asn Ala Phe

<210> 39%4 7
<211> 22 /
<212> PRT /

<213> Artificial Sequence

<Z220>
<223> Description of Artificial Sequence: Synthetic /
Myostatin Binding Peptide Vs

>
d

<400> 394 s
Glu val Asp Ser Leu Gln GIn Leu Leu Met Trp Leu Asp GIn Lys Leu
1 5 10 /)3 15

/

Ala ser Gly Pro Gin Ala ////
20

<210> 385 rd
<211> 22 /f
<212> PRT

<213> Artificial sequence /

<Z220>
<223> Description of Artificial Seqbence Synthetic
Myostatin Binding Peptide /

I
s

<400> 395 s
Glu Asp Glu Ser Leu Gin GIn Lel Leu Ile Tyr Leu Asp Lys Met Leu
1 5 // 10 15

Ser Ser Gly Pro Gln val
20

<210> 396
<21i> 22
<212> PRT
<213> Artificial SEquence

/
<220> !
<223> Descr?pt{on of Artificial Sequence: Synthetic

Myosta§1n ginding Peptide

/
<400> 396

Ala Met Agp GlIn Leuw His Gln Leu Leu Iée Trp Leu Asp His Lys Leu
1 5 1 15

Ala r Gly Pro GIn Ala
20
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<210> 397

<211> 22

<212> PRT

<213> artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 397
Arg Ile Glu Met lLeu Glu Ser Leu Leu Glu Leu Leu Asp Glu Ile Ala
1 3 10 15
Leu Ile Pro Lys Ala Trp //
2 O ) i
;’/" f
<210> 398 7
<211> 22 7
<212> PRT /
<213> Artificial Sequence //
<220> /
<223> pescription of Artificial Sequence: Synthetig
Myostatin Binding Peptide /

¢

<400> 398 .
Gtu val val Ser Leu Gin His Leu Leu Met Trp Ledl Glu His Lys Leu
1 5 10 15

d

Ala Ser Gly ;go Asp Gly e

<210> 399 S
<211> 22 //
<212> PRT /
<213> artificial Sequence S
<Z220> /

<223> Description of Art1f1c1aﬁ Sequence: synthetic

Myostatin Binding Peptlde

<400> 399 ”
Gly Giy Glu Ser Leu Gln G]n Lheu feld Met Trp Leu Asp GlIn Gin Leu
1 5 ) 10 15

Ala ser Gly Pro Gln Aﬁg
20 ’

£

<210> 400 S

<211> 22 L

<212> PRT e

<213> Art1f1g1a1 Sequence
<220> i

<223> Desgription of Artificial Sequence: Synthetic
Mygstatin Binding pPeptide

<400> 400
Gly val Glu Ser Leu GIn GIn Leu Leu Ile Phe Leu Asp His Met Leu
1 5 10 15
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val ser Gly Pro His Asp

20
<210> 401
«<211> 22
<212> PRT
<213> Artificial Sequence
<220>

<223> pescription of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 401 /
Asn val Glu Ser Leu Glu His Leu Met Met Trp Leu Glu Arg Leu L f
1 5 10 15
Ala Ser Gly pPro Tyr Ala //
20 /
Ve
<210> 402 s
<211> 22 /
<212> PRT . 7
<213> Artificial Sequence /
K
<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide )
<400> 402 /
Gin val Asp Ser Leu Gin GIn Leu Leu Ile Tﬁb Leu Asp His Gln Leu
1 5 10 ; 15
/
/
Ala Sser Gly Pro Lys Arg /
20 /
.//
<210> 403 /
<211> 22 7
<212> PRT /
<213> Artificial sequence  /
<220> e
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding;#eptade
<400> 403 '
Glu val Glu Ser Leu Gin Gin Leu Leu Mgt Trp Leu Glu His Lys Leu
1 5 7 1 15

3 /
r

Ala GIn Gly ggo/ﬂ1n Gly

210> 404

<211> 22

<212> PRT,

<213> Artificial Seduence

<220>

<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide
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<400> 404
Glu val Asp Ser Leu Gin GIn Leu Leu Met Trp Leu Asp GIn Lys Leu
1 5 10 15

Ala Ser Gly pro His Ala
20

<210> 405
<211> 22
<212> PRT
<213> Artificial Seguence
<220> /
<223> Description of Artificial Sequence: Synthetic e
myostatin Binding Peptide /
<400> 405 4
Glu val Asp Ser Leu GIn G1n Leu Leu Met Trp Leu Asp Gin G)ﬂ Leu
1 5 10 A5
/
.l/
Ala ser Gly Pro Gln Lys /
2 0 //'
i

/
<210> 406 7/
<211> 22
<212> PRT
<213> Artificial Sequence
<220> /
<223> Description of Artificial Sequence: Synthetic

Myostatin Binding Peptide /
<400> 406 S
Gly val Glu Gln Leu Pro Gln Leu Leu Met Trp Leu Glu GlIn Lys teu
1 5 15
/
Ala ser Gly Pro GIn Arg /
20 /

<210> 407 e
<211> 22 i
<212> PRT A

<213> Artificial Sequence

<220> ;
<223> Descriptrion 0F,Artificia1 Sequence: Synthetic
Myostatin Binding Peptide
<400> 407 /
Gly Glu Asp Ser xeu GIn GIn Leu Leu Met Trp Leu Asp Gin Gln Leu
1 5 19 15

/

,-/

Ala Ala Giy/Pro Gln val

720
<210>
<211>
<212> PRT
<213 Artificial Sequence
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<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 408

Ala Asp Asp Ser Leu Gin GIn Leu Leu Met Trp Leu AsSp Arg Lys Leu
1 5 10 15

Ala ser Gly Pro His val
20

<210> 409 I
<211> 22 e
<212> PRT
<213> Artificial seguence yd
<220> //
<223> Description of Artificial Sequence: synthetic /
Myostatin Binding Peptide 7
/
<400> 409 /
Pro val Asp Ser Leu GIn GIn Leu Leu Ile Trp Leu Asp G@n Lys Leu
1 5 10 /15
r

/

Ala Ser Gly Pro GIn Gly e
20 /
/
<210> 410 /
<211> 22 ' S
<212> PRT Ve
<213> Artificial Sequence //
<220> /
<223> Description of Artificial sequence: Synthetic
Myostatin Binding Peptide //

<400> 410 /
Asp Trp Arg Ala Thr Leu Leu Lys G?u Phe Trp GIn Leu val GTu Gly
1 5 10 15

./
/'/ .
Leu Gly Asp ésn Leu val
0

<210> 411
<211i> 22
<212> PRT 7
<213> Artificial Sequence
Ve
<220> s
<223> Descr1pt1gﬂ of Artificial Sequence: synthetic
Myostat1nf81nd1ng Peptide

<400> 411

Gln ser Arg/A1a Thr Leu Leu Lys Glu Phe Trp Gin Leu val Glu Gly
1 5 10 15

Leu Gly/ Asp Lys Gin Ala
20

/
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<210> 412
<211> 22
<212> PRT
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 412
Asp Gily Arg Ala ghr Leu Leu Thr Glu Phe Trp GIn Leu val Gln Gly
1 10 15

Leu Gly GIn Lys Glu Ala
20

<210> 413 /
<211> 22 7
<212> PRT /
<213> Artificial Seqguence P

<220> o ) ] /
<223> Description of Artificial Sequence: Synthetic /
Myostatin Binding Peptide A

y
<400> 413

Leu Ala Arg Ala Ehr Leu Leu Lys Glu gge Trp Gln Kéu val Glu Gly
1 15

Leu Gly Glu 555 val val 7

<210> 414 /
<211> 22 //
<212> PRT /(
<213> Artificial sequence 7

<220> ;
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Pept1dg/

<400> 414 /
Gly Ser Arg Asp Thr teuy Leu Ays Glu Phe Trp GIn Leu val val Gly
1 5 7 i0 15

Leu Gly Asp ggt Gln Thth

<210> 415 i

<211> 22 S

<212> PRT Vi

<213> Artifici@? Seqguence
<220> f

o e s .
<223> Description of Artificial Sequence: Synthetic
Myosratin Binding Peptide

<400> 4
Asp AiﬁfArg Ala Thr Leu Leu Lys Glu Phe Trp Gln Leu val Asp ala
10

/// 15
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Tyr Gly Asp Arg Met val
20

<210> 416

<211> 22

<212> PRT

<213> Artificial seguence

<220>
<223> pescription of Artificial sequence: Synthetic
Myostatin Binding Peptide

<400> 416
Asn Asp Arg Ala Gin Leu Leu Arg Asp Phe Trp Gln Leu val Asp Gly ./
1 5 10 15 4

Leu Gly val Lys Ser Trp e
20

<210> 417 /
<211> 22 /.
<212> PRT /
<213> Artificial Sequence /

<220> //
<223> Description of artificial Sequence: Synthetic
Myostatin Binding Peptide ///9t

<400> 417 )
Gly val Arg Glu Thr Leu teu Tyr Glu Leu Tre/Tyr Leu teu Lys Gly
1 5 10 : 15

Leu Gly Ala Asn GIn Gly //
20 /s

/

/
<210> 418 S/
<211> 22 ¢
<212> PRT s
<213> Artificial Sequence 4

/

<220>

<223> Description of Art1f1c1a1 Seqguence: Synthetic
Myostatin Binding Pept1de

<400> 418 '
Gln Ala Arg Ala Ehr Leu Leu Lys Glu Pge Cys Gin Leu val Gly Cys
1 . 1 15

GIn Gly Asp Lys LeufSer
20 7

//
<210> 419 4
<211> 22 K
<212> PRT

<213> Artificial sequence

<220>
<223> Déscription of Artificial Sequence: Synthetic
vostatin Binding peptide

<4094/419
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Gln Glu Arg Ala Thr Leu Leu Lys Glu Phe Trp GIn Leu val Ala Gly
1 5 10 15

Leu Gly GIn Asn Met Arg
20

<210> 420
<211> 22
<212> PRT
<213> Artificial Sequence
«220>
<223> Description of Artificial Sequence: synthetic i
Myostatin Binding Peptide V4

<400> 420 /
Ser Gly Arg Ala Thr Leu Leu Lys Glu Phe Trp G¢In Leu val G1n’G1y
1 5 10 15/

f/'

/
Leu Gly Glu Tyr Arg Trp 7

20 g
S
/
<210> 421 7
<211> 22 /
<212> PRT !
<213> Artificial Sequence
<220> )
<223> pescription of Artificial Sequence: %yhthetic
Myostatin Binding Peptide /
<400> 421
Thr Met Arg Ala Thr Leu Leu Lys Glu Phg/Trp Leu Phe val Asp Gly
1 5 /p 15
GIn Arg Glu Met GIn Trp //
20 ’/"-
r’/‘//

<210> 422 S/
<211> 22 /
<212> PRT 7
<213> Artificial Sequence /
<220> '

<223> pescription of Anﬁ%fic@ai Seguence: Synthetic
Myostatin B1nding Peptide

<400> 422 g
Gly Glu Arg Ala ghr Leu teu Asn Asp Phe Trp Gin Leu val Asp Gly
1 10 15

I/ r
Gln Gly Asp Ash Thr Gly
20
/

<210>

<211>

<212>

<213> Artificial Sequence
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<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 423
Asp Glu Arg Glu Thr Leu Leu Lys Glu Phe Trp Gln Leu val His Gly
1 5 10 15

Trp Gly Asp %sn val Ala
0

<210> 424
<211> 22
<212> PRT 4
<213> Artificial Sequence S/
<220> /
<223> Pescription of Artificial Seguence: synthetic /

Myastatin Binding Peptide //

y
<400> 424 /
Gly Gly Arg Ala Thr Leu Leu Lys Glu Leu Trp GIn Leu Leu/Glu Gly
1 5 10 / 15
Gin Gly Ala Asn teu val ,/
20 /
/

<210> 425 ////
«211> 22
<212> PRT /
<213> artificial Sequence Ve
<220> 4
<223> Description of Artificial Sequence Synthetic

Myostatin Binding Peptide /
<400> 425 4
Thr Ala Arg Ala Thr Leu teu Asn Gl Leu val G1n Leu val Lys Gly
1 5 /10 15

r'/-)/
Tyr Gly Asp Lys Leu val /
20 s
/X

<210> 426 s
<211> 22 o
<212> PRT :
<213> Artificial Sequence
«220> 4
<223> Description oF Artificial Sequence: Synthetic

Myostatin Byhdxng Peptide
<400> 426 /
Gly Met Arg A?a Thr Leu teu GIn Glu Phe Trp GIn Leu val Gly Gly
1 S s 10 15

/

Gln Gly Agp gsn Trp Met
0

<210>" 427
<21¥s 22
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<212> PRT
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 427
ser Thr Arg Ala Thr Leu Leu Asn ASp Leu Trp GIn Leu Met Lys Gly
1 5 10 15

Trp Ala Glu Asp Arg Gly
20

<210> 428 /
<21l> 22 /
<212> PRT i
<213> Artificial Sequence Vs

<220> s
<223> Description of Artificial Sequence: Synthetic /
Myostatin Binding Peptide /

<400> 428
ger Glu Arg Ala ghr Leu Leu Lys Glu Leu Trp GIn Leﬂ val Gly Gly
10 15

'/‘

Trp Gly Asp Agn Phe Gly
2

<210> 429 e
<211> 22 4
<212> PRT /
<213> Artificial Sequence /

<220>
<223> bescription of Artificial Segﬁence synthetic
Myostatin Binding Peptide .
//

<400> 429 /
val Gly Arg Ala Thr Leu Leu Lys Glu Pge Trp Gin Leu val Glu Gly
i 5 1 15

f
K

Leu val Gly GIn Ser Arg
20

<210> 430

<211> 22

<212> PRT /
<213> Artificial Sequence
<220> /

<223> Descrtpt#on of artificial sequence: Synthetic
Myostatnn Binding Peptide

e
<400> 430 /
Glu Ile Apg Ala Thr Leu Leu Lys Glu Phe Trp Gln Leu val Asp Glu
1 5 10 15

Trp/ﬁrg Glu g%n Pro Asn
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<210> 431

<211> 22

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 431
Gln Leu Arg Ala Thr Leu Leu Lys Glu zge Leu GIn Leu Val His Gly
1 5 15

Leu Gly Glu Ehr Asp Ser ‘ /
0

<210> 432 /f
<211> 22 i
<212> PRT /
<213> Artificial Sequence /

< 2 2 O> 1] 2 - ] 2l L] 4’//./
<223> Description of Artificial Sequence: Synthetig
Myostatin Binding Peptide

H/

rd

<400> 432
Thr GIn Arg Ala Thr Leu Leu Lys Glu Phe Trp G l.eu Ite Glu Gly
1 5 i0 15

Leu Gly Gly E%S His val v~

<210> 433 /
<211> 22 /
<212> PRT Vi
<213> Artificial Sequence g

<220> 4
<223> bescription of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 433 / ~
His Tyr Arg Ala Thr teu Leu Lys Glu Phe Trp Gin Leu val ggp Gly
1 5 10

s
4
Vi

Leu Arg Glu ggn Gly yéT

Ve
e

<210> 434 /!

<211> 22 /

<212> PRT S

<213> Artifigial Sequence
p

<220> /

Mypstatin Binding Peptide

<400> 434
G]n/§ér Arg val Thr Leu Leu Arg Glu Phe Trp GIn Leu val Glu Ser
1 5 10

<223> Dféﬁ?iption of Artificial Sequence: Synthetic
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Tyr Arg Pro Ile val Asn
20

<210> 435

<211> 22

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: synthetic
Myostatin Binding Peptide

<400> 435 s
Leu Ser Arg Ala Thr Leu Leu Aspn Glu Phe Trp GIn Phe val Asp G}y
1 5 10 15/

Gin Arg Asp Lys Arg Met
20

<Z210> 436 iy
<211> 22 Ve
<212> PRT s
<213> Artificial Sequence e

<220>

<223> Description of Artificial Sequence: Syntﬁgtic
Myostatin Binding Peptide //

I

<400> 436 /
Trp Asp Arg Ala ghr Leu Leu Asn Asp Phe Tﬁb His Leu Met Glu Glu
1 10

Leu Ser GIn Lys Pro Gly /
20

<210> 437 /

<211> 22 /

<212> PRT S

<213> Artificial Sequence

<220> i

<223> bescription of Artificial Sequence: Synthetic
Myostatin Bindinglﬁeptide

<400> 437 '
Gin Glu Arg Ala Thr Leu Ley Lys Glu Phe Trp arg Met val Glu Gly
1 5 10 15

p

<
S

Ley Gly Lys Asn/ﬂfg Gly
20 7
S
<210> 438
<211> 22

<212> PRT
<213> Argiticial Sequence

<220>
<223y pescription of Artificial sequence: Synthetic
Myostatin Binding Peptide
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<400> 438
Asn Glu Arg Ala Ehr Leu Leu Arg Glu Phe Trp GlIn Leu val Gly Gly
1 10 15

Tyr Gly val Asn GIn Arg
20

<210> 439
<211> 22
<212> PRT
<213> Artificial Sequence )
<220> 7/
<223> bescription of Artificial Sequence: Synthetic /

Myostatin Binding Peptide 7
<400> 439 4
His Gin Arg Asp Met Ser Met Leu Trp Glu Leu Leu Asp val Leu Asp
1 5 10 A

/
JI/
Gly Leu Arg Gln Tyr Ser e
20 A
//

<210> 440 f//
<211> 22
<212> PRT
<213> Artificial Sequence /
<220> /
<223> bescription of Artificial Sequence /Synthet1c

Myostatin Binding Peptide /
<400> 440 {'
Thr GIn Arg Asp Met Ser Met Leu Asp Gly Leu Leu Glu val Leu Asp
1 5 //1 15
GIn Leu Arg GIn Gln Arg //

20 7
/’/l !

<210> 441 Vi
<211> 22 /
<212> PRT /
<213> Artificial Sequence
<220> -
<223> Description of Artificial Seguence: Synthetic

Myostatin 51nd1ng reptide
<400> 441 4
Thr Ser Arg Asp Met Ser Leu Leu Trp Glu teu Leu Glu Glu Leu Asp
1 /5 10 15

yé

Arg Leu GTy/ﬁgs GIn Arg
Z

<212>/PRT
<2134 Artificial Sequence
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<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 442
Met GIn His Asp Met Ser Met Leu Tyr Gly Leu val Glu Leu Leu Glu
1 5 10

Ser Leu Gly ggs Gin Ile

<210> 443 i
<211> 22 4
<212> PRT /
<213> Artificial Sequence /

<220> /
<223> Description of Artificial Sequence: Synthetic /
Myostatin Binding Peptide /
Y
<400> 443 i
Trp Asn Arg Asp Met Arg Met Leu Glu Ser Leu Phe Glu val Leu Asp
1 5 10 e 15

i

Gly teu Arg Gin Gin val //
20

<210> 444 /
<211> 22 /
<212> PRT s
<213> Artificial sequence s

<220> . o // .
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide //

<400> 444 /
Gly Tyr Arg Asp Met Ser Met Leu Glu Gly Leu Leu Ala val Leu Asp
1 5 / 10 15

Arg Leu Gly Pro Gin Leu

9 f/
<210> 445

<211> 227 J
<212> PRT /

<213> Artificial SegUence
<220 7

<223> Descriptiqﬂlof_Artificja? Sequence: Synthetic
Myostatin/Binding Peptide
/

<40Q0> 445 Y,
Thr GIn Arg Asp Met Ser Met Leu Glu Giy Leu Leu Glu val Leu Asp
1 / 5 10 15

Arg Leu/Gly ggn GIn Arg

/
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<210> 446
<211> 22
<212> PRT
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 446
Trp Tyr Arg Asp Met Ser Met Leu Glu Gly Leu Leu Glu val Leu Asp
1 5 10 15
Arg Leu Gly GIn G1ln Arg
20 ,
/
<210> 447 7
<211> 22 S
<212> PRY /
<213> Artificial sequence s
y
<220> Ve
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide S
g
<4(0> 447

Thr G1n Asn Ser Arg GIn Met Leu Leu Ser Asp Phe Met Met Leu val
1 5 10 /// 15

Gly Sser Met gée Gin Gly /7

<210> 448 S
<211> 22 Ve
<212> PRT 7

<213> Artificial sequence s

<220>
<223> Description of Artificial Sequence synthetic
Myostatin Binding Pept1de/

<400> 448 /
Met GlIn Thr Ser Arg His I1e {eu Leu ser Glu Phe Met Met Leu val

1 5 7 10 15

Gly Ser Ile Met His Gly~
20 P

<210> 449 /

<211> 22 Ve

<212> PRT

<213> Artificigﬁ Sequence
<220> ’

<223> Descrypt1on of artificial Sequence: Synthetic
Myosratin Binding Peptide

<400> 44 _
His Asp/Asn Ser Arg GIn Met Leu Leu Ser Asp Leu Leu His Leu val
1 5 19

/
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Gly Thr Met Ile Glin Gly
20

<210> 450

<211> 22

<212> PRT

<213> Artificial sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 450

Met Glu Asn Ser Arg Gin Asn Leu Leu Arg Glu Leu Ile Met Leu val,
1 5 i

i0 15 /

Gly Asn Met Ser His Gin A
2

<210> 451 v
<211> 22 /
<212> PRT Vi

<213> Artificial Ssequence /

<220> . _ y
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 451
GIn Asp Thr Ser Arg His Met Leu Leu Arg Glu/Phe Met Met Leu val
1 5 10 Vi 15
/
Gly Glu Met Ile GIn Gly /
20 /
/
//
<210> 452 yd
<211> 22 S
<212> PRT /
<213> Artificial sequence J
'/
<220> /

<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 452 S
Asp Gln Asn Ser Arg Gin-/Met Leu Leu Ser Asp Leu Met Ile Leu val
1 5 s 10 15

Gly ser Met ITe Gln/Gly
20 7
/

<210> 453 yé
<211> 22 ‘
<212> PRT
<213> Artificial Sequence

/
<

<220>
<223> Dgscription of Artificial Sequence: synthetic
yostatin Binding Peptide

<400% 453
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Asn val Phe Phe GIn Trp val Gln Lys His Gy Arg val val Tyr Gln
5 10 15

Trp Leu Asp Ile Asn val
20

<210> 454
<211> 22
<212> PRT
<213> Artificial Seguence
<220> _
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide J
<400> 454 /
Phe Asp Phe Leu Gln Trp Leu GIn Asn His Arg Ser Glu val Glu His
1 5 10 57
.’/‘

Trp Leu val met Asp val //

20 S

//.’/
<210> 455 /
<211> 11 /
<212> PRT /
<213> Artificial Sequence
<220>
<223> Description of Artificial Sequence: %yhthetic
Myostatin Binding Peptide y
#

<220 f/
<221> MOD_RES /
<222> (D..(D 7
<223> Met or Ile Ve
<220> i
<221> MOD_RES 4
<222> (5)..(5) S
<223> Any amino acid 7
<220> ;/
<221> MOD_RES e
<222> (8)..(8) /
<223> Leu or Phe
<220>
<221> MOD_RES
<2225 (9)..(D .
<223> Glu, Gln or ASp
<400> 455 /
Xaa Glu Met Leu/Xaa Ser Leu Xaa Xaa Leu Leu
1 /s

//l.

/
<210> 456
<211> 8
<212> PR
<213> Aartificial sequence
<220>, .
<2234 Description of Artificial Sequence: Synthetic
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Myostatin Binding Peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Gln, Asp or Glu

<220>

<221> MOD_RES

<222> (3)..(3)

<223> Ser, Gln, Asp or Glu

<220>

<221> MOD_RES

<222> (6)..(6)

<223> Any amino acid

<220>

<221> MOD_RES

<222> (7)..(7)

<223> Leu, Trp, Phe or Tyr

<400> 456 /
Leu Xaa Xaa Leu Leu Xaa Xaa Leu ;
1 5 /

<210> 457 /

<211> 9
<212> PRT
<213> Artificial Ssegquence

<220> /
<223> Description of Artificial Sequence; /synthetic
Myostatin Binding Peptide /

<220> /s
<221> MOD_RES /
<222> (13..(L) S/
<223> Arg or Asp s

<220> ,/
<221> MOD_RES /
<222 (2)..(2) y
<223> Any amino acid '

<220>

<221> MOD_RES
<222> (3)..(3) .
<223> Ala, Thr, ser or’ ‘Gln

<220> ,r
<221> MOD_RES 7
<222> (4)..(4) i
<223> lL.eu or Met/

<220> S
<221> MOD_RES’
<222> (5)..0%
<223> Leu g@r Ser

<220>

<221> D_RES

<222> £6)..(6)
<223?/Any amino acid
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<220>
<221> MOD_RES
<222> (.. (D)
<223> Phe or Glu

<220>

<221> MOD_RES

<222> (8)..(8)

<223> Trp, Phe or Cys

<220>
<221> MOD_RES
<222> (9)..(9)

<223> Leu, Phe, Met or Lys /

<400> 457 S
Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa ,f
1 5 /

<210> 458 Vi
<211> 66 /
<212> DNA 7
<213> artificial Sequence /

<220> /
<223> Description of Artificial Sequence: Synthetig )
NucTeotide sequence encoding Myostatin Bin?%hg Peptide

<400> 458
cgtatggaaa tgcttgaatc tcttcttgaa cttcttaaag agattgttcc aatgtctaaa

gctggt /

<210> 459 /
<211> 66 !

<212> DNA s
<213> Artificial sequence /s

s
<220> ) o /
<223> Description of Artificial Sgquence: Synthetic )
Nucleotide sequence encodirig Myostatin Binding peptide
/

<400> 459 7
cgtatggaaa tgcttgaatc tcttct;éaa cticttaaag aaattgttcc aatgtctaaa

gctegt /

<210> 460

<211> 66

<212> DNA e

«213> artificial Seglence

<220> /

<223> Descriptiom of Artificial Seqguence: Synthetic
Nucleotide seqguerice encoding Myostatin Binding Peptide

/

<400> 460
cgtatggaaa tgcttgaatc tcttcttgaa cttcttaaag atattgttec aatgtctaaa

ccatct

<210> A6l
<211>/66
<21 DNA
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<213> Artificial sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 461
ggtatggaaa tgcttgaatc tetttttgaa cttcttcaag aaattgttcc aatgtctaaa

gcteca

<210> 462
<211> 66

<212> DNA 7

<213> Artificial Seguence /

/
<220> /
<223> Description of Artificial Sequence: Synthetic s

Nucleotide sequence encoding Myostatin Binding Peptgﬁé

_/
<400> 462 !
cgtatggaaa tgcttgaatc tcttcttgaa cttcttaaag atattgttcc/aatttctaat

ccacca //

<210> 463 /
<211> 66 /

<212> DNA '
<213> Artificial sSequence

<220>
<223> Description of Artificial sequence: S§nthet1c
Nucleotide seqguence encoding Myostaf1n Binding Peptide

<400> 463 /
cgtattgaaa tgcttgaatc tcttcttgaa cttcpfcaag aaattgttec aatttctaaa

gctgaa /

<210> 464 /

<211> 66 A

<212> DNA S

<213> artificial sequence

<220> s

<223> Description of Artificial Sequence: Synthetic
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 464
cgtatggaaa tgcttcaatc tcttcttgaa cttcttaaag atattgttcc aatgtctaat

gctegt ,/

-
<210> 465 /

<211> 66 /

<21Z2> DNA /

<213> Artif}tiaW Sequence

<220>
<223> Dgéé;iption of Artificial Sequence: Synthetic )
cleotide sequence encoding Myostatin Binding Peptide

<400>" 465
cgtatggaaa tgcttgaatc tcttcttgaa cttcttaaag aaattgttcc aacttctaat
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ggtact

<210> 466
<211> 66
<212> DNA
<213> Artificial Seguence

<220>
<223> bescription of Artificial Sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 466 /

i
cgtatggaaa tgcttgaatc tctttttgaa cttcttaaag aaattgticc aatgtctaad
ra

gctggt /

<210> 467 -
<211> 66 s
<212> DNA s
<213> Artificial Sequence /

<220> ) o . //
<223> Description of Artificial Sequence: Synthetic/ .
Nucleotide sequence encoding Myostatin Bindirg Peptide

<400> 467 7
cgtatggaaa tgcttggttc tcttcttgaa cttcttaaag ji?ftgttcc aatgtctaaa

gctegt

<210> 468 e
<211> 66 4
<212> DNA /
<213> Artificial Sequence /

<220> o o 4 _
<223> Description of Art1f1c1a1_5eq§ence: Synthetic i
Nucleotide sequence encoding Myostatin Binding Peptide
i

A

<400> 468 /
caaatggaac ttcttgattc tctttttg,aa cttcttaaag aaattgttcc dadatctcaa

ccaget Y,
y

<210> 469 .
211> 66 r

<212> DNA K
<213> Artificial sequence

<220> Ve
<223> Description of Artificial Sequence: Synthetic
Nucleotide sequence encoding Myostatih Binding Peptide
<400> 469  /
cgtatggaaa tgcttgattc tcttcttgaa cttcttaaag aaattgttcc aatgtctaat
P

gctegt

<210> 470
<21l> B6
<212>/DNA
<2134 Artificial sequence
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<220>
<223> Description of Artificial Sequence: Synthetic
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 470
cgtatggaaa tgcttgaatc tcttcttgaa ctitcttcatg aaattgttcc aatgtctcaa

gctggt

<210> 471
<211> 66

<212> DNA /

<213> artificial Sequence

<220> o L ) //
<223> Description of Artificial Sequence: Synthetic o
Nucteotide sequence encoding Myostatin Binding Peptide

<400> 471 /
caaatggaaa tgcttgaatc tcttcttcaa cttcttaaag aaattgttcc gatrgtctaaa
:

gcttct <

<210> 472 /
<Z211l> 66 7
<212> DNA /
<213> Artificial Seguence

<220>
<223> Description of Artificial Sequence: s nthetic _
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 472 /-
cgtatggaaa tgcttgattc tcttcttgaa cttctpéaag atatggttcc aatgactact

ggtgct /

<210> 473

<211> 66 e
<212> DNA K
<213> Artificial Sequence /f

<220> G
<223> Description of Artificial Sequence: Synthetic ]
NucTeotide sequence encoding Myostatin Binding Peptide

<400> 473 LV
cgtattgaaa tgcttgaatc tcttettgaa cttcttaaag atatggttec aatggctaat

i /

gcrtct .
A

<210> 474 /

<211> 66 e

<212> DNA e

<213> Artificial Sequence

4
<220> L )
<223> Desgription of Artificial Sequence: Synthetic ]
Nugleotide seguence encoding Myostatin Binding Peptide

<400> A74
cgtatggaaa tgcttgaatc tcticttcaa cttcttaatg aaattgttcc aatgtctcgt
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gcregt 66

<210> 475

<211> 66

<Z212> DNA

<213> Artificial sequence

<220> o /
<223> Description of Artificial Sequence: Synthetic /
Nucleotide sequence encoding Myostatin Binding Peptide /

,/'
<400> 475 /
cgtatggaaa tgcttgaatc tctttitgat cttcttaaag aacttgttcc aatgtctaay/ 60

ggtgtt / 66

<210> 476 .
<211> 66 /
<212> DNA 4
<213> Artificial Sequence Ve

<220> /
<223> bescription of Artificial Sequence: Synthetic /
Nucleotide sequence encoding Myostatin Binding peptide
S

<400> 476
cgtattgaaa tgcttgaatc tcttcttgaa cttcttaaag atattgttcc aattcaaaaa 60

ra

gctogt 66

<210> 477 /S
<211> 66 e
<212> DNA s
<213> Artificial Sequence f/

/

<220> o o . )

<223> Description of Artificial Sequence: Synthetic )
NucTeotide sequence encoding/Myostatin Binding Peptide

<400> 477
cgtatggaac ttcttgaatc tctttttgaa cttcttaaag atatggttcc aatgtctgat 60
/

tetict Vd 66

<210> 478

<211> 66

<212> DNA S
<213> Artificial Sequence

<220> <
<223> pescription of Artificial Sequence: synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 478 iV
cgtatggaaa tgettgaatc tcticttgaa gttcttcaag aaattgttcc acgtgctaaa 60

y

ggtgcr / 66

<210> 47

<21l>

<212> DNA
<21§?”Artifﬁcia1 Seguence
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<220>
<223> Description of Artificial Sequence: Synthetic
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 479
cgtatggaaa tgcttgattc tcttcttcaa cttcttaaty aaattgttec aatgtctcat

gctegt
<210> 480

<211> 66
<212> DNA

<213> Artificial sequence Vs

<220> S
<223> Description of Artificial Sequence: Synthetic . //
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 480 /!
cgtatggaaa tgcttgaatc tcttcttgaa cttcttaaag atattgttce aatgtctaat
;

gctggt

<210> 481 A
<211> 66 I
<212> DNA /
<213> Artificial Sequence /

<220> o o ”/” )
<223> Description of Artificial sequence: Sypthetic
Nucleotide sequence encoding Myostatiﬁ’81nd1ng Peptide

<400> 481 yd
cgtatggaaa tgcttcaatc tctttttgaa cttcttaaag gtatggttcc aatttctaaa

g

gctggt e

<210> 482 /
<211> 66 7
<212> DNA /
<213> Artificial Sequence A

<220> /
<223> Description of Artific¢ial Sequence: Synthetic _
Nucleotide sequence ehcoding Myostatin Binding Peptide

<400> 482 A
cgtatggaaa tgcttgaatc te€ticttgaa cttcttaaag aaattgttcc aaattctact

gctget S

<210> 483 e

<211> 66 /

<212> DNA iz

<213> Artificidl sequence

7
<220> S o .
<223> Descpiption of Artificial Sequence: synthetic ]
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 483
cgtatggaaa tgcttcaatc tcttcttgaa cttcttaaag aaattgttcc aatttctaaa

gctgdt
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<Z210> 484
<211> 66
<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial sequence: Synthetic
Nucleotide sequence enceding Myostatin Binding Peptide

<400> 484

cgtattgaaa tgcttgattc tcttcttgaa cttcttaaty aacttgttec aatgtctaaa/f"

gctegt

<210> 485 /
<211> 66 Ky
<212> DNA s
<213> Artificial Seaquence ;

<220> /
<223> Description of Artificial Sequence: Synthetic ,
Nucleotide sequence encoding Myostatin B1nd1ng;¢ept1de

<400> 485 //
gattggcgtg ctactcttct taaagaattt tggcaacttg ttgaﬁggtct tggtgataat

cttgtt ///

<210> 486 ///
<211> 66 ;
<212> DNA d
<213> Artificial Sequence //
<2205 /

. s . 7 .
<223> Description of Artificial sequence: Synthetic .
Nucleotide sequence encoding Myostatin Binding Peptide

i
<400> 486 ;
gatggtcgtyg ctactcttct tactgaattt/tggcaacttg ttcaaggtet tggtcaaaaa
/

gaagcet //

<210> 487 s
<211> 66 s
<212> DNA e
<213> Artificial Sequence

<220> s
<223> pescription of Artificial sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide
Ve

<400> 487 e
cttgetegtg ctagrtttct taaagaattt tggcaacttyg ttgaaggtct tggtgaaaaa

grtgtt /
/
<210> 488
<211> 66
<212>
<213> Artificial Seguence

<22
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<223> Description of Artificial Sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 488
ggttctcgltg atactcttct taaagaattt tggcaacttg ttgttggtct tggtgatatg 60

caaact 6

<210> 489 //
<211> 66 /
<212> DNA 7
<213> Artificial Sequence !

<220> o o . 4
<223> Description of Artificial Sequence: Synthetic . /.
Nucleotide sequence encoding Myostatin Binding Peptide /

<400> 489 /
gatgctcgtg ctactcttcet taaagaattt tggcaacttg ttgatgetta tggﬁbatcgt 60
p

atggtt ya 66

<210> 490 7
<211> 66 4
<212> DNA S
<213> Artificial Sequence //

<220> g
<223> Description of Artificial Sequence: Synthetic ]
Nucleotide sequence encoding Myostatin Sinding Peptide
S

<400> 490 /
aatgatcgtg ctcaacttct tcgtgatttt tggcaacgig ttgatggtct tggtgttaaa 60

tcttygg e 66

<210> 491 /
<211> 66 /
<212> DNA

<213> Artificial Sequence /

<220> I
<223> Description of Artificial Sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 491 7

ggtgttegtg aaactctict ttdtgaactt tggtatcttc ttaaaggtct tggtgotaat 60

caaggt r 66

<210> 492 e
<211> 66 /

<212> DNA Ve

<213> Artificial sequence

<220> Ve
<223> Description of Artificial Sequence: Synthetic )
Nuclgotide sequence encoding Myostatin Binding peptide

66
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<210> 493
<211> 66
<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic ) ////
Nucleotide sequence encoding Myostatin Binding Peptide /

<400> 493 /
Caagaacgtyg ctactcttct taaagaattt tggcaacttg ttgctggtct tggtcaaaat / 60

atgcgt /# 66

<210> 494 S
<211l> 66 ’

<212> DNA 4
<213> Artificial Seguence

<220> /
<223> Description of Artificial sequence: Synthetic  /
Nucleotide sequence encoding Myostatin Binding gépt1de
<400> 494 e
tctggtcgty ctactcttct taaagaattt tggcaactto ttcaaggtct tggtgaatat 60

cgttgg / o6

<210> 495 /
<211l> 66 /g
<212> DNA g
<213> Artificial Seguence o

<220> o x/ .
<223> Description of Artificial Sequente: Synthetic
Nucleotide sequence encoding Mybstatin Binding Peptide
Vs
<400> 49 5 //
actatgcgtg ctactcttct taaagaattt rggctttttg ttgatggtca acgtgaaatg 60

caatgg V4 66

<210> 496 /
<Z211> 66 /
<212> DNA K
<213> artificial Sequence

<220 K
<223> pescription of Artificial Sequence: synthetic i
Nucleotide sequence encoding Myostatin Binding Peptide

by

<400> 496 e

ggtgaacgtg ctactg%tct taatgatttt tggcaacttg ttoatggitca aggtgataat 60

actggt f/ 66
/'/J

<210> 497

<211> 66
<212> DN

<213> Artificial Sequence

Description of artificial Sequence: synthetic
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Nucleotide sequence encoding Myostatin Binding Peptide ///,

<400> 497
gatgaacgtg aaactcttct taaagaattt tggcaacttg ttcatggttg gggtgataat 60

gttgct 66

<210> 498 /
<211> 66 Vi
<212> DNA 7
<213> Artificial Sequence /

<220> . e . /;
<223> pescription of Artificial Sequence: Synthetic ) s
Nucieotide sequence encoding Myostatin Binding Peptide
i
<400> 498 /
ggtggtcgtg ctactcttet taaagaactt tggcaacttc ttgaaggtca aggggctaat &0

cttgtt yé 66

<210> 499 /
<21l> 66 s
<212> DNA 7
<213> Artificial Sequence /

<220> o o .
<223> Description of Artificial Sequence: Syntheétic i
Nucleotide sequence encoding Myostatin nding Peptide

/
<400> 499 i’
actgctcgtg ctactcttct taatgaactt gttcaact g/ttaaaggtta tggtgataaa 60

cttgtt 4 66
g /

<210> 500 /!

<211> 66 s

<212> DNA //

<213> Artificial Sequence /

<220> /

<223> Description of Artificial Sequence: Synthetic
Nucteotide sequence engdding Myostatin Binding Peptide

<400> 500 g
ggtatgcgtg ctactctict tcaggaattt tggcaacttg ttggtggtca aggrgataat 60

tggatg e 66

<210> 501 e
<211> 66 Ve

<212> DNA e

<213> Artificiai/Sequence

<220> 7
<223> Description of Artificial Sequence: Synthetic _
Nuc1e?tide sequence encoding Myoastatin Binding Peptide

/

<400> 501
tctactcgrg ctactcttct taatgatctt tggcaactta tgaaaggttg ggctgaagat 60
cgtog 66
7
/
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<210> 502
<211> 66
<212> DNA
<213> Artificial Segquence

<220>
<223> Description of Artificial Sequence: Synthetic
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 502
tctgaacgtg ctactcttct taaagaactt tggcaacttg ttggtggttg gggtgataat

tTtggt

<210> 503 i
<211> 66 s
<212> DNA J
<213> Artvificial Sequence 7

<220 o o /
<223> Description of Artificial Sequence: Synthetic S/
Nucleotide sequence encoding Myostatin Binding Peptide
7

<400> 503 /
grtggtcgty ctactcttcet taaagaattt tggcaactig ttgaaggrct tgttggtcaa
rd

tctegt /

<210> 504 ,//

<211> 61 /
<212> PRT //
<213> Artificial Sequence

<220> - //"
<223> bescription of Arvificial Sequenge: Synthetic

Peptibody sequence y.

/
<400>_504 / _
Met Gly Ala GIn Trp Tyr Pro Cvs Txf'Giu Gly His Phe Trp Cys Tyr
1 5 / 10 15
s /

ASp Leu Gly Ser Gly Ser Ala Thi* Gly Gly Ser Gly ser Thr Ala ser
20 /25 30

Y,
Ser Gly Ser Gly Ser Ala Thr géy Trp Tyr Pro Cys Tyr Glu Gly His
35 < 45

Phe Trp Cys Tyr Asp Léu Leu Glu Gly 6ly Gly Gly Gly
50 o 55 60

;‘/
.'/

<210> 505 /

<211> 129 e

<212> DNA .

<213> Artifigial Sequence
P

<220>

<223> Desgription of Artificial Ssequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

<400> A05
tggﬁgtccgt gttatgagyg tcacttctgg tgctacgatc tgggttetgg ttccactget
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tcrtetggtt coggttecge tactggttgg tacccgiget acgaaggtca ctittggtgt 120
tatgatctg 129
<210> 506
<211> 59
<212> PRT
<213> Artificial Seguence )
/
<220> /
<223> pescription of Artificial Sequence: Synthetic v
Peptibody sequence /ﬁ
<400> 506 ;/
Gly Gly Gly Gly Gly Ala GIn Trp Tyr Pro Cys Tyr Glu Gly His Phe
1 5 10 5/
Trp Cys Tyr Asp Leu Gly Ser Gly Ser aAla Thr Gly Gly ser Gly£5er
20 25 30/
//
Thr Ala ser Ser Gly Ser Gly Ser Ala Thr Gly Trp Tyr Ppb Cys Tyr
35 40 45 //
//’/
Glu Gly His Phe Trp Cys Tyr Asp Leu Leu Glu //
5 55 /
<210> 507 ////
<211> 129 //
<212> DNA .
<213> Artificial Sequence 4

<220> /
<223> pescription of Artificia1.5equepﬁe: Synthetic )
Nucleotide seguence encoding Myostatin Binding Peptide
/

<400> 507 /
tggtatccgt gttatgaggg tcacttctgg tgctacgatc tgggttctgg ttccactgct 60

tcttetggtt coggticcge tactggttgé tacccgtoct acgaaggtca cttttggtgt 120
A
tatgatctg / 129

Iy

<210> 508

<211> 61

<212> PRT s
<213> Artificial Sequence

<220> A
<223> pescription of Artificial Sequence: Synthetic
Peptibody sequence

/

<400> 508 e

Met Gly Ala Gin Ile Phe Gly Cys Lys Trp Trp Asp val Gln Cys Tyr
1 S5 ic 15

r

GIn Phe G¥y Ser Gly ser Ala Thr Gly Gly Ser Gly Ser Thr Ala Ser
20 25 30

40
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val GIn Cys Tyr GIn Phe Leu Glu Gly Gly Gly géy Gly
50

55
<210> 509
<211> 129
<212> DNA
<213> Artificial Sequence
<220>

<223> Description of Artificial seguence: Synthetic _
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 509 /

s

atctttgget gtaaatggtg ggacgttcag tgctaccagt tcggrictgg ttccac}gc

tettctggtt ccggttccge tactggtatc ttcggttgea agtggtggga tgtacigrgt
P

tatcagttt / '

<210> 510 s
<211> 59 /
<212> PRT 4
<213> Artificial Sequence S

<220>
<223> Description of Artificial Sequence: synthétic
Peptibody sequence

s
<400> 510 4
Gly Gly Gly Gly g?y Ala Gin Ile phe Gly Cys/Lys Trp Trp Asp val
1 0 7 15

s
e

/
Gln Cys Tyr g1n phe Gly Sser Gly ggr Ala Thr Gly Gly ggr Gly ser
0

/
Thr Ala Ser Ser Gly Ser Gly Ser AT& Thr Gly Ile Phe Gly Cys Lys
35 40 / 45

Trp Trp Asp val Gln Cys Tyr Gin Phe Leu Glu
50 55

/-

<210> 511

<211> 129 S
<212> DNA N
<213> Artificial Seqguénce

<220> o Vs o )
<223> Description/of Artificial Sequence: Synthetic ]
Nucleotide/ 'sequence encoding Myostatin Binding Peptide

s

<400> 511 S

atctttggcet graaatggtyg ggacgttcag tgctaccagt tcggttctgg ttccactget
K

tcttetggtt/ccggttoccge tactggtate ttcggttgea agtggtggga tgtacagtge

tatcagt

<210¥ 512

<Z21%> 61
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<212> PRT
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
peptibody sequence

<400> 512
Met Gly Ala GIn I'le pPhe Gly Cys Lys Trp Trp Asp val Asp Cys Tyr /
1 5 10 15 S
V4
,)/
GIn Phe Gly Ser Gly Ser Ala Thr Gly Gly Ser Gly Ser Thr Ala ser 7
20 25 30 /!
ser Gly Ser Gly Ser Ala Thr Gly Iie Phe Gly Cys Lys Trp Trp ﬁ;ﬁ
35 40 45
val Asp Cys Tyr GIn Phe Leu Glu Gly Gly Gly Gly Gly S
50 55 60 s
s
/
<210> 513 s
<211> 129 Vs
<212> DNA s
<213> Artificial Sequence //
<220> '
<223> pescription of Artificial Sequence: Synthetic
Nucleotide segquence encoding Myostatin, inding Peptide
<400> 513 /S
atctttgget gtaagtgotyg ggacgttgac tgctaccagt tcggttetgg thccactget 60
tcttctgott ccgottocge tactggtate ttcgg;égca aatggtggga cgttgattgt 120
/
tatcagttt / 129
//
<210> 514 A
<211> 59 /s
<212> PRT S
<213> Artificial Sequence //
<220>

<223> Description of ArtwaC1a1 Sequence: Synthetic
Peptibody sequence 7

<400> 514
G1y Gly Gly Gly Gly Aia Gin I'le Phe Gly Cys Lys Trp Trp ésp val
5 10

ASp Cys Tyr GlIn Phe Gly ser Gly ser Ala Thr Gly Gly Ser Gly Ser
20 // 25 30

/

Thr Ala ser Ser Gly Ser Gly Sgr Ala Thr Gly Ile Phe Gly Cys Lys
35 / 4

Trp Trp Asp val Asp Cys Tyr Gin Phe Leu Glu
50 55

<210/515
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<211> 129 ’
<212> DNA
<213> Artificial Sequence

<220> //
<223> Description of Artificial sequence: synthetic

Nucleotide sequence encoding Myostatin Binding Peptide
<400> 515 /
atctttggcet gtaagtagtg goacgtigac tgetaccagt tcggttctgg ttecactget // 60
tcrtoctgygtt ccggttecge tactggtate ttcggitgca aatggtggga cgrtgatigt ;/ 120
tatcagttt Ve 129
<210> 516 /
<211> 66 //
<212> DNA /
<213> Artificial Sequence /!

rd

<220> S

<223> Description of Artificial Sequence: synthetic s _
Nucleotide sequence encoding Myostatin Binding Béptwde

<400> 516
caggttgaat ccctgcagca gctgctgatg tggetggace agaaactégc ttcecggtecey 60

cagggat / 66

<210> 517 ////
<211> 66

<212> DNA A
<213> artificial Sequence e

<220> s
<223> Description of artificial Sequeace Synthetic
Nucleotide sequence encoding Mybstat1n Binding Peptide

f
s

<400> 517 /
cgtatggaac tgctggaatc cctgttcgaa ftgctgaaag aaatggttec gegttecaaa 60

getgtt K 66

<210> 518 ;
<211> 66 7
<212> DNA e
<213> Artificial Sequencé

<220>
<223> Description of Art1f1c1a1 Sequence: Synthetic
Nucleotide sequeﬂce encoding Myostatin Binding Peptide

/

<400> 518 e
caggctgttt ccctggagca cctgetgatg tggotggace agaaactgge ttccggteceg 60

cagcac ﬂ/ 66

<210> 519
<211> 66
<212> DN
<213> Artificial Sequence

<2205,
<2234 Description of Artificial Sequence: Synthetic
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Nucleotide sequence encoding Myostatin Binding Peptide

<400> 519
gacgaagact ccctgcagca getgoetgatyg tggetggacc agaaactgge ttccggtecg

cagctyg

<210> 520

<211> 66

<212> DNA

<213> Artificial Sequence

<220>
<223> bescription of Artificial Sequence: Synthetic ) )
Nucleotide sequence encoding Myostatin Binding Peptide Ve

<400> 520 '
ccggrigett ccctgeagea getgetgate tggetggacc agaaactgge tcagggtecg

cacgct #

<210> 521 7
<211> 66 s
<212> DNA y
<213> Artificial Seqguence V4

<2 20> = » - " Ed // v .
<223> Description of Artificial Sequence: Synthétic ]
Nucleotide seqguence encoding Myostatin Binding Peptide

<400> 521 /
gaagttgacg aactgcagca gctgcetgaac tggctggace acaaactgge ttocggtecg
yd

ctgcag s

<210> 522 /

<211> 66 //

<212> DNA Y.

<213> Artificial sequence /

<220> Vi

<223> Description of Artificial Sequence: Synthetic
Nucleotide sequence encbding Myostatin Binding Peptide

<400> 522 S
gacgttgaat ccctggaaca getgetgatg tggctggacc accagetgge ttccggrecg

cacggt

<210> 523 o

<21l1l> 66 y

<212> DNA 7

<213> Artﬁficia}/Sequence

<220> s

<223> Description of Artificial Sequence: Synthetic
Nchgptide sequence encoding Myostatin Binding Peptide

<400> 523
caggttgalt ccctgcagca ggttctgctg tggctggaac acaaactgge tcotgggtecg

caggty
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<210> 524
<211> 66
<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic )
Nucleotide seguence encoding Myostatin Binding Peptide

<400> 524
ggtgacgaat ccctgcagca cctgctgatg tggctggaac agaaactgge tctgggtcecg

cacggt

<210> 525 /
<211> 66 /
<212> DNA /!

<213> Artificial sequence /

<220> 7
<223> Description of artificial Sequence: Synthetic /o
Nucleotride sequence encoding Myostatin Binding Pgﬁt1de

<400> 525 /
cagatcgaaa tgctggaatc cctgetggac ctgetgegtg acatggt;tc gatgtccaac

gcttic //

<210> 526 ///

<211> 66 7
<212> DNA //
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequen; Synthetic
nNucleotide sequence encoding Myostatin Binding Peptide

<400> 526 7
gaagttgact ccctgeagea getgetgatg ?ggctggacc agaaactggc ttceggtecy

caggct /

<210> 527 7
<211> 66 )
<Z212> DNA s
<213> artificial sequence/

<220> S
<223> pescription of Artificial Sequence: Synthetic
Nucleotide squence encoding Myostatin Binding Peptide

<400> 527
gaagacgaat ccctgcagca gctgecrgatrc tacctggaca aaatgetgtc ctccggtecg

caggtt Iy

<210> 528

<211> 606

<212> DNA

<213> Artificial seguence

<220>
<223> Description of Artificial Sequence: Synthetic
Nucleotide sequence encoding Myostatin Binding Peptide
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<400> 528
gctatggacc agctgcacca gotgctgatc tggcotggacc acaaactgge ttocggtecg

caggct

<210> 529

<211> 66

<212> DNA

<21i3> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 529
cgtatcgaaa tgctggaatc cctgcetggaa ctgctggacg aaatcgcict gatccggaaa

/
s

gctigy 7

<210> 530 s
<211> 66 /
<212> DNA Y
<213> Artificial Sequence /

<220>
<223> Description of Artificial Sequence: Synthefic

7

Nuclectide sequence encoding Myostatin/?}ﬂding Peptide

<400> 530
gaagttgttt ccctgcagca cctgctgatg tggctggaag/acaaactggc ttccggtecy

gacggt e

<210> 531 /-
<211> 66 /
<212> DNA 7
<213> Artificial Sequence y

<220> s
<223> Description of Artificial/sequence: Synthetic
Nucteotide sequence enc9d1ng Myostatin Binding Peptide

<400> 531 Ve

ggtggtgaat ccctygcagea gotgetgatg tggctggacc agcagetgge ttceggtceg

cagecgt

<210> 532 /'
<211> 66 /
<212> DNA /
<213> Artificial Seqguence

/
<2 2 0> . /’/ " .

<223> Description of Artificial Sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

/
<400> 532
ggtgttgaa¥ ccctgcagca getgetgatc ttcctggacc acatgetggt ttocggtecy

cacgac

<2105 533
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<211> 66
<212> DNA
<213> artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic .
nNucleotide sequence encoding Myostatin Binding Peptide

<400> 533 /
aacgttgaat ccctggaaca cctgatgatg tggctggaac gtctgotgge ttcocggtecy //’ 60

tacgct yé 66

<210> 534 ;
<211> 66 s
<212> DNA /
<213> artificial Seguence p

<220> e
<223> Description of Artificial Sequence: Synthetic /
Nucleotide sequence encoding Myostatin Binding Peptide
s

s

<400> 534 /
caggttgact ccctgcagea getgotgatc tggetggace accagctggt ttceggtecy 60

aaacgt 7 66

<210> 535
<211> 66
<212> DNA

<213> artificial sequence /

<220> Ve
<223> pescription of Artificial Sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 535 /
gaagttgaat ccctgcageca getgetgatyg tggctggaac acaaactggc tcagggtccg 60
s

cagggt / 66

<210> 536 A
<211> 66 /
<212> DNA Y
<213> artificial sequence /

<220> s
<223> pescription of Artificial Sequence: Synthetic
Nucleotide sequence encoding Myostatin Binding Peptide
<400> 536 L
gaagttgact ccctgcagca gctgcetgatg tggetggace agaaactgge ttocggrcog 60

cacget Ve 66

<210> 537
<211> 66 :
<212> DNA
<213> Artificial Seguence

<220>
<223> Description of Artificial Sequence: Synthetic )
//’Nucieotade sequence encoding Myostatin Binding Peptide
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<400> 537
gaagttgact ccctgcagca getgetgatg tggctggacc ageagetgge ttcecggtecg

cagaaa

<210> 538

<211> 66

<212> DNA

<213» Artificial sequence

<220>
<223> Description of Artificial Sequence: synthetic

Nucleotide sequence encoding Myostatin Binding Peptide /:
<400> 538 /
ggtgttgaac agctgecgea gotgetgatg tggoetggaac agaaactgge tteoggrccy

y,
cagegt Vi
r‘/
<210> 539 /
<211> 66 7
<212> DNA Y

<213> Arvificial Seguence 7

<220>
<223> Description of Artificial Sequence: $yntbe§jb )
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 539 a//
ggtgaagact ccctgcagca gotgctgatg tggetggace agcagetgge tgetggtocy

i

caggtt ﬂ/

<210> 540 /
<211> 66 /
<212> DNA /
<213> Artificial Sequence /

<220> o ) f/ .
<223> Description of Artificial sequence: Synthetic _
Nucleotide sequence encoding Myostatin Binding Peptide
4

<400> 540 i

gctgacgact cectgcagca goetgofgatg tggotggace gtaaactgge ttocgghtecg
/f

cacgtt s

<210> 541

<211> &6 /

<212> DNA o

«213> Artificial Seguence
i

<220> /
<223> Description of Artificial Sequence: Synthetic
Nuc1eot}ée sequence encoding Myostatin Binding Peptide

<400> 541
ccggttgact,/cecctgcagea getgetgate tggetggace agaaactgge ttccggtecg

cagggt
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<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial sequence: Synthetic
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 542
cagtcccgtyg ctaccctyct gaaagaattc tggcagctgg ttgaaggtct gggtgacaaa

caggct

<210> 543 /

<211> 66 S
<212> DNA Y,
<213> Artificial Sequence e

<220> K
<223> Description of Artificial Ssequence: Synthetic S
Nucleotide sequence encoding Myostatin Binding Peptﬁde

<400> 543 /
gaaatccgtg craccctget gaaagaattc tggcagctgg ttgacgaaﬁg gcgtgaacag

¢cgaac /

<210> 544 /
<211> 66

<212> DNA

<213> Artificial Sequence

<2205 /

<223> Description of Artificial sequence: /Synthetac
Nucleotide sequence encoding Myog}atin Binding Peptide

<400> 544 /
cagctgcgtg ctaccctgcet gaaagaattc Ctgaagctgg ttcacggtct gggtgaaacc

gactec /

<210> 545 S
<211> 66 7
<212> DNA s
<213> Artificial Sequence

/
<220> .

<223> Description of ArtTf1c1a1 Sequence: Synthetic
NucTleotide sequence encoding Myostatin Binding Peptide

<400> 545 '
acccagegtg ctaccctgct gaaagaattc tggcagcetga tcgaaggtct gggtggtaaa

cacgtt e
///
<210> 546 '
211> 66
<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: sSynthetic
ucleotide sequence encoding Myostatin Binding Peptide

<4OQ£/S46
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cactaccgtg ctaccctgct gaaagaattc tggcagetgg ttgacggtct gegtgaacag

ggtgtt

<210> 547

<211> 66

<212> DNA

<213> Artificial sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 547 /
cagtcccgtg ttaccctget gegtgaattc tggcagetgg ttgaatccta ccgtccgaxc

gttaac J

<210> 548 Vs
<211> 66 e
<212> DNA /

<213> Artificial sequence Vi

<220> /
<223> Description of Artificial Sequence: Synthet1c
Nucieotide sequence encoding Myostatin B1n§7hg Peptide

<400> 548
ctgtccegte ctaccctget gaacgaattc tggeagticg ttgacggtca gegtgacaaa
cgtatg //

<210> 549 S
<211> 66 /
<212> DNA /
<213> Artificial Sequence /

<220> //
<223> Description of Artificial Sgﬁuence Synthetic
Nucleotide sequence encod1ﬁg Myostatin Binding Peptide

<400> 549 /
tgggaccgtg ctaccctgct gaacgacttc tggcacctga tggaagaact gtcccagaaa

ccgggt ,/'

<210> 550

<211> 66

<212> DNA

<213> Artificial Sequence
<220> /

<223> pescription of Artificial Sequence: Synthetic
Nuc1eot1qé sequence encoding Myostatin Binding Peptide

<400> 550
caggaacgtg gtaccctget gaaagaatte tggegtatgg ttgaaggtct gggtaaaaac

cgtggt

<210> B51
<211>/66
<21 DNA
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<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 551
aacgaacgtg ctaccctget gcgtgaattc tggcageigg ttggtggtta cggtgttaac

cagcgt

<210> 552

<211> 60 S

<Z212> DNA
<213> Artificial sequence s

<220> /
<223> Description of Artificial Sequence: Synthetic N
Nucleotide sequence encoding Myostatin Binding Peptide
]
<400> 552 /
cagcgtgaat ggtacccgtg ctacggtggt caccrgtggt gctacgacct/gcacaaagct

<210> 553 S
<211> 60 Ve
<212> DNA //
<213> Artificial sequence

<220> m///
<223> Description of Artificial Sequence: Synthetic )
Nucleotide sequence encoding Myostatiﬁ Binding Peptide

<400> 553 4

atctccgctt ggtactcctg ctacgeotggt cacttc;égt gctgggacct gaaacagaaa

/
/
<210> 554 /

<211> 60 /
<212> DNA s
<213> Artificial Sequence S/
4
<220> r
<223> Description of Artificial Sequence: synthetic
Nucleotide sequence encbding Myostatin Binding Peptide

<400> 554 yd _
tggaccggtt ggtaccagtg ctacggtggt cacctgtggt gctacgacct gegtcogtaaa

<210> 555

<Z211> 60 y
<212> DNA p
<213> Artificial Sequence

<220> s
<223> Descriptign of Artificial sequence: Synthetic .
Nuc]eotidé sequence encoding Myostatin Binding Peptide

<400> 555
aaaaccttct /ggtacccgtg ctacgacggt cacttctggt getacaacct gaaatcctcec

<210> 5556
<211> 60
<212>/DNA
<2134 Artificial Sequence
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<220>
<223> pescription of Artificial Seguence: Synthetic
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 556
gaatcccgtt ggtacccgtg ctacgaaggt cacctgtggt gotitcgacct gaccgaaacce

<210> 557
<211> 66
<212> DNA
<213> Artificial Sequence

<220> i
<223> Description of Artificial Sequence: Synthetic _ r
Nucleotide sequence encoding Myostatin Binding Peptide /

v
<400> 557 /
aatgtttttt ttcaatgggt tcaaaaacat ggtcgtgrtg tttatcaatg gctt@atatt

aatgtt

<210> 558 /
<211> 66 4
<212> DNA /
<213> Artificial Sequence /

<220>
<223> Description of Artificial Sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide
s

<400> 558 /
Tttgattttc ttcaatggct tcaaaatcat Cgttctgaag ttgaacattg gcttgttatg

gatgtt //

<Z210> 559 Vs
<211> 66 y
<212> DNA

LT ]

<213> ArtifTicia

<220>
<223> Description of Art1f7c1a1 Sequence: Synthetic
Nucteotide sequence encodﬁng Myostatin Binding Peptide

<400> 559 /
catcaacgtg atatgtctat gctttgggaa cttcttgatg ttcttgatgg tcttcgtcaa

.
1

Seguence /'

tattct

<210> 560 Vi
<211> 66 7
<212> DNA /
<213> Artaf1c1aﬁ Sequence

<220> ;
<223> Descr”btion of artificial Sequence: Synthetic )
Nuclgotide sequence encoding Myostatin Binding Peptide

<4G0> 5
actcaacgtg atatgtctat gcettgatggt cttcttgaag ttcttgatca acttcgtcaa
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<210> 561

<211> 66

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 561
acctcccgtyg acatgtccct getgtgggaa ctgetggaag aactggaccg tctgggteac

cagcgt /J

<210> 562 7
<211> 66 /
<212> DNA 7

<213> Artificial Segquence

<220> /
<223> Description of Artificial Sequence: Synthetic 7

Nucleotide sequence encoding Myostatin Binding PEpt1de

<400> 562 /
atgcaacatg atatgtctat getttatggt cttgttgaac ttcttgaatc tcttggtcat

caaatt 4

<210> 563 .///

<211> 66 //
<212> DNA s
<213> Artificial Ssequence ~

<220> /
<223> Description of Artificial Sequepce Synthetic
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 563 /
tggaatcgtg atatgcgtat gcttgaatct t%ttttgaag ttcttgatgg tcttcgtcaa

caagtt //

<210> 564 ;
<211> 66 s
<212> DNA A
<213> Artificial Sequence

<220>
<223> DRescription of Art1f1C1a1 Sequence: Synthetic
Nucleotide sequence encoding Myostatin Binding Peptide
<400> 564 /s
ggttatcgtg atatgictat gctigaaggt crrtcttgetg ttcttgatcg tottggtcca

caactt //

<210> 565
<211> 66
<Z212>
<213>

<220
<22

Description of Artificial Sequence: Synthetic
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Nucleotide sequence encoding Myostatin Binding Peptide

<400> 565
actcaacgtg atatgtctat gcttgaaggt cttcttgaag ttcttgatcg tcttggtcaa

caacgt

<210> 566
<211> 66
<212> DNA
<213> Artificial sequence

<220> ’/f

<223> Description of Artificial Sequence: Synthetic

Nucleotide sequence encoding Myostatin Binding Peptide
/

4

<400> 566 s
tggtaccgtg acatgtccat getggaaggt ctgetggaag ttctggaccg tctgggteag

/

cagcgt /

<210> 567 /
<211> 66 ¥4
<212> DNA /
<213> Artificial Sequence /

<220> o N Ve
<223> bescription of Artificial Sequence: Synt tic
nNucleotide sequence encoding Myostatin Binding Peptide

<400> 567 d/
actcaaaatt ctcgtcaaat gettctttct gattttatgd tgcttgttgg ttctatgatt

caaggt /

<210> 568 /

<211> 66 //

<212> DNA Y

<213> artificial Seguence ‘f

<220> /

<223> pescription of Artificial Sequence: Synthetic
Nucleotide sequence engbding Myostatin Binding Peptide

<400> 568 /.
atgcaaactt ctegtcatat tctrettict gaatttatga tgcttgttgg ttctattatg

catggt

<210> 569 S
<211> 66 Ve
<212> DNA ye

<213> Artéfﬁcia{/Sequence

<220> 7
<223> Description of Artificial Sequence: Synthetic
Nuciept1de sequence encoding Myostatin Binding Peptide

<400> 569
cacgacaagt cccgtcagat getgetgtcc gacctgotge acctggttgg taccatgatc

€aggy
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<210> 570
<211> 66
<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic .
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 570
atggaaaact cccgtcagaa cctgetgegt gaactgatca tgetggttgg taacatgtec

caccag

<210> 571 Vs
<211l> 66 /
<212> DNA /
<213> Artificial Sequence ;

S
<220> o . ] /
<223> Description of Artificial Sequence: Synthetic s
Nucleotide sequence encoding Myostatin Binding Peptide
Ve

<400> 571 /7
caggacacct cccgtcacat getgetgegt gaattcatga tgctggtrog tgaaatgatce
r

cagggt //

<210> 572 ////
<Z211l> 66

<212> DNA /
<213> Artificial Sequence y

<220> 4

<223> Description of Artificial Sequengéf Synthetic

Nucleotide sequence encoding MyoStatin Binding Peptide

/
<400> 572 s
gaccagaact cccgtcagat gctgetgtec gg%ctgatga tcctggttgg ttecatgatce

cagggt /

<210> 573 /
<21l> 60 ;
<212> DNA 7
<213> Artificial Sequence

<220> S
<223> Description of Artificial Sequence: Synthetic )
Nucleotide sequénce encoding Myostatin Binding Peptide

<400> 573 S
gttgctcttc atggtcaatg tactcgttgg ccatggatgt gtccaccaca acgtgaaggt

i
rd

<210> 574
<21l> 60 i
<212> DNA S

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic ]
ucleotide sequence encoding Myostatin Binding Peptide

<4OQ£/574
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tatccagaac aaggtctttg tactcgttgg ccatggatgt gtccaccaca aactcttget

<Z210>
<211>
<212>
<213>

<220>
<223>

<400>

575
60
DNA
Artificial Sequence

Description of Artificial Sequence: synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

575

ggtctgaacc agggtcactg cacccgttgg ccgtggatgt gcccgecgea ggactccaagq’

<2310>
<Z211>
<212>
<213>

<220>
<223>

<400>

576 /
60 s
DNA 4
Artificial Sequence

Description of Artificial Sequence: Synthetic i
Nucleotide sequence encoding Myostatin Binding ?épt1de

576 /

y
atgattactc aaggtcaatg tactcgttgg ccatggatgt gtccacgaca accatctggt

<210>
<211>
<212>
<213>

<220>
<223>

<400>

577
60
DNA 7

Artificial Sequence //

Description of Artificial Sequence’ Synthetic _
Nucleotide sequence encoding Myostatin Binding Peptide

577 /

gctggtgetc aggaacactg caccegttgg ccgtggatgt gcgetccgaa cgactggatc

<210>
<211>
<Z212>
<213>

<220
<223>

<400

578
60 /
DNA Y.
Artificial Sequence /

I

{ . .
Description of Artificial Sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

578

ggtgrtaacc agggtcagtg#tacccgttgg cgttggatgt gcccgccgaa cggttgggaa

<210>
<211>
<212>
<213>

<220>
<223>

7

579 /

60 ‘

DNA S
Artificial Sequence

4

Desc 4p@10n of Artificial Sequence: Synthetic )
Nuclteotide sequence encoding Myostatin Binding Peptide

acc acggtcagtg catccgttgg ccgtggatgt gcccgecgga aggttgggaa
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<210> 580
<211> 60
<212> DNA
<213> Artificial Segquence

<220>
<223> Description of Artificial Sequence: Synthetic
Nucleotide sequence encoding Myostatin Binding Peptide

I

<400> 580 /
atcctggaac aggctcagtg cacccgttgg ccgtggatygt gecccgecgea gegtggtggt /0 60

<210> 581 /
<211> 60 .

<212> DNA /
<213» Artificial sequence /

<220> ) 7
<223> Description of Artificial Sequence: Synthetic S
Nucleotide sequence encoding Myostatin Binding Peptzde

/
<400> 581 !

Z
actcaaactc atgctcaatg tactcgttgg ccatggatgt gtccaccaca/atgggaaggt 60
<210> 582 /
<211> 60 ///
<2172> DNA
<213> Aartificial Sequence
<220>
<223> Description of Artificial Seguence: Syhthetic
Nucleotide sequence encoding Myostat n Binding Peptide

<400> 582
gttgttactc aaggtcattyg tactctttgg ccatggatgt gtccaccaca acgttgocgt 60
<210> 583 /
<211> 60 /
<212> DNA
<213> Artificial Sequence /

7
<220> 4

<223> Description of Artificial Sequence: Synthetic
Nucleotide seguence encodTng Myostatin Binding Pepride

<400> 583 /
atttatccac atgatcaatg tactcgttgg ccatggatgt gtccaccaca accatatcca 60

<210> 584

<211> 60 ,
<212> DNA

<213> Artificial Séquence

/

<220> ’
<223> Descr}pt{on of Artificial Sequence: Synthetic
Nuc]eotTde sequence encoding Myostatin Binding Peptide

<400> 584 /

tcttattgge aaggtcaatg tactcgttgg ccatggatgt gtccaccaca atggegtggt 60
<210> B85

<Z211>/60

<21 DNA
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<213> Artificial Seguence

<220>
<223> bescription of Artificial Sequence: Synthetic
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 585
atgtggcaac aaggtcattg tactcgttgg ccatggatgt gtccaccaca aggttggggt

<210> 586

<211> 60

<212> DNA

<213> Artificial Seqguence

<220>
<223> Description of Artificial Sequence: Synthetic

NucTleotide seguence encoding Myostatin Binding Peptide /
<400> 586
gaattcaccc agtggcactg cacccgttgg ccgtggatgt geccgecgea gcgttcccag

<210> 587 7
<211> 60 e
<212> DNA

<213> Artificial seguence /

<220> //
<223> Description of Artificial Sequence: synthetic
Nucleotide sequence encoding Myostatin/§4nding Peptide

<400> 587
ctggacgacc agtggcagtg cacccgttgg ccgtggatgt/gcccgccgca gggtrtctcec

<210> 588 /
<211> 60 s
<212> DNA /
<213> Artificial Ssequence /f

/

<220> /

<223> Description of Artificial ﬁequence Synthetic
Nucteotide sequence encodang Myostatin Binding Peptide

<400> 588 /
tatcaaactc aaggtctttg tactcgttgg ccatggatgt gtccaccaca atctcaacgt

s

<210> 589
<211> 60
<212> DNA
<213> Artificial Sequence

<220> !
<223> Description. of Artificial Sequence: synthetic
Nuc1e0t1de/sequence encoding Myostatin Binding Peptide

<400> 589 /
gaatctaatce aaggtcaatg tactcgttgg ccatggatgt gtccaccaca aggtggttgg

/
4

<210> 590

<211> 60

<212> DNA

<213> Artificial Sequence

<22Q{
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<223> bescription of Artificial Sequence: Synthetic
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 590
tggaccgacc gtggtccgty cacccgttgg ccgtggatgt geccgocgea ggetaacggt

<210> 591

<211> 60

<212> DNA

<213> Artificial Seguence

<220>
<223> Description of Artificial Sequence: Synthetic

e
Nucleotide sequence encoding Myostatin Binding peptide S

P

<400> 591 /
gttggtacce agggtcagtg caccegttygg ccgtggatgt goccgecgta cgaaaccggt

<210> 582 j»’f
<211> 60 J
<212> DNA ya
<213> Artificial sequence /

<220>
<223> Description of Artificial Sequence: Synthet1¢
Nucleotide sequence encoding Myostatin B1n§%hg rPeptide

<400> 592
ccgtacgaac agggtaaatg caccegttgg ccgtggatgt gg€cgoogta cgaagttgaa

<210> 593 /
<211> 60 Ve
<212> DNA /
<213> Artificial sequence ;

<220> S
<223> Description of Artificial Seq ence: synthetic
Nucleotide sequence encod1ng/Myostat1n Binding Peptide

<400> 593 /

tccgaatace agggtctgtyg cacccgttgg ccgtggatgt geccgecgea gggttggaaa
//

<210> 594 /

<211> 60 e

<212> DNA 7

<213> artificial Sequence

<220> 4[

<223> Description of Artificial Sequence: Synthetic )
Nucleotide seglUence encoding Myostatin Binding Peptide

<400> 594 /

acctictecc agggteactg caccegttgg ccgtggatgt goccgeogea gggttggggt

/
<210> 595
<211> 60 I
<212> DNA /
<213> Artificial Seguence

<220>
<223> pescription of Artificial sequence: Synthetic
///Nuc1eot1de seguence encoding Myostatin Binding Peptide

/
£
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ccgggtgete acgaccactg caccogttgg ccgtggatgt geccgecgea gtcccgttac

<210>
<2311>
<212>
<213>

<220>
<223>

<400>

596

60

DNA

Artificial Seguence

pescription of Artificial Seguence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

596

gttgctgaag aatggcactyg ccgtcgttgg ccgtggatgt geccgecgea ggactggeyt

<210>
<211>
<212>
<213>

<220>
<223>

<400>

597 /
60
DNA /
Artificial Seguence /

//
Description of Artificial Sequence: Synthetic

Nucleotide sequence encoding Myostatin Binding;ﬁeptide

&
F

597 /

gttggtaccc agggtcacty cacccgttgg ccgrggatgt gcccg(cgca gccggetggt
s

<210>
<211>
<212>
<213>

<220>
<223>

<400>

598 ' ///,
60

DNA /
Artificial Sequence .
./'/
rd
Description of Artificial Sequengé: Synthetic _
Nucleotide sequence encoding MyoStatin Binding Peptide
r

/
598

i
gaagaagacc aggctcactg ccgttectgg cggtggatgt geecgecgea gggttgggtt

<210>
<211>
<212>
<213

<220
<223>

<400>

599 /
60 S
DNA Ve
Artificial Sequence

/

Description of Artj?icia]_Sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

599

gctgacacce agggtcacpé cacccgtigg cegtggatgt gocccgecgca geactggtic
Vd

<210>
<211l>
<212>
<213>

<220>
<223>

<400>

.'/'

600 /
60 S
DNA
Artificial Sequence

//
Desgription of Artificial Sequence: Synthetic )
Nugleotide sequence encoding Myostatin Binding Peptide

00

tccggtccgc agggtcactg cacccgttgg ccgtggatgt gegetocgea aggttggttc

Page 145

7
s

60

60

60

60

60




26324PCT_CRF_sequencelisting

<210> 601
<211> 60
<212> DNA
<213»> Artificial sequence ///
<220>
<223> Description of Artificial seguence: Synthetic ///
Nucleotide sequence encoding Myostatin Binding peptide p
/

<400> 601 /
accctggtte agggtcactg cacccgttgg ccgtggatgt geccgecgea gegttgggtt 0 60

<210> 602 i

<211> 60 i

<212> DNA v

<213> Artificial Seguence /

<220> u

<223> bescription of Artificial Sequence: Synthetic 4
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 602 /

ggtatggctc acggtaaatg cacccgttgy gettggatgt geccgecgga gtcctggaaa 60

<210> 603 /

<211> 60 /

<212> DNA

<213> Artificial Sequence ///

/
<220> ) s )
<223> Description of Artificial Sequence: Synthetic ]
Nucleotide sequence encoding Myostatin Binding peptide
s

<400> 603 /
gaactgtacc acggtcagtg cacccgttgg ccgtggatgt gcccgecgea gtcctggget 60

/

<210> 604 ///
<211> 60 g
<212> DNA 7
<213> Artificial Sequence //
I
<220> Vi
<223> Description of artifigial Seguence: synthetic
Nucleotide sequence ehcoding Myostatin Binding Peptide

<400> 604
gttgctgacc acggtcactg gacccgttgg ccgtyggatgt geccgoecgea gggttggggt 60

<210> 605 .
<211> 60 s
<212> DNA ya

<213> artificial/sequence

<220> ) ,{ S ]
<223> Description of Artificial Sequence: Synthetic ]
Nucleptide seguence encoding Myostatin Binding Peptide

<400> 605
ccggaatclc agggtcactg cacccgttgyg ccgtggatgt geccgecgea gggittgggot 60
<210y 606
<21)> 60
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<212> DNA )
<213> Artificial Sequence
<220> .
<223> Description of Artificial Sequence: Synthetic
Nucleotide sequence encoding Myostatin Binding Peptide
<4030> 606
atcccggctoc acggtcacty cacccgtigg ccgtggatgt geccgoecgea gogtiggoegt /60
/
S
<210> 607 /
<211> 60 o
<Z212> DNA S
<213> Artificial Seguence /
<220> o _ /
<223> Description of Artificial sequence: Synthetic J/
Nucleotide sequence encoding Myostatin Binding Pepti@g
<400> 607
Ttcaccgttc acggtcactg cacccgttgg ccgtggatgt geccgocgta cggttgggtt 60
/’//
<210> 608 S
<211> 60 /
<212> DNA s
<213> Artificial Seguence ,//
<220> o tﬁ/ '
<223> Description of Artificial Sequence: Synthetic
Nucleotide sequence encoding Myostatiq/é1nding Peptide
<400> 608 //
ccagattttc caggtcattg tactcgttgg cgttggatgt gtccaccaca aggttgggaa 60
s
<210> 609 /
<211> 60 /
<212> DNA /’
<213> Artificial sequence ;
<220> A _
<223> Description of Artificial/Sequence: Synthetic
Nucleotide sequence encoding Myostatin Binding Peptide
<400> 609 /
cagctgtgge agggtecgtyg caccgagtgg ccgtggatgt gocccgecgaa aggtegttac 60
<210> 610
<211> 60 S
<212> DNA S
<213> Artificial Sequence
s
<220> Ve
<223> pescription of Artificial Sequence: Synthetic _
Nuc1eotigé sequence encoding Myostatin Binding Peptide
<400> 610
cacgctaacg acggtcactg cacccgttgg cagtggatgt gcccgecgea gtggggtggt 60
<210> 6
<21l1>
<212> DNA

<21i7/Artificia1 Seguence
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<220>

<223> Description of Artificial Sequence: Synthetic
Nucleotide sequence encoding Myostatin Binding Peptide
<400> 611
gaaaccgacc acggtctgtg cacccgttgg ccgtggatgt gcccgecgta cggtgetegt 60
<210> 612 ///
<211> 60 /
<212> DNA /
<213> Artificial Seguence /
<220> Ve
<223> Description of Artificial Seguence: Synthetic 7
Nucleotide sequence encoding Myostatin Binding Peptide /
b
<400> 612 S
ggtacctggce agggtctgtg cacccgitgg ccgtggatgr goocgocogea gggtﬁggcag 60
//
<210> 613 /
<211> 60 /
<212> DNA S
<213> Artificial Sequence //
<220> /
<223> Description of Artificial sequence: Synthet}é
Nucleotide sequence encoding Myostatin Binding Peptide
<400> 613 é//
gttgctaccc agggtcagtg cacccgttgg ccgtggatgtlg'ccgccgca gggttgggot 60
.//
<210> 614 ya
<211> 60 ' s
<212> DNA s
<213> Artificial Seguence ///
<220> /
<223> Description of Artificial qubence synthetic
Nucleotide sequence encod1ng Myostatin Binding Peptide
<400> 614 /
gttgctaccc agggtcagig cacccgttgg ccgtggatgt gcoegeogca gogttggggt 60
<210> 615
<211> 73 S’
<212> PRT ’
<213> Artificial Sequente
<220> '
<223> Description of’ Art1f1c1a1 sequence;: Synthetic

<400>

26324PCT_CRF_sequencelisting

Peptibody sequence
615

G?y Gly Gly G1y/G?y Ala GIn Leu Ala Qap His Gly G1n Cys 1le Arg
5 15

/"

Trp Pro Tr Met Cys Pre Pro Glu G1y Trp Glu Leu Glu Gly Ser Gly
25 30

20

Ser Ala Thr Gly Gly Ser Gly Ser Thr Ala Ser Ser Gly Ser Gly Ser
35 45

40
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Ala Thr Gly Leu Ala Asp His Gly Gln Cys Ile Arg Trp Pro Trp Met
50 55 60

Cys Pro Pro Glu Gly Trp Glu Leu Glu
65 70

<210> 616 /
<21l> 198 /
<212> DNA s
<213> Artificial Sequence ‘

<220> .
<223> Description of Artificial Sequence: Synthetic /
Nucleotide sequence encoding Myostatin Binding Peptide //

J

<400> 616

ctrgetgate atggtcaatyg tattegttgg ccatggatgt gtccaccaga aggttgggaa 60

ctcgagggtt ccggticcge taccggoegyc totgacteca ctgettettc qggttccggt 120

y
tctgetactg gtctggotga ccacggicag tgeatccgtt ggecgtggats/ gtgeecgecy 180
/

gaaggttggg aactggaa /f 198
i

<210> 617 ///

<211> 69

<212> PRT

<213> Artificial Sequence

<220> /

<223> Description of Artificial Sequence: /Synthetic
Peptibody sequence /

4

<400> 617 /
G1y Gly Gly Gly GTy Ala Gln Leu Ala Asp His Gly GIn Cys Ile Arg
15

//1

Trp Pro Trp get Cys Pro Pro Giu ggy Trp Glu Gly ser G1y ser Ala
0 s 30

,-/

Thr Gly Gly Ser Gly Gly Giy A?a ser Ser Gly Ser Gly ser Ala Thr
35 /40 45

Gly Leu Ala Asp His GTyfﬁ?n Cys Ile Arg Trp Pro Trp Met Cys Pro
50 + 55 60

Pro Glu Gly Trp G?u
65 )
<210> 618  /
<211> 186

<212> DNA

<213> Artificial Sequence
<220> )
<Z223> Déscription of Artificial sequence: Synthetic

ucteotide sequence encoding Myostatin Binding Peptide

<400> 618
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cttgetgatc atggtcaarg tattcgttgg ccatggatgt gtccaccaga aggttgggaa

ggttccggtt cegctaccgyg cggotctgge ggtggegott cttecggtic cggttetget
actggtctgyg ctgaccacgg tcagtgcate cgttggoegt ggatgtgtce accagaaggt
tgggaa

<210> 619

<211> 73

<212> PRT

<213> Artificial Sequence

<220> S
<223> Description of Artificial Sequence: Synthetic /
rPeptibody seqguence

<400> 619 S
Gly Gly Gly Gly g?y Ala Gln ser Glu Tgr Gin Gly lLeu Cys Thr Arg
il i

15

i'/ ‘

Trp Pro Trp Met Cys Pro Pro Gin Gly Trp Lys Leu Glu §3§ Ser Gly
20 25

4'//
//
ser Ala Thr Gly Gly Ser Gly Ser Thr ala Ser Ser g}& ser Gly Ser
35 40 5

Ala Tgr Gly ser Glu Tyr GIn Gly Leu Cys Thr/gég/Trp Pro Trp Met
5 55

£

Cys Pro Pro Glin Gly Trp Lys Leu Glu s
65 70

<210> 620 /
<211> 198 /s
<212> DNA ,/A
<213> Artificial Sequence /

<220> s
<223> Description of Artificidl Seguence: Synthetic
Nucteotide sequence eptod1ng Myostatin sBinding Peptide
/’
<400> 620 A
tcrgaatatc aaggtctttg tactcgtitgg ccatggatgt gtccaccaca aggttggaaa

ctcgagygrt ccggttccgcfxaccggcggc tctggetcca ctgettcttc cggttcocggt
rctgctactg gttctgagp&itcaaggcctc tgtactcget ggccatggat gtgtccacca

caaggctgga agctggad

p
s

<210> 621 s
<211> 69 ‘

<212> PRT
<213> Artificial Seqguence

./‘

<220>
<223> Description of Artificial sequence: Synthetic
eptibody seguence

<40Q%/621
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Gly Gly Gly Gly Gly Ala GIn Ser Glu Tyr Glh Gly Leu Cys Tgr Arg
1 5 10

Trp Pro Trp Met Cys Pro Pro GIn Gly Trp Lys Gly Ser Gly Ser Ala
20 25 30
Thr Gly Gly Ser Gly Gly Gly Ala Ser Ser Gly Ser Gly Ser Ala Thr
35 40 45

Gly ggr Glu Tyr GlIn Gly Leu Cys Thr Arg Trp Pro Trp Met Cys Pro
55 60

Pro Gln Gly Trp Lys /
65 7

<210> 622 7
<211> 186 /
<212> DNA s
<213> Artificial Seqguence s

<220>
<223> Description of Artificial Sequence: Synthet1¢
Nucleotide sequence encoding Myostatin B1nd?ng Peptide

<400> 622
tctgaatatc aaggtctttg tactcgttgg ccatggatgt %pccaccaca aggttggaaa

ggttccggtt ccgetaccgg cggotctgge ggtggcgctgftttccggttc cggttctget
actggttctg agtatcaagg cctctgtact cgcfggcgﬁ% ggatgtgtce accacaaggt

tggaaa /

<210> 623 /
<211> 73 /
<212> PRT S
<213> Artificial Sequence /

<220> /
<223> Description of Artificial Sequence: Synthetic
Peptibody sequence

<400> 623
G1y Gly Gly Gly Gly A?a G1n Thr pPhe SSP GIn Gly His Cys Thr Arg
5 1 15

g
/

Trp Pro Trp Met Cys,ﬁfo Pro Gin Gly Trp Gly Leu Glu Ggy Ser Gly
20 A 25 3

A

r/,
ser Ala Thr Gly/Gly Ser Gly Ser Thr Ala Ser Ser Gly ser Gly ser
35 A 40 43

Iy
'd
s

Ala Thr 61y Thr rPhe ser GIn Gly Wis Cys Thr Arg Trp Pro Trp Met
50 55 60

Cys Pro Pro Glin Gly Trp Gly Leu Glu
65 70
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<210> 624
<211i> 198
<212> DNA
<213> Artificial Seguence

<220>
<223> Description of Artificial Sequence: synthetic
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 624
actttttctc aaggtcattg tactcgtigg ccatggatgt gtccaccaca aggttggggt

ctcgagggtt ccggttocge taccggogge tetggetcca ctgettottce cggttccggp/
tctgetactg gtactttttc tcaaggccat tgtactcget ggccatggat gtgtccagéa

caaggctggg gcctggaa S/

<210> 625 /
<211> 73 /
<212> PRT /
<213> Artificial sequence /

<220> ) L . /ﬁ
<223> Description of Artificial Sequence: Synthetig
Peptibody sequence

<400> 625
Gly Gly Gly &ly Gly Ala Gin val Ala égp His Gl¥ His Cys Thr Arg
1 5 15

/
/
Trp Pro Trp Met Cys Pro Pro GIn Gly Trp Gly Leu Glu Gly Ser Gly
20 25 4 30

/

/s
ser Ala Thr Gly Gly Ser Gly Ser Thr A{a Ser ser Gly Ser Gly ser
35 40 // 45
r'/
Ala Thr Gly val Ala Asp His Gly H%s Cys Thr Arg Trp Pro Trp Met
50 55 / 60
;

;

Cys Pro Pro Gln Gly Trp G1ygfeu Glu
65 70 /

g

<210> 626

<211> 198 ;

<212> DNA S

<213> Artificial Seglence
. /.’

<220> /

<223> Descriptio of Artificial Sequence: synthetic )
Nucleotidé sequence encoding Myostatin Binding Peptide
s

<400> 626
gttgctgatc atggtcattyg tactcgttgg ccatggatgt gtccaccaca aggttggggt

ctcgagggty ccggttecge aaccggegge tctggetcca ctgettottc cggttocggt
tctgctactyg gtgttgctga ccacggtcac tgcaccocgtt ggccgtggat gtgcccgeeg
cagggttggg gtctggaa
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<210> 627

<211> 69

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Peptibody seguence

<400> 627
Gly Gly Gly Gly Gly Ala GlIn val Ala Asp His Gly His Cys Thr Arg
1 5 10 15

Trp Pro Trp Met Cys Pro Pro Gln giy Trp Gly Gly Ser Gly Ser Ala’
20 5 30 e

/

Thr Gly g1y ser Gly Gly Gly Ala ser ser Gly ser Gly Ser Al Thr
2 40

/

45 7

/

Gly val Ala Asp His Gly His Cys Thr Arg Trp Pro Trp VaX/Cys Pro
50 55 60 7

pro GIn Gly Trp Gly 4
65 /

<210> 628 ' ////

<211> 186 //
<212> DNA )
<213> Artificial Sequence r

<220> /
<223> Description of Artificia]_Sequeaée: Synthetic
Nucleotide sequence encoding Mybstatin Binding Peptide

<400> 628 /
gttgctgatc atggtcattg tactcgttgg gcatggatgt gtccaccaca aggttggggt

ggttccggtt ccgctaccgyg cggctctggé ggtggrgctt cttccggttc cggttctget
¢

actggtgttg ctgaccacgg tcactggécc cgttggeegt gggtgtgtcc accacaaggt

tggggt s

<210> 629

<21i> 73 s
<212> PRT 5
<213> Artificial Seguence
<2205 /

<223> DeSCfiptigﬂﬁOf Artificial sequence: Synthetic
Peptibody sequence
r

<400> 629
Gly Gly GWY/G1y Gly Ala GlIn Pro Glu Ser GIn Gly His Cys Thr Arg
1 5 10 15

Trp Pro/Trp Met Cys Pro Pro Gln g1y Trp Gly Leu Glu ggy Ser Gly
20 5

/ Page 153

60
120
180
186




26324PCT_CRF_seguencelisting
ser Ala Thr Gly Gly Ser Gly zgr Thr Ala Ser ser GIy Ser Gly Ser
35 45

Ala Thr Gly Pro Glu Ser ggn Gly His Cys Thr Arg Trp Pro Trp Met
50 60

Cys Pro Pro GIn Gly Trp Gly Leu Glu y
65 70 7

<210> 630 /
<211> 198 !
<212> DNA

<213> artificial Seguence

e
<220> /
<223> Description of Artificial Sequence: Synthetic 7

Nucleotide sequence encoding Myostatin Binding Pept1dé

s
<400> 630 f
ccagaatctc aaggtcattyg tactcgttgg ccatggatgt gtccaccaca,aggttggggt 60
ctcgagggtt ccggttocge taccggeggoe totggetcoca ctgcttctpt cggttccggt 120
tctgctactg gtccggaatc ccagggtcac tgcacccgtt ggccgggéat gtgceegecy 180
cagagttgag gtctggaa / 198
<210> 631 ////
211> 69 !
<212> PRT /
<213> Artificial Seguence //
<220> /
<223> Description of Artificial Sequence Synthetic
Peptibody sequence /

S

<400> 631 Ve

Gly Gly Gly Gly Gly Ala Gin Pro G?u ser GlIn Gly His Cys Thr Arg
1 5 / 10 15
s
.-'/’
Trp Pro Tro ggt Cys Pro Pro &ln g]y Trp Gly Gly Ser géy ser Ala
;- 5

g,
Ve

Thr Gly géy ser Gly Gly giy Aga ser Ser Gly Ser Gly Ser Ala Thr

Gly Pro Glu Ser Gin Gly His Cys Thr Arg Trp Pro Trp Met Cys Pro
50 /7 55 60

Pro Glin Gly Trp/G1y
65

tificial sequence

<223 pescription of Artificial Seguence: Synthetic
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Nucleotide sequence encoding Myostatin Binding Peptide

<400> 632
ccagaatctc aaggtcattg tactcgttgg ccatggatgt gtccaccaca aggttggggr 6?///

ggrrceggtt ccgetaccgg cggetotgge ggtggtgett cttecggttc cggttctget 120

/

actggtecgg aatccecaggg tcactgcacce cgttggecgt ggatgtgtcecc accacaaggt }BO
s

tggggt //’186

<210> 633 y
<211> 5 //
<212> PRT S

<213> Artificial Sequence s

<220> ) o ) Ve
<223> bescription of Artificial Sequence: Synthetic /
Myostatin Binding Peptide

<400> 633 s
Trp Met Cys Pro Pro /
1 5 4

r"/

I// '
<210> 634 /
<211> 90 /
<212> DNA /
<213> Artificial sequence
<220>
<223> Descrigtion of Artificial Sequence: gyhthetic

Randomly generated nucleotide sequenge
,"// ’
<220> y
<221> modified_base /
<222> (16)..(17) J
<223> a, ¢, gor t /’
<220> //

<221> modified_base /
<222> (19)..020) /

<223> a, ¢, gor t //
<220> /
<221> modified_base /

<222> (22)..(023)
<223> a, ¢, gor t

<220> i
<221> modified_hase
<222> (67)..(68)
<Z223> a, ¢, gor t/

rd

<220 /

<221> modified_pase

<222> (70)..(71>

<223> a, ¢, g'or t
s

<220> /

<221> moeditied_base

<222> (73)..(74)

<223> a{ ¢, gor t

<400>/ 634
cacagtgecac agggtnnknn knnkcakggk caktgkacke gktgkccktg katktgkeock 60
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ccktaknnkn nknnkcattc tctcgagatce

<210>
<211>
<212>
<213>

<220>

<223>

<400>
Met Asp Lys Thr
1

635
255
PRT
Artificial Seguence

Gly Gly Pro Ser val

Met
His
val
65

Tyr
Gly
Ile
val
ser
145
Giu

Pro

val

Ile

Glu

50

His

arg

Lys

Gilu

Tyr

130

Leu

Trp

val

20

Ser Arg Thr
35

Asp Pro Glu

Asn Ala Lys

val val ser
85

Glu Tvr Lys
100
Lys Thr Tle

Thr Leu Pro

Thr Cys Leu

Glu Ser Asny

Leu Aéﬁ’Ser
180

Ser Arg

Ala Leu

Phe

Pro

val

Thr

70

val

cys

ser

Pro

val,

150

JGTy

Asp

Trp

His

His Thr Cys
5

Leu

Glu

Lys

Lys

Leu

Lys

LYS

Description of Artificial
Peptibody sequence

635

Pro

Phe

val

40

pPhe

Pro

Thr

val

Sequence: Synthetic

Pro Cys Pro Ala Pro Glu Leu Leu

10

25

Thr Ccys val val val
45

r/r
r

15 ;

/
s

s

Pro Pro Lys Pro Lys Asp Thr'Leu
30 4 :

It
J
/

4

Aspfva1 Ser

Asn Trp Tyr ga1 AgﬁrGTy val Glu

/

Arg Glu Glu %}é/Tyr
75

/
val Leu His G1n Asp
90 /
i
/
/

ser Asn Lys Ala Leu
105,/
p

Ala tys Gly GIn Pro Arg

1207

/

i
Ser Arg Asp Glu Leu Thr Lys

135

Lys

Gln

Gly

G1In

Asn
215

Gly

Pro

ser

Glin

200

His

140

phe Tyr Pro Ser Asp
155

Glu Asn Asn Tyr Lys
170

Phe Phe lLeu Tyr Ser
185

Gly Asn val pPhe ser
205

Tyr Thr GIn Lys Ser
220
Page 156

Asn

Trp

Pro

110

Glu

Asn

Ile

Thr

Lys

Cys

l.eu

ser Thr
20

Leu Asn
95

Ala Pro
Pro Gln
Gin Vg?
Ala val

160

Thr Pro
175
Ley Thr

Ser val

Ser Leu
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ser Pro Gly Lys Gly Gly Gly Gly Gly Ala Gln Leu Ala Asp His Gly
225 230 235 240

Gln Cys Ile Arg Trp Pro Trp Met Cys Pro Pro Glu Gly Trp Glu
245 250 255
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SEQUENCE LISTING

<110> AMGEN INC.
PINTA BIOTHERAPEUTICS, INC.

<120> MYOSTATIN ANTAGONISM IN HUMAN SUBJECTS
<130> 29956-26324/PCT

<140> PCT/UsS2014/029502
<141> 2014-03-14

<150> 61/799,928
<151> 2013-03-15

<160> 645
<170> Patentin version 3.5

<210> 1

<211> 14

<212> PRT

<213> Artificial Seqguence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 1 .
. Lys Asp Lys Cys Lys Met Trp His Trp ¥8t Cys Lys Pro Pro
1 5

<210> 2

<211> 14

<212> PRT

<213> Artificial sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 2
LYS Asp Leu Cys ?]a Met Trp His Trp Mgt Cys Lys Pro Pro
1 1

<210> 3

<211> 13

<212> PRT

<213> artificial Sequence

<220>
<223> bescription of Artificial Seguence: Synthetic
Myostatin Binding Peptide

<400> 3
ASp Leu Cys Lys ?et Trp Lys Trp Met C%s Lys Pro Pro
1 1

<210> 4

<211> 14

<212> PRT

<213> Artificial Seguence

<220>
<223> pescription of Artificial Sequence: Synthetic
Page 1
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Myostatin Binding Peptide

<400> 4
LYS Asp Leu Cys Lys Met Trp His Trp Met Cys Lys Pro Lys
1 5 10

<210> 5

<211> 14

<212> PRT

<213> ArtiTicial Seqguence

<220>
<223> Description of Artificial Sequence: Synthetic
Mypstatin Binding Peptide

<4030> 5
Trp Tyr Pro Cys Tyr Glu Phe His Phe Trp Cys Tyr Asp Leu
1 5 10

<210> 6

<211> 14

<212> PRT

<Z213> artificial Sequence

<220>
<223> pescription of Artificial Seguence: Synthetic
Myostatin Binding Peptide

<400> 6
Trp Tyr Pro Cys Tyr Glu Gly His Phe Tgp Cys Tyr Asp Leu
1 5 1

<210> 7

<211> 14

<212> PRT

<213 artificial Sequence

<220>
<223> Description of Artificial sequence: synthetic
Myostatin Binding Peptide

<400> 7
Tte Phe Gly Cys Lys Trp Trp Asp val Gén Cys Tyr Gln Phe
1 5 1

<210> 8

<211> 14

<Z212> PRT

<213> Artificial Seguence

<220>
<223> pescription of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 8
-iie Phe Gly Cys Lys Trp Trp Asp val Agp Cys Tyr Gln pPhe
5 1

<210> 9

<211> 14

<212> PRT

<213> Artificial Segquence

Page 2
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<220>
<223> Description of Artificial Sequence: Synthetic

Myostatin Binding Peptide

<400> 9
Ala Asp Trp Cys val Ser Pro Asn Trp Phe Cys Met val Met
1 5 10

<210> 10

<211> 14

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 10
His Lys Phe Cys Pro Trp Trp Ala Leu Phe Cys Trp Asp Phe
1 5 16

<210> 11

<211> 14

<212> PRT

<213> Artvificial Seguence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 11
Lys Asp Leu Cys Lys Met Trp His Trp Met Cys Lys Pro Pro
1 5 10

<210> 12

<23il> 14 -

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400 12
Ile Asp Lys Cys éia Ile Trp Gly Trp Mgt Cys Pro Pro leu
1 1

<210> 13

211> 14

<Z212> PRT

<213> ArtiTicial Seqguence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 13
Trp Tyr Pro Cys §1y Glu Phe Gy Met Igp Cys Leu Asn val
1

<210> 14
<211> 11
<212> PRT
rage 3
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<213> Artificial sequence

<220>
<223> Description of Artificial Seguence: Synthetic
Myostatin Binding Peptide

<400> 14
Trp Phe Thr Cys %eu Trp Asn Cys Asp Asn Glu
1 16

<210> 15

<211> 14

<Z212> PRT

<213> Artificial sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<4(0> 15
His Thr Pro Cys Pro Trp Phe Ala Pro Leu Cys val Glu Trp
1 5 10

<210> 16

<211> 14

<Z212> PRT

<213> Artificial Seguence

<220>
<223> bescription of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 16
LYS Glu Trp Cys Trp Arg Trp Lys Trp Met Cys Lys Pro Glu
1 5 10

<210> 17

<211> 14

<212> PRT

<213> Artificial seaguence

<220>
<223> Pescription of Artificial Sequence: Synthetic
Myvostatin Binding Peptide

<4G0> 17
Phe Glu Thr Cys Pro Ser Trp Ala Tyr Pge Cys Leu Asp Tle
1 5 1

<210> 18

<211> 14

<212> PRT

<213> Artificial sequence

<220>
<223> pescription of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 18
Ala Tyr Lys Cys Glu Ala Asn Asp Trp Géy Cys Trp Trp Leu
1 5 1

<210> 19
Page 4
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<211> 14
<212> PRT
<213> Artificial Segquence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<4G0> 19 )
Asn Ser Trp Cys §1u Asp Gln Trp His Arg Cys Trp Trp Leu
1 10

<210> 20

<211> 14

<212> PRT

<213> Artificial sequence

<220>
<223> Description of Artificial sequence: Synthetic
Myostatin Binding Peptide

<400> 20 )
Trp Ser Ala Cys Tyr Ala Gly His pPhe Tsp Cys Tyr Asp Leu
1 5 1

<210> 21

<211> 14

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 21
Ala Asn Trp Cys val Ser Pro Asn Trp Phe Cys Met val Met
1 5 10

<210> 22

<211l> 14

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 22
Trp Thr Glu Cys Tyr Gin Gin Glu Phe Trp Cys Trp Asn Leu
1 5 10

<210> 23

<211> 14

<21Z2> PRT

<213> Artificial sequence

<220>
<223> Description of Artificial sequence: Synthetic
Myostatin Binding peptide

<400> 23
Glu Asn Thr Cys Glu Arg Trp Lys Trp Met Cys Pro Pro Lys
1 5 10

Page 5
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<210> 24

<211> 14

<Z212> PRT

<213> Artificial Seguence

<220>
<223> Descriptﬁon'of_Artificia¥ Sequence: Synthetic
Mmyostatin Binding Peptide

<400> 24
Trp Leu Pro Cys His Gln Glu Gly Phe Trp Cys Met Asn Phe
1 5 : 10

<210> 25

<21l1> 14

<212> PRT

<213> Artificial seguence

<220>
<223> Description of Artificial sequence: Synthetic
Myostatin Binding Peptide

<400> 25
Ser Thr Met Cys Ser GlIn Trp His Trp Met Cys Asn Pro Phe
1 5 10

<210> 26

<211l> 14

<212> PRT

<213> Artificial sSequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myoestatin Binding Peptide

<400> 26 )
Ile Phe Gly Cys His Trp Trp Asp val Asp Cys Tyr Gln Phe
1 5 10

<210> 27

<211> 14

<212> PRT

<213> artificial Seguence

<220>
<223> Description of Artificial Seguence: Synthetic
Myostatin Binding Peptide

<400> 27
Ile Tyr Gly Cys Lys Trp Trp Asp Ile GIn Cys Tyr Asp Ile
1 5 10

<210> 28

<211> 14

<212> PRT

<213> Artificial Seguence

<220>
<223> bescription of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 28
Pro Asp Trp Cys Ilte Asp Pro Asp Trp Trp Cys Lys Phe Trp
Page 6
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5 10

<210> 29

<21i> 14

<212> PRT

<213> Artificial Seguence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 29
Gln Gly His Cys Thr Arg Trp Pro Trp Met Cys Pro Pro Tyr
1 5 10

<210> 30

<211> 14

<212> PRT

<213> Artificial seguence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 30 . _
Trp Gin Glu Cys Tyr Arg Glu Gly Phe Trp Cys Leu Gln Thr
1 5 10

<210> 31

<211> 14

<212> PRT

<213> artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 31
Trp Phe Asp Cys Tyr Gly Pro Gly phe Lgs Cys Trp ser Pro
1 5 1

<210> 32

<211> 14

<212> PRT

<213> Artificial sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 32
Gly val Arg Cys Pro Lys Gly His Leu Trp Cys Leu Tyr Pro
1 5 10

<210> 33

<211> 14

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Arvificial Seguence: Synthetic
Myostatin Binding pPeptide

Page 7
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<400> 3

His Trp Ala Cys g]y Tyr Trp Pro Trp Ser Cys Lys Trp val

1 10

<210> 34

<211> 14

<212> PRT

<213> Artificial seguence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 34
Gly Pro Ala Cys ?is Ser Pro Trp Trp Trp Cys val Phe Gly
1 10

<210> 35

<21l> 14

<212> PRT

<213> Artificial Sequence

<220>
<223> pescription of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 35
Thr Thr Trp Cys Ile Ser Pro Met Trp Phe Cys Ser Gln Gln
1 5 10

<210> 36

<211> 14

<212> PRT

<213> Artificial sequence

<220>
<223> Description of Artificial Seguence: Synthetic
Myostatin Binding Peptide

<400> 36
His Lys Phe Cys Pro Pro Trp Ala ITe Phe Cys Trp Asp Phe
1 5 10

<210> 37

<211> 14

<212> PRT

<2313» Artificial sequence

<220
<223> Description of Artificial Seguence: Synthetic
Myostatin Binding Peptide

<400> 37
Pro Asp Trp Cys val Ser Pro Arg Trp Tyr Cys Asn Met Trp
1 5 10

<210> 38

<211> 14

<212> PRT

<213> Artificiail sequence

<220>
<223> pescription of Artificial sequence: Synthetic
Page 8
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Myostatin Binding Peptide

<400> 38 )
val Trp Lys Cys §1s Trp Phe Gly Met Asp Cys Glu Pro Thr
1 10

<210> 39

<211> 14

<212> PRT

<213> artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 39
Lys Lys His Cys Gln Ile Trp Thr Trp Met Cys Ala Pro Lys
1 5 10

<210> 40

<211> 14

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 40
Trp Phe GlIn Cys Gly Ser Thr Leu Phe Trp Cys Tyr Asn Leu
1 5 10

<210> 41

<211> 14

<212> PRT

<213> Artificial Seguence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 41 .
Trp Ser Pro Cys Tyr Asp His Tyr pPhe Tyr Cys Tyr Thr Ile
1 5 16

<210> 42

<211> 14

<212 PRT

<213> Artificial Seguence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 42
Ser Trp Met Cys Gly Phe Phe Lys Giu val Cys Met Trp val
1 5 10

<210> 43

<211> 14

<212> PRT

<213> Artificial Sequence

Page 9
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<220>
<223> bescription of Artificial Sequence: synthetic

Myostatin Binding Peptide

<400> 43
Glu Met Leu Cys Met Ile His Pro val Phe Cys Asn Pro His
1 5 10

<Z210> 44
<211> 14
<21Z2> PRT
<213> artificial Sequence

<220>
<223> bescription of Artificial sequence: Synthetic
Myostatin Binding Peptide

<400> 44
Leu tys Thr Cys Asn Leu Trp Pro Trp Met Cys Pro Pro lLeu
i 5 10

<210> 45

<211> 14

<212> PRT

<213> artificial Seguence

<220>
<223> bescription of Artificial sequence: Synthetic
Myostatin Binding Peptide

<400> 45
val val Gly Cys Lys Trp Tyr Glu Ala Trp Cys Tyr Asn Lys
1 5 10

<210> 46

<211> 14

<212> PRT

<213> Artificial Seguence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 46
Pro Ile His Cys Thr GIn Trp Ala Trp Met Cys Pro Pro Thr
1 5 10

<210> 47

<Z11l> 14

<212> PRT

<213> Artificial Sequence

<220>
<223> pescription of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 47
Asp Ser Asn Cys Pro Trp Tyr Phe Leu Ser Cys val Ile Phe
1 5 10

<210> 48
<211> 14
<212> PRT
Page 10



<213>
<220>
<223>
<400>
1
<210>
<211>
<Z212>
<Z213>
<220>
<223>
<400>
1
<210>
<211
<212>
<213>
<220>
<223>

<400>

DOCS-#3446872-v1-26324_ PCT_CRF_Sequence_tisting_as_Refiled_2014._5_15

Artificial Sequence

bescription of Artificial
Myostatin Binding Peptide

48

His Ile Trp Cys Asn Leu Ala Met
5

49

14

PRT

Artificial Seguence

bescription of Artificial
Myostatin Binding Peptide

49

Asn Leu GIn Cys Ile Tyr Phe Leu
5

50

14

PRT

Artificial Sequence

Description of Artificial
Myostatin Binding Peptide

50

Ala Trp Arg Cys Met Trp Phe Ser
1 5

<210>
<211l>
<212>
<213>

<220>
<223>

<400>

51

14

PRT

artificial sequence

Description of Artificial
Myostatin Binding Peptide

51

Trp Phe Arg Cys Phe Leu Asp Ala
1 5

<210
<211>
<212>
<213>

<220>
<223>

<400>

52

14

PRT

Artificial Seguence

pescription of Artificial
Myostatin Binding Peptide

52

Glu Lys Ile Cys Gin Met Trp Ser
1 5

<210>

53

Sequence: Synthetic

Met Lys Cys val Glu Met
10

Sequence: Synthetic

Gly Lys Cys Ile Tyr pPhe
10

Seguence: Synthetic

Asp val Cys Thr Pro Gly
10

Sequence: Synthetic

AsSp Trp Cys Thr Ser val
10

Sequence: Synthetic

Trp Met Cys Ala Pro Pro
10

Page 11



<211>
<212>
<213>

<220>
<223>

<400>

DOCS-#3446872-v1-26324_PCT_CRF_Sequence_ Listing_as_Refiled_2014_5_15

14
PRT_ o
Artificial Sequence

Description of Artificial
Myostatin Binding Peptide

53

Trp Phe Tyr Cys His Leu Asn Lys
1 5

<210>
<211>
<Z212>
<213>

<220>
<223>

<400>

54

14

PRT

Artificial seguence

Description of artificial

Myostatin Binding Peptide

54

Phe Trp Arg Cys Ala Ile Gly Ile
1 5

<210>
<211
<212>
<213>

<220>
<223>
<400>
1
<210>
<211>
<Z212>
<213>
<2 20>
<223>
<A00>
1
<Z210>
<211>
<212>
<2313
<220>
<223>
<400>

1

55

14

PRT

Artificial sequence

Description of Artificial
Myostatin 8inding Peptide

55

Asn Leu Gly Cys Lys Trp Tyr Glu
5

56

14

PRT

Artificial Sequerice

Description of Artificial
Myostatin 8inding Peptide

56

e Asp Leu Cys Asn Met Trp Asp
5

57

14

PRT

Artiticial Sequerice

Description of Artificial
Myostatin Binding Peptide

57

Glu Met Pro Cys Asn Ile Trp Gly
5

Sequence: Synthetic

ser Glu Cys Thr Glu
10

Seguence: Synthetic

"ASp Lys Cys Lys Arg
10

Sequence: Synthetic

val Trp Cys Phe Thr
10

Seqguence: Synthetic

Gly Met Cys Tyr Pro
10

Seguence: Synthetic

Trp Met Cys Pro Pro
10

Page 12
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<210> 58

<211> 18

<212> PRT

<213> Artificial sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 58
Trp Phe Arg Cys val Leu Thr Gly Ile Vgl Asp Trp Ser Glu Cys Phe
1 5 1 15

Gly Leu

<230> 59

<Z211l> 18

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding peptide

<400> 59
Trp Phe Arg Cys val Leu Thr Gly Ile val Asp Trp Ser Glu Cys phe
1 5 10 15

Gly Leu

<Z10> 60

<211> 18

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 60
Leu Pro Trp Cys gis Asp GTn val Asn Aéa Asp Trp Gly Phe Cys Met
1 1 15

Ley Trp

<210> 6l

<211> 18

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Seguence: Synthetic
Myostatin Binding Peptide

<400 61

Tyr Pro Thr Cys ?er Giu Lys Phe Trp ige Tyr Gly Gln Thr Cys val
1 15
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Leu Trp

<213> 62

<211> 18

<212> PRT

<213> Aartificial sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 62
Leu Gly Pro Cys Pro Ile His His Gly Pro Trp Pro GIn Tyr Cys vai
1 5 10 15

Tyr Trp

<210> 63

<211> 18

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 63
Pro Phe Pro Cys Glu Thr His G1n Ile SSP Trp Leu Gly His Cgs Leu
1 5 1 1

Ser phe

<210> 64

<21i> 18

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 64 )
His Trp Gly Cys Glu Asp Leu Met Trp Sgr Trp His Pro Leu Cys Arg
1 5 1 15

Arg Pro

<210> 65

<211> 18

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide
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<400> 65

teu Pro Leu Cys ésp Ala Asp Met Met iro Thr Ile Gly Phe Cys val

1 15

alta Tyr

<210> 66

<211> 18

<212> PRT

<213 Artificial Seguence

<220>
<223> Description of Artificial Seqguence: Synthetic
Myostatin Binding Peptide

<400> 66
Ser His Trp Cys g?u Thr Thr Phe Tri ?St Asn Tyr Ala Lys Cys val
i 15

His Ala

<210> 67

<211> 18

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 67
Leu Pro Lys Cys Thr His val Pro Phe Agp Gln Gly Gly Phe Cys Leu
1 5 1 15

Trp Tyr

<210> 68

<211> 18

<212> PRT

<213> Aartificial Sequence

<220>
<223> pescription of Artificial sequence: Synthetic
Myostatin Binding Peptide

<400> 68
Phe Ser Ser Cys Trp Ser Pro val Ser Arg Gin Asp Met Phe Cys val
1 5 10 15

Phe Tyr

<210> 69

<211> 17

<2172> PRT

<213> Artificial Seguence
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<220
<223> Description of Artificial Sequence: synthetic

Myostatin Binding Peptide

<400> 69
Ser His Lys Cys Glu Tyr Ser Gly Trp Leu GIn Pro Leu Cys Tyr Arg
1 5 10 15

Pro

<210> 70

<211> 18

<212> PRT

<213> artificial sequence

<220>
<223> Description of Artificijal Sequence: Synthetic
Myostatin Binding Peptide

<400> 70 i
Pro Trp Trp Cys GIn Asp Asn Tyr val Gln His Met Leu His Cys Asp
1 5 i0 15

ser Pro

<210> 71

<211> 18

<232> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 71
Trp Phe Arg Cys Met Leu Met Asn Ser Phe Asp Ala Phe Gin Cys val
1 5 10 15

ser Tyr

<210> 72

<211> 18

<212> PRT

<213> artificial seguence

<220>
<223> Description of Artificial Sequence: synthetic
Myostatin Binding Peptide

<400> 72
Pro Asp Ala Cys Arg Asp GIn Pro Trp Igr Met Phe Met Gly Cys Met
1 5 15

Leu Gly

<210> 73
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<211l> 14
<212> PRT
<213> Artificial Seqguence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 73
Phe Leu Ala Cys Phe val Glu Phe Glu Leu Cys Phe Asp Ser
1 5 i0

<210> 74

<2311> 18

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: synthetic
Myostatin Binding Peptide

<4G0> 74
Ser Ala Tyr Cys Ile Ile Thr Glu ser Agp Pro Tyr val teu %ys val
1 5 1 5

Pro Leu -

<210> 75

<211> 18

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 75
Pro Ser Tle Cys Glu Ser Tyr Ser Thr Met Trp Leu Pro Met Cys GlIn
1 5 10 15

His Asn

<210> 76

<211> 18

<212> PRT

<213> Artificial sequence

<Z220>

<223> pescription of Artificial Sequence: synthetic
Myostatin Binding reptide

<400> 76 .
Trp Leu Asp Cys His Asp Asp Ser Trp Aga Trp Thr Lys Met Cys Arg
i 5 1 15

Ser His

<210> 77
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<211l> 18
<21Z2> PRT
<213> Artificial Sequence

<220>
<223> Description of Artificial Seguence: Synthetic
Myostatin Binding Peptide

<400> 77
Tyr Leu Asn Cys val Met Met Asn Thr Ser Pro Phe val Glu Cys val
1 5 10 15

Phe Asn

<210> 78

<211> 18

<21.2> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Seguence: Synthetic
Myostatin Binding Peptide

<400> 78
Tyr Pro Trp Cys ésp Gly Phe Met Ile G%n'G]n Gly Ile Thr Cys Met
1 1 15

Phe Tyr

<210> 79

<211> 18

<212> PRT

<213> Artificial Seguence

<22(>
<223> Description of Artificial Sequence: Synthetic
myostatin Binding Peptide

<400> 79
Phe Asp Tyr Cys Thr Trp Leu Asn Gly Phe Lys Asp Trp Lys Cys Trp
1 5 10 15

Ser Arg

<210> 80

<211> 18

<212> PRT

<213> Artificial Seguence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 80 )

Leu Pro Leu Cys Asn Leu Lys Glu Ile Ser His val Gin Ala Cys val
1 5 15

Leu Phe
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<210> 81

<211> 18

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 81
Ser Pro Glu Cys Ala Phe Ala Arg Trp Leu Gly Ile Glu Gln Cys Gln
1 5 10 15

Arg Asp

<210> 82

<211> 18

<212> PRT

<213> Artificial sequence

<220> ’
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 82
Tyr Pro GIn Cys Phe Asn Leu His Leu Lgu Glu Trp Thr Glu Cys Asp
1 5 1 15

Trp Phe

<210> 83

<211> 18

<212> PRT

<213> artificial Seguence

<220>
<223> Description of Artificial sequence: Synthetic
Myostatin Binding Peptide

<400> 83
Arg Trp Arg Cys Glu Ile Tyr Asp Ser Glu Phe Leu Pro Lys Cys Trp
1 5 10 15

Phe Phe

<210> 84

<23il> 14

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Seguence: Synthetic
Myostatin Binding Peptide

<400> 84 .
Lteu val Gly Cys Asp Asn Val Trp His Arg Cys Lys Leu Phe
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<210> 85

<211> 18

<212> PRT

<213> Artificial Seguence

<220>
<223> Description of Artificial Seguence: Synthetic
Myostatin Binding Peptide

<430> 85 _
Ala Gly Trp Cys ?15 val Trp Giy Glu Met Phe Gly Met Gly Cys Ser
1 10 15

Ala Leu

<210> 86

<211> 18

<212> PRT

<213> artificial Sequence

<220>
<223> Description of Artificial sequence: Synthetic
Myostatin Binding Peptide

<400> 86
His His Glu Cys Glu Trp Met Ala Arg Tgp Met Ser Leu Asp Cgs val
1 5 1 1

Gly lLeu

<210> 87

<211> 18

<212> PRT

<213> Artificial Sequence

<220>
<223> bescription of Artificial Sequence: Synthetic
Myocstatin Binding Peptide

<40(0> 87
Phe Pro Met Cys g1y Ile Ala Gly Met L%s Asp Phe Asp Phe Cys val
1 1 15

Trp Tyr

«7210> 88

<211> 18

<212> PRT

<213> artificial Seguence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 88
Arg Asp Asp Cys Thr Phe Trp Pro Glu Trp Leu Trp Lys Leu Cys Glu
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10 15
Arg Pro

<210> B89

<211> 18

<212> PRT

<213> Artificial Seguence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 89
Tyr aAsn Phe Cys Ser Tyr iteu Phe Gly val Ser tys Glu Ala Cys Gln
1 5 10 15

Leu Pro

<210> 90

<211> 18

<21Z> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 90
Ala His Trp Cys Glu GIn Gly Pro Trp Agg Tyr Gly Asn Ile Cgs Met
1 5 1 1

Ala Tyr

<210> 91

<211> 18

<212> PRT

<213> Artificial Sequence

<220>
<223> pescription of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 91 "
Asn Leu val Cys Gly Lys ITe Ser Ala Tgp Gly Asp Glu Ala C§s Ala
1 5 1 1

Arg Ala

<210> 92

<211> 18

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Svathetic
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Myostatin Binding Peptide

<400> 92
His Asn val Cys Thr Ile Met Gly Pro Ser Met Lys Trp Phe Cys Trp
1 5 10 15

Asn Asp

<210>" 93

<211> 18

<212> PRT

<213> Artificial sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Mycstatin Binding Peptide

<400> 93
Asn Asp Leu Cys Ala Met Trp Gly Trp Arg Asn Thr Ile Trp Cys Gin
1 5 10 15

Asn Ser

<210> 94

<211l> 18

<21Z> PRT

<213> Artificial Ssequence

<220>
<223> Description of Artificial Sequence: Synthetic
Mygastatin Binding Peptide

<400> 94
Pro Pro Phe Cys GlIn Asn Asp Asn Asp Met Leu GIn Ser Leu Cys Lys
1 5 10 15

Leu teu

<210> 95

<211> 18

<Z212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial sequence: Synthetic
Myostatin Binding pPeptide

<40Q0> 95
Trp Tyr Asp Cys Asn val Pro Asn Glu Leu Leu Ser Gly Leu Cys Arg
1 5 10 15

Leuy Phe

<210> 96
<211> 18
<212> PRT
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<213> Artificial sequence

<220>
<223> Description of Artificial Seguence: Synthetic
Myostatin Binding Peptide

<400> 96
Tyr Gly Asp Cys Asp G1n Asn His Trp Mgt Trp Pro Phe Thr Cys Leu
5 1 15

ser Leu

<Z210> 97

<211> 18

<212> PRT

<213> Artificial Ssequence

<220>
<223> pescription of Artificial sequence: Synthetic
Myostatin Binding Peptide

<400> 97 i
Gly Trp mMet Cys His Phe Asp Leu HWis Asp Trp Gly Ala Thr Cys Glin
1 5 10 15

Pro Asp

<210> 98

<211> 18

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Seguence: Synthetic
Myostatin Binding Peptide

<400> 98
Tyr Phe His Cys Met Phe Gly GTy His Glu Phe Glu val His Cys Glu
5 10

ser Phe

<210> 99

<211> 12

<212> BRT

<213> Artificial sequence

<22G>
<223> pescription of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 99
Ala Tyr Trp Cys Erp His Gly GIn Cys val Arg Phe
1 10

<210> 100
<211> 19
<212> PRT
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<213> ArtifTicial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 100
ser Glu His Trp Thr Phe Thr Asp Trp Asp Gly Asn Glu Trp Trp val
1 5 10 15

Arg Pro Phe

<210> 101

<211> 20

<212> PRT

<213> Artificial Seguence

<220>
<223> Description of Artificia’l Sequence: Synthetic
Myostatin Binding Peptide

<400> 101
Met Glu Met Leu Asp Ser Leu Phe Glu Leu Leu Lys Asp Met val Pro
1 3 10 15

ITe ser Lys Ala
20

<210> 102

<211> 19

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial seguence: Synthetic
Myostatin Binding Peptide

<400> 102
Ser Pro Pro Glu Glu Ala Leu Met Giu Trp Leu Gly Trp GlIn Tyr Gly
1 5 10 i5

Lys Phe Thr

<210> 103

<211> 20

<212> PRT

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 103

Ser Pro Glu Asn Leu Leu Asn Asp Leu Tyr Ile Leu Met Thr Lys Gln
1 5 10 15

Glu Trp Tyr Gly
20
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<210> 104
<211> 20
<Z212> PRT
<213> Artificial Seqguence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<4G0> 104
Phe His Trp Glu Glu Gly Ile Pro Phe His val val Thr Pro Tyr Ser
1 5 15

Tyr Asp Arg Met
20

<210> 105

<211> 19

<212> PRT

<213> Artificial sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 105
Lys Arg Leu Leu Glu Gin Phe Met Ash Asp Leu Ala Glu Leu val Ser
1 5 ' 10 '

Gly His ser

<210> 106

<211> 20

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Seguence: Synthetic
Myostatin Binding Peptide

<400> 106
Asp Thr Arg Asp Ala Leu pPhe Gin Glu Pge Tyr Glu Phe val Arg Ser
1 5 1 .15

Arg Leu val Ile
20

<210> 107
<211> 20
<212> PRT
<213> artificial sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 107
Arg Met Ser Ala gia Pro Arg Pro Leu Thr Tyr Arg Asp Ile Met Asp
1 10 15
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Gln Tyr Trp His
20

<210> 108

<211> 20

<212> PRT

<213> artificial Sequence

<220>
<223> pescription of Artificial Seguence: Synthetic
Myostatin Binding Peptide

<400> 108
Asn Asp Lys Ala His Phe Phe Glu Met Phe Met Pha Asp val His Asn
1 5 10 15

Phe val Glu Ser
20

<210> 109

<211> 20

<212> PRT

<213> Artificial Seguence

<220>
<223> pescription of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 109
GIn Thr Gln Ala g?n Ltys Ile Asp Gly igu Trp Glu Leu Leu GIn Ser
1 15

Ile Arg Asn Gln
z0

<210> 110

<211> 18

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial sequence: Synthetic
Myostatin Binding Peptide

<400> 110 : M
Met Leu Ser &lu Phe Glu Glu Phe Leu Gly Asn Leu val His Arg Gn
1 5 10 15

Giu Ala

<210> 111

<211> 20

<212> PRT

<213> Aartificial seguence

<220>
<223> pescription of Artificial Sequence: Synthetic
Myostatin Binding Peptide
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<400> 111

Tyr Thr Pro Lys met Gly Ser Glu Trp Tgr Ser Phe Trp His Agn Arg

1 5 1 1

Ile His Tyr Leu

20
<210> 112
<211> 20
<212> PRT
<213> Artificial sSequence
<220>

<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 112
Lel Asn Asp Thr ieu Leu Arg Glu Leu Lys Met val Leu Asn Sgr Leu
1 5 10 1

Ser Asp Met Lys
20

<210> 113

<21l> 20

<212> PRT

<213> Artificial Seguence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding pPeptide

<400> 113

pPhe asp val Glu Arg Asp Leu Met Arg Trp Leu Glu Gly pPhe Met Gln
1 3 10 15
ser Ala Ala Thr
20
<210> 114
<211> 20
<212> PRT
<213> Artificial Sequence
<220> )
<223> Description of Artificial segquence: Synthetic
Myostatin Binding Peptide
<400> 114
His His Gly Trp Asn Tyr Leu Arg Lys Géy ser Ala pro Gin Trp Phe
1 5 1 15

Glu Ala Trp val
20

<210> 115
<211> 20
<212> PRT
<213> Artificial Sequence
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<220>
<223> bescription of Artificial Sequence: Synthetic

Myostatin Binding Peptide

<400> 115
val Glu Ser Leu gis GlIn Leu Gln Met Tgp Leu Asp Glin Lys Leu Ala
1 1 15

Ser Gly Pro His

20
<210> 116
<211> 18
<212> PRT
<213> artificial Sequence
<220>

<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 116 ,
%rg Ala Thr Leu Leu Lys Asp Phe Trp ggn Leu val Glu Gly Tyr Gly
5 : 15

Asp Asn

<210> 117
<211> 16
<212> PRT
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: synthetic
Myostatin B8inding Peptide

<400> 117
Glu Glu Leu Leu ?rg Glu Phe Tyr Arg Phe val Ser Ala Phe Asp Tyr
1 10 15

<210> 118

<211l> 20

<212> PRT

<213> Artificial Sequence

<220>
<223> pescription of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 118 '
Gly Leu Leu Asp g?u phe Ser His Phe ige Ala Glu GTn Phe zyr Gln -
1 5

Met Pro Gly Gly
20

<210> 119

<211> 20

<212> PRT

<213> Artificial Sequence

Page 28



DOCS-#3446872-v1-26324_PCT_CRF.Sequence_Listing_as_refiled_2014_5_15
<220>
<223> Description of artificial Sequence: synthetic

Myostatin Binding Peptide

<400> 119
Tyr Arg Glu Met Ser Met Leu Glu Gly Lgu Leu Asp val Leu Glu Arg
i 5 1 15

Leu GlIn His Tyr

20
<210> 120
<211l> 20
<212> PRT
<213> Artificial Segquence
<220>

<223> Description of Artificial Sequence: Synthetic
Myostatin 8inding Peptide

<400> 120

His Asn Ser Ser GIn Met Leu Leu Ser Glu Leu Ile Met Leu val Gly
i 5 15

Ser Met Met Gin

20
<210= 121
<211> 20
<212> PRT
<213> Artificial sequence
<220>

<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 121
Trp Arg Giu His Phe Leu Ash Ser Asp ;gr Ile Arg Asp Lys Leu Tle
1 5 15

Ala 1le Asp Gly
20

<210> 122

<Z11> 19

<212> PRT

<213> Artificial Seguence

<220> _
<223> bescription of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 122

Gln Phe Pro Phe Tyr val phe Asp Asp Leu Pro Ala Gln Leu Glu Tyr
1 5 10 15

Trp Ile Ala

<210> 123
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<211> 20
<212> PRT
<213> Artificial Sequence

<220>
<223> Description of Artificial Seguence: Synthetic
Myostatin Binding Peptide

<400> 123 .
Glu Phe Phe His grp Leu His Asn His Arg Ser Glu val Asn His Trp
1 , 10 15

Leu Asp Met Asn
20

<210> 124
<211> 19
<212> PRT
<213> artificial Seguence

<220>
<223> Description of Artificial Sequence: Synthetic
Myestatin Binding Peptide

<400> 124
Glu Ala Leu Phe GIn Asn Phe Phe Arg Asp val Leu Thr teu Ser Glu
1 5 10 15

Arg Glu Tyr

<210> 125

<211> 20

<212> PRT

<213> Artificial Seguence

<220 :
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 125

GIn Tyr Trp Glu GIn G1n Trp Met Thr T%r Phe Arg Glu Asn 6ly Leu
1 3 1 15

Mis val GIn Tyr

20
<210> 125
<2id= 20
<212> PRT
<213> Artificial Sequence
<220>

<223> Description of Artificial Sequence: synthetic
Myostatin Binding Peptide

<400> 126
Asn Gln Arg Met Met Leu Glu Asp Leu Igp Arg Ile Met Thr Pro Met
1 5

pPhe Gly Arg ser
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20

<210> 127

<211> 20

<212> PRT

<213> Artificial sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 127
phe Leu Asp Glu %eu Lys Ala Glu Leu Ser Arg His Tyr Ala Leu Asp
1 10 15

Asp Leu Asp Glu
20

<210> 128

<2131> 20

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 128 '
Gly Lys Leu Ile Glu Gly Leuy Leu Asn ggu Leu Met GIn Leu GTu Thr
1 5 15

Phe Met Pro Asp
20

<210> 129

<211> 15

<212> PRT

<213> Artificial Sequernce

<220>
<223> Description of Artificial Seguence: Synthetic
Myestatin Binding Peptide

<4¢0> 129
Ile Leu Leu Leu Asp Glu Tyr Lys Lys Asp Trp Lys Ser Trp Phe
1 5 10 15

<210> 130

<2il> 50

<212> BRYT

<213» Artificial seguence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 130
Gln Gly His Cys Thr Arg Trp Pro Trp Met Cys Pro Pro Tyr Gly Ser
1 5 10 15

Gly ser Ala Thr Gly Gly ser Gly ser Thr Ala ser ser Gly ser Gly
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20

ser Ala Thr Gly GIn Gly His Cys
35 40

Pro Tyr
50

<210>
<211>
<212
<2313>

131

43

PRT

Artificial Sequence

<220>
<223> Description of Artificial

Myostatin Binding Peptide

<400> 131
Trp Tyr Pro Cys Tyr Glu Gly His
1 5

Gly ser Thr Ala Ser Ser Gly Ser
Z

Cys Tyr Glu Gly His Phe Trp Cys

35 40

<210>
<211>
<212>
<213>

<220>
<223>

132

50

PRT

artificial Sequence

Description of Artificial
Myostatin Binding Peptide

<400> 132
His Thr Pro Cys Pro Trp Phe Ala
1 5

Gly ser Ala TBr Gly Gly ser Gly
2

ser Ala Thr Gly is Thr Pro Cys
35 40

Glu Trp
50

<210
<211>
<212>
<213>

<220>
<223>

133

50

PRT

Artificial Seguence

Description of Artificial
Myostatin Binding Peptide

25

Thr Arg Trp Pro Trp Met Cys Pro
45

Seguence: Synthetic
Phe Trp Cys Tyr Asp Leu Gly Ser
10 15

Gly ser Ala Thr Gly Trp Tvr Pro
25 30

Tyr Asp Leu

sequence: Synthetic

Pro Leu Cys val Glu Trp Gly Ser
10 15

ser Thr Ala ser Ser Gly Ser Gly
25 30

Pro Trp Phe Ala Pro Leu Cys val
45

Sequence: Synthetic
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<400> 133

Pro Asp Trp Cys Ile Asp Pro Asp Trp Trp Cys Lys Phe Trp Gly Ser
1 5 10 15

Gly ser Ala Thr Gly Gly Ser Gly
20

Ser Thr Ala Ser ser
25

Gly ser Gly
30

Ser Ala Thr Gly Pro Asp Trp Cgs Ile Asp Pro Asp Trp Trp Cys Lys
4 45

35

phe Trp
50

<210>
<211>
<212>
<213>

<220>
<223

134
50
PRT
Artificial Sequence

bescription of Artificial
Myostatin Binding Peptide

<400> 134
Ala Asn Trp Cys val Ser Pro Asn
1 5

Gly Ser Ala Thr ¢ly Gly Ser Gly
20
Ser ala Thr Gly Ala Asn Trp Cys
35 40

val Met
50

135
50
PRT
Artificial Seguence

<210>
<211>
<212>
<213>

<220>
<223> Description of Arrificial

Myostatin Binding Peptide
<400> 135

Pro Asp Trp Cys Ite Asp Pro Asp
1 5

Gly ser Ala Thr ¢ly Gly ser Gly
20

ser Ala Thr Gly Pro Asp Trp Cys
35 40

Phe Trp
50

seguence: Synthetic

Trp Phe Cys Met val
10

Ser Thr Ala Ser Ser

25

va'l Ser Pro Asn Trp
45

Sequence: Synthetic

Trp Trp Cys Lys Phe
10

ser Thr Ala Ser Ser

25

Ile Asp Pro Asp Trp
45
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<210>
<211>
<212>
213>

<220>
<223>

136
50
PRT
Artificial Seguence

Description of Artificial
Myostatin Binding Peptide

<400 136
His Trp Ala Cys gTy Tyr Trp Pro
1

Gly ser Ala ;gr Gly Gly Ser Gly

Ser Ala Thr Gly His Trp Ala Cys
35 40

Trp val
50

<210>
<211>
<212>
<213>

<220>
<223>

137
50
PRT
Artificial Sequence

Description of Artificial
Myostatin Binding Peptide

<400> 137
LYS Lys His Cys g]n Ile Trp Thr
1

Gly ser Ala ;gr Gly Gly Ser Gly
ser Afa Thr Gly Gln Gly His Cys
35 40

Pro Tyr
50

138
50
PRT
Artificial Sequence

<210>
<211>
<212>
<213>

<220>
<223> Description of Artificial

Myostatin Binding Peptide
<400> 138

Gin Gly His Cys Thr Arg Trp Pro
1 5

Gly ser Ala Thr Gly Gly Ser Gly

Sequence: Synthetic

val Gly ser

Trp Ser Cys Lys Trp
10 15

ser Thr Ala Ser Ser Gly
25 30

Ser Gly

Gly Tyr Trp Pro Trp Ser Cys Lys
45

Sequence: Synthetic

Gly ser
15

Trp Met Cys Ala Pro Lys
10

Ser Thr Ala Ser ser Gly
25 30

Ser Gly

Thr Arg Trp Pro Trp Met Cys Pro
45

Sequence: Synthetic
Trp Met Cys Pro Pro Tyr Gly Ser
10 15

ser Thr Ala Ser ser Gly Ser Gly
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2 5 0

ser Ala ghr Gly Lys Lys His Cys Gln Ile Trp Thr Trp Met Cys Ala
5 40 45

Pro Lys
50

<210> 139

<211> 50

<212> PRT

<213> artificial Sequence

<220>
<223> Description of Artificial Sequence: synthetic
Myostatin Rinding Peptide

<400> 139
Lys Lys His Cys Gin Ile Trp Thr Trp Met Cys Ala Pro Lys Gly Ser
1 5 10 15

Gly ser Ala Thr Gly Gly Ser Gly Ser Thr Ala ser Ser Gly Ser Gly
20 25 30

ser Ala Thr Gly GIn Gly His Cys Thr Arg Trp Pro Trp Met Cys Pro
35 40 45

Pro Tyr
50

<210> 140

<211> 36

<212> PRT

<213> Artificial Seqguience

<220>
<223> pescription of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 140
bys Lys His Cys Gin Ile Trp Thr Trp Met Cys Ala Pro Lys Gly Gly
1 5 10 15

Gly Gly 6ly Gly Gly Gly GIn Gly His Cys Thr Arg Trp Pro Trp Met
20 25 30

Cys Pro Pro Tyr
35

<210> 141

<211> 34

<212> PRT

<213> Artificial Seguence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide
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< =
§1n Gly His Cys Ehr Arg Trp Pro Trp ggt Cys Pro Pro Tyr Gly Gly

15

Gly Gly Gly Gly Lys Lys His Cys GlIn Ile Trp Thr Trp Met Cys Ala
20 25 30
Pro Lys

<210> 142

<211> 14

<2312> PRT

<213> artificial Sequence

<220>
<223> pescription of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<220>

<221> MOD_RES

<222> (3)..03)

<223> Any amino acid

<220>

<221> MOD_RES

<222> (5)..(86)

<223> Any amino acid

<220>

<221> MOD,_RES

<222> (14)..(14)
<223> Any amino acid

<400> 142 .
LySs Asp Xaa Cys Xaa Xaa Trp His Trp Mgt Cys Lys Pro Xaa
1 5 1

<210> 143

<211> 14

<212> PRT

<213> Artificial Sequence

<220>
<223> pescription of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<220

<221> MOD_RES

<222 (2).. (3

<223> Any amino acid

<220>

<221> MOD_RES

222> (5)..(7)

<223> Any aminc acid

<400> 143
Trp Xaa Xaa Cys Xaa Xaa Xaa Gly Phe Trp Cys Leu Asn val
1 5 10
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<210> 144
<211> 14
<212> PRT
<213> Artificial Sseguence

<220>
<223> pescription of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<220

<Z221> MOD_RES

<222> (2)..(2)

<223> Any amino acid

<220>

<221> MOD_RES

<222> (5)..(5)

<223> Any amino acid

<220

<221> MOD_RES

<222> (9)..(10)
<223> Any amino acid

<220>

<221> MOD_RES

<222> (13)..(14>
<223> Any amino acid

<400> 144
ITe Xaa Gly Cys Xaa Trp Trp Asp Xaa Xaa Cys Tyr Xaa Xaa
1 5 10

<210> 1453

<211> 14

<Z212> PRT

<213> Artificial Seguence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<220>

<221> MOD_RES

<222> (1)..(2)

<223> Any amino acid

<220>

<Z221> MOD_RES

<222> (8)..(8)

<223> Any amino acid

<220>

<221> MOD_RES

<222> (12)..(14)
<223> Any amino acid

<400> 145
Xaa Xaa Trp Cys gaT Ser Pro Xaa Trp PSE Cys Xaa Xaa Xaa
1 1

<210> 146
<Z211> 14
<Z212> PRT
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<213> Artificial Sequence

<220
<223> Description of Artificial sequence: Synthetic
Myostatin Binding Peptide

<220>

<221> MOD_RES

<222> (1)..(3)

<223> Any amino acid

<220>

<2721> MOD_RES

<222> (..
<223> Any amino acid

<400> 146
Xaa Xaa Xaa Cys Pro Trp Phe Alla Xaa Xaa Cys val Asp Trp
1 5 10

<210> 147

<21i1> 42

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial sequence: Synthetic X
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 147
aaagacaaat gcaaaatgtg gcactggatg tgcaaaccgc cg 42

<210> 148

<211> 42

<212> DNA

<213> Artificial Seguence

<220>
<223> pescription of Artificial Sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 148 '
aaagacctgt gcgetatgtg geactggatg tgcaaaccge cg 42

<210> 14%

<211> 42

<212> DNA

<213> Arvificial sequence

<220>
<223> Description of Artificial sequence: synthetic )
Nucleotide sequefice encoding Myostatin Binding Peptide

<400> 148
aaagacctgt gcaaaatgtg gaaatggatg tgcaaaccyc cg 42

<210> 150

<211> 42

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
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Nucleotide sequence encoding Myostatin Binding Peptide

<400> 150
daagacctgt gcaaaatgtg gractggatg tgcaaaccga aa 42

<210> 151

<211> 42

<212> DNA

<213> Artificial Ssequence

<220>
<223> Description of Artificial Sequence: Synthetic
Nucleotide sequence encoding Myostatin Binding Peptide

<400G> 151
tggtaccegt gotacgaatt ccacttetgg tgctacgace g 42

<210> 152

<211> 42

<212> DNA

<213> artificial Sequence

<220> )
<223> pescription of Artificial sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 152
tggtacccgt gctacgaatt ccacttctgg tgctacgace tg 42

<210> 153

<21i> 42

<212> DNA

<213> Aartificial sequence

<220>
<223> pescription of Artificial Sequence: Synthetic _
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 153
tggtacccgt gctacgaagg tcacttctgg tgctacgacc tg 42

<210> 154

<211> 42

<Z212> DNA '
<213> artificial Seguence

<220>
<223> Description of Aartificial Sequence: Synthetic .
Nucleotide sequence encoding Myvostatin Binding Peptide

<400> 154
tggtacccgt gctacgaagg tcacttctgg tgctacgacce tg 42

<210> 155

<211> 42

<212> DNA

<213> Artificial Sequence

<220>
<223> bescription of Artificial Sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 155
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atcttcggtt gcaaatggtg ggacgttcag tgctaccagt tc 42

<210> 156

<211> 42

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 156
atcttcggtt gcaaatggtg ggacgttgac tgctaccagt tc 42

<210> 157

<211> 42

<Z212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Seguence: Synthetic
Nuclteotide sequence encoding Myostatin Binding Peptide

<400> 157
atctrtcoggtt gcaaatggtg ggacgttgac tgctaccagt tc 42

<210> 158

<211> 42

<212> DNA

<213> Artificial Sequence

<220>
<223> pescription of Artificial Sequence: Synthetic
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 158
gctgactggt gegtttcocce gaactggttd tgcatggtta tg 42

<210> 159

<211> 42

<212> DNA

<213> Artificial sequence

<220>
<223> pescription of Artificial Sequence: Synthetic
nucleotide sequence encoding Myostatin Binding Peptide

<400> 159
cacaaattct gcccgtdgty ggetotgtic tgoigggact o 42

<210> 160

<211> 42

<212> DHNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 160
asagacctgt gcaaaatgtg gcactggaty tgcaaaccge cg 42
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<210> 161
<211> 472
<212> DNA
<213> Artificial sequence

<220>
<223> Description of Artificial Sequence: Synthetic "
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 161
atcgacaaat gcgctatctyg gggttggatg tgcccgecge tgo 42

<210> 162

<211> 42

<212> DNA

<213> Artificial Ssequence

<220>
<223> Description of Artificial Sequence: Synthetic i
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 162
tggtacccgt geggtgaatt cggtatgtgg tgoctgaacg tt 42

<210> 163

<211> 33

<212> DNA

<213> Artificial sequence

<220>
<223> Description of Artificial Sequence: Synthetic ;
NucTleotide sequence encoding Myostatin Binding Peptide

<40G0> 163
tggttcacct goctgtggaa ctgcgacaac gaa 33

<210> 164

<211> 42

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic ]
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 164
Cacacccegt gocogtggtt cgctecgetg tgogtigaat gg 42

<210> 165

<211 42

<21Z> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 165
aaagaatggt gctggcgttg gaaatggatg tgcaaaccgg aa 42

<210> 166
<211> 42
<212> DNA
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<213> Artificial Sequence

<220>
<223> Description of Artificial sequence: Synthetic i
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 166
ttcgaaacct gocegtoctg ggottacttc tgectggaca tc 42

<210> 167

<211> 42

<212> DNA

<213> Artificial Seguence

<220>
<223> Description of Artificial Sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 167
ttcgaaacct gcccgtoctg ggottactic tgoctggaca to 42

<210> 168

<211> 42

<212> DNA

«213> Artificial Seguence

<220>
<223> pescription of Artificial Sequence: Synthetic .
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 168
gcttacaaat gcgaagctaa cgactggggt tgctogtgge tg 42

<210> 169

<211> 42

<212> DNA

<213> aArtificial Sequence

. <220>
«<223> Description of Artificial Seguence: Synthetic
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 169
aactcctggt gegaagacca gtggcaccgt tgotggtgge tg 42

<210> 170

<211> 42

<212> DHA

<213> Artificial Seguence

<220>
<223> Description of Artificial Sequence: synthetic )
nNucleotide sequence encoding Myostatin Binding Peptide

<400 170
tggtccgett gotacgetgyg tcacttotgg tgotacgace tg 42

<210> 171

<211> 42

<212> DNA

<213> Artificial Seguence

<220>
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<223> bescription of Artificial Sequence: Synthetic
Nucleotide sequence.encoding Myostatin Binding Peptide

<400> 171
gctaactggt gogtttcccee gaactggttc tgcatggtta tg 42

<210> 172

<211> 42

<Z212> DNA

<213> Artificial Sequence

<220>
<223> bescription of Artificial sequence: synthetic
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 172
tggaccgaat gctaccagca ggaattctgy togctggaace tyg 42

<210> 173

<211> 42

<212> DNA

<213> Artificial Seguence

<220>
<223> Description of Artificial Sequence: Synthetic
Nucieotide sequence encoding Myostatin Binding Peptide

<400> 173
gaaaacacct gcgaacgttg gaaatggatg tgcccgecga aa 42

<210> 174

<211> 42

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic :
Nucleotide sequence encoding Myostatin Binding Peptide

<400=> 174
tggetgeogt geccaccagga aggtttetgg tgcatgaact Ic ' 42

<210> 175

<211> 42

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Seguence: Synthetic
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 175
tccaccatgt gotcccagtg geactggatg tgcaacccgt to 42

<210> 176

<211> 42

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Seqguence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide
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<400> 176
atcttcggtt gecactggtg ggacgttgac tgctaccagt tc 42

<210> 177

<211> 42

<212> DNA

<213> Artificial sequence

<220>
<223> pescription of Artificial Sequence: Synthetic _
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 177
atctacggtt gcasatggtg ggacatccag tgctacgaca tc 42

<210> 178

<211> 42

<Z212> DNA

<213> Artificial seguence

<220>
<223> Description of Artificial sequence; Synthetic _
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 178 ,
ccggactggt gcatcgatec ggactggtgyg tgcaaattct gg 42

<210> 179

<211> 42

<212> DNA

<213> Artificial Sequence

<220> '
<223> Description of Artificial Sequence: Synthetic _
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 179
cagggtcact gcacccgttyg geecgtggatyg tgoccgeegt ac 42

<210> 180

<211> 42

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial sequence: Synthetic i
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 180
tggcaggaat gctaccgtga aggtitctgg tgoctgcaga cc 42

<210> 181

<211> 42

<212> DNA

<213> Artificial seguence

<220>
<223> pescription of Artificial Sequence: Synthetic )
Nucleotide sSeguence encoding Myostatin Binding Peptide

<400> 181
tggttcgact gctacggtec gggtttcaaa tgctggtccc cg 42
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<210> 182

<211> 42

<Z212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 182
ggtgttcgtt goccgaaagg tcacctgtgy tgcctgtace cyg 42

<210> 183
<211> 427

C <21Z2> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 183
cactgggctt gcgyttactg gocgtggtece tgcaaatggg tt 42

<210> 184

<211> 42

<212> DNA

<213> Aartificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 184
ggtccggett gocactccce gtggtggtgy tgogtttteg gt C 42

<210> 185

<211> 42

<212> DNA

<213> Artificial seguence

<220>
<223> Description of Artificial Sequence: Synthetic ]
Nucleotide seguence encoding Myostatin Binding Peptide

<400> 185
accacctggt gcatctcocce gatgtggtte tgotcccage ag 42

«210> 186

<211> 42

<212> DNA

<213> Artificial Seguence

<220>
<223> Description of Artificial Sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 186
cacaaattct gcccgeogtg ggctatctte tgetgggact tc 42

<210> 187
<211> 42
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<220>
<223>

<400>
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DNA
Artificial Sequence

Description of Artificial Sequence: Synthetic )
NucleoTide sequence encoding Myostatin Binding Peptide

187

ccggactggt gegtttoocce gegttggtac tgeaacatgt gg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

188

42

DNA

artificial Sequence

Pescription of Artificial Sequence: Synthetic i
Nucleotide sequence encoding Myostatin Binding Peptide

188

gtttggaaat gccactggtt cggtatggac tgcgaaccga cc

<210>
<211l>
<212>
<213>

<220>
<223>

<430

189

42

DNA

artificial seqguence

pescription of Artificial Segquence: Synthetic ]
Nucleotide sequence encoding Myostatin Binding Peptide

189

aaaaaacact gccagatctg gacctggatg tgcgetccga aa

<210>
<211>
<212>
<213>

<220>
<223>

<4 00>

180

42

DNA

Artificial seguence

Description of Artificial Sequence: Synthetic _
Nucleotide sequence encoding Myostatin Binding peptide

190

tggttccagt geggttecac cotgttotgg tgctacaace tg

<Z210>
<211>
<212>
<213>

<220>
<223>

<400>

191

42

DNA

artificial Sequence

Description of Artificial Sequence: Synthetic ]
nucleotide sequence encoding Myostatin Binding Peptide

i%1

tggteccegt gotacgacca ctacttctac tgctacacca tc

<210>
<211>
<21Z2>
<213>

192

42

DNA

artificial sequence
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<220
<223> Description of Artificial sequence: Synthetic i

Nucleotide seguence encoding Myostatin Binding Peptide

<400> 192 '
tcctggatygt gcggtitctt caaagaagtt tgcatgtoggg tt 42

<210> 193

<211> 42

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: synthetic
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 193
gaaatgcetgt gcatgatcca cccggittic tgcaacgcge ac 42

<210> 194

<211> 47

<212> DNA

<213> Artificial Ssequence

<220>
<223> pescription of Artificial Sequence: Synthetic .
nucleotide sequence encoding Myostatin Binding Peptide

<400> 194
ctgaaaacct gcaacctgtg gccgtggatg tgcccgocge tg 42

<210> 193

<211> 42

<212> DNA

<213> Artificial Seguence

<220>
<223> pescription of Artificial Sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 195 .
gttgttggtt gcaaatggta cgaagcttgy tgctacaaca aa 42

<210> 196

<211> 42

<212> DNA

<Z213> Artificial Seguence

<220>
<223> Description of Artificial sequence: Synthetic
nucleotide sequence encoding Myostatin Binding Peptide

<400> 166
ccgatccact gocacccagtg ggcotiggatg tgoccgocga cc 42

<210> 197

<211> 42

<212> DNA

<213> Aartificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic )
Nucleotide seguence encoding Myostatin Binding Peptide
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<400> 197
gactccaact gcoccgtggta cttoctgtee tgegttatct tc 42

<210> 198

<211> 42

<212> DNA

<213> Artificial seguence

<220>
<223> Description of Artificial Sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding peptide

<400> 198
gactccaact geccgtggta cticctgtoc tgogttatct te 42

<210> 199

<211> 42

<Z212> DNA

<213> Artificial seqguence

<220>
<223> Description of Artificial Sequence: Synthetic _
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 189
aacctgcagt gcatctactt cctgggtaaa tgcatctact tc 42

<210> 200

<211> 42

<21272> DNA

<213> Artificial sequence

<220
<223> Description of Artificial Sequence: Synthetic i
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 200
gcttggegtt geatgtggtt ctccgacgtt tgcaccccgg gt 42

<210> 201

<211> 42

<212> DNA

<213> Artiticial Sseguence

<220>
<223> Description of Artificial Sequence: Synthetic _
Nucleotide seguence encoding Myostatin Binding Peptide

400> 201
tggtttcgtt gttttcttga tgctgattyg tgtacttctg tt 42

<210> 202

<211> 42

<212> DNA

<213> artificial seguence

<220>
<223> Description of Artificial Sequence: Synthetic _
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 202
gaaaaaattt gtcaaatgtg gtcttggatg tgtgetocac ca 42
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<220>
<223>

<400>
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203

42

DNA

Artificial sequence

Description of Artificial Sequence: synthetic )
NucTeotide seguence encoding Myostatin Binding Peptide

203

tggttttatt gtcatcttaa taaatctgaa tgtactgaac ca 42

<210>
<211>
<212>
<213>

<220>
<223>

<400>

204

42

DNA

Artificial seguence

Description of Artificial Sequence: Synthetic
nNucleotide seqguence encoding Myostatin Binding peptide

204

ttttggegtt gtgetattgg tattgataaa tgtaaacgtyg tt 42

<210>
<211>
<212>
<213>

<220>
<223>

<400>

205

42

DNA

Artificial Seguence

bescription of Artificial Sequence: Synthetic
Nucleotide sequence encoding Myostatin Binding pPeptide

205

aatctiggtt gtaaatggta tgaagttitgg tgttttactt at 42

<210>
<213>
<212>
<213>

<220>
<223>

<400>

206

42

DNA

Artificial Sequence

Description of Artificial Seguence: Synthetic
Nucleotide sequence encoding Myostatin Binding Peptide

206

attgatcttt gtaatatgtg ggatggtatg tgitateccac ca 42

<210>
<211
<212>
<213>

<220
<223

<400>

207

42

DNA

Artificial Seguence

bescription of Artificial Segquence: Synthetic
Nucleotide sequence encoding Myostatin Binding Peptide

207

gaaatgccat gtaatatttg gggttggatg tgrccaccag tt 42

<210>

208
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<211> 54
<212> DNA
<Z213> Artificial sequence

<220>
<223> Description of Artificial sequence: Synthetic ]
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 208
tggttccgtlt gogttctgac cggtatcgtt gactggtccg aatgetrtcgg tety 54

<210> 209

<211> 54

<212> DNA

<213> Artificial Ssequence

<220>
<223> Description of Artificial Sequence: synthetic _
NucTeotide sequence encoding Myostatin Binding Peptide

<400> 209
ggtttctect geaccttegy tetggacgaa ttctacgttg actgctccoe grtc 54

<210> 210
<211> 54
<212> DNA
<213> Artificial Sequence

<220>
<223> bescription of Artificial Sequence: Synthetic _
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 210
ctgccgtggt gecacgacca ggttaacgot gactggggrt totgeatget grtag 54

<210> 211

<211> 54

<212> DNA

<213> Artificial sequence

<220>
<223> Description of Artificial Sequence: Synthetic _
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 211
tacccgacct gctrccgaaaa attctggatc tacggtcaga cctgegtitct grtgg 54

<210> 212

«211> 54

<Z1Z> DNA

<213> Artificial Seguence

<22{>
<223> pescription of Artificial Sequence: Synthetic .
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 212 _
ctgggtccgt gecccgatcca ccacggtccg tggecgeagt actgcgttta ctgg 54

<210> 213
<211> 54
<212> DNA
<213> artificial sequence
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<220>
<223> Description of Artificial sequence: Synthetic _
Nucleotide sequence encading Myostatin Binding Peptide

<400> 213
ccgtteccgt gegaaaccca ccagatctee tggetgggic actgectgtce ctte 54

<210> 214
<2311> 54
<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic ]
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 214
cactggggtt gcgaagacct gatgtggrcoe tggoaccoge tgrgecgteg tocy 54

<230> 215

<21l> 54

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Nucleotide sequence enceoding Myostatin Binding Peptide

<400> 215
ctgccgetgt gegacgetga catgatgecy accatcggtt tetgegttge ttac 54

<210> 216

<211> 54

<212> DNA

<213> Artificial Sequence

<220>
<223> pescription of Artificial Sequence: Synthetic _
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 216
tcccactggt gogaaaccac crtctggatg aactacgcta aatgegttca cgot 54

<210> 217

<211> 54

<Z21Z2> DNA

«213> artificial sequence

<220>
<223> Description of Artificial Segquence: Synthetic ]
NucTeotide sequence encoding Myostatin Binding Peptide

<400 217
ctgccgaaat gcacccacgt tocgticgac cagggtggtt totgectgtg gtac 54

<210> 218

<211> 54

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial sequence: Synthetic
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NucTeotide seguence encoding Myostatin Binding Peptide

<400> 218
ttetectoct gotggtecce ggttroccgt caggacatgt tetgegtttt ctac 54

<210> 219
<211> 51
<212> DNA
«213> Artificial seguence

<220>
<223> Description of Artificial Sequence: Synthetic _
Nucteotide sequence encoding Myostatin Binding Peptide

<400- 219
tcccacaaat gcgaatactc cggttggctg cagocgetgt gotacegtec g 51

<210> 220

<211> 54

<212> DNA

<213> Artificial Seqguence

<220>
<223> Description of Artificial Seguence: Synthetic
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 220
ccgtggtggt gecaggacaa ctacgttcag cacatgetgce actgegactc cocg 54

<210> 221

<211> 54

<212> DNA

- <213> artificial sequence

<220>
<223> Dbescription of Artificial Sequence: Synthetic .
Nuclieotide sequence encoding Myostatin Binding Peptide

<400> 221
tggttocgtt geatgctgat gaactccttc gacgetttco agtgegtttc ctac 54

<210> 222

<211> 54

<212> DNA

<213> Artificial Seguence

<220>
<223> Description of Artificial Sequence: Synthetic
Nuciectide sequence encoding Myostatin Binding Peptide

<400> 222
ccggacgott gocgtgacca gocgtggtac atgttcatog gttogcatget gggt 54

<210> 223

<Z211> 42

<212> DNA

<213»> Art1f1c%a1 Seguence

<220>
<223> bescription of Artificial Sequence: Synthetic
Nucleotide seguence encoding Myostatin Binding Peptide

<400> 223
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ttcctggett gettogttga attcgaactg tgettegact cc 42

<210> 224
<211> 54
<212> DNA
<213> artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic .
Nucleotide seqguence enceding Myostatin Binding Peptide

<400> 224
tccgettact geatcatcac cgaatccgac cegtacgttc tgtgegttec getg 54

<210> 225

<211> 54

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 225
ccgtecatct gegaatcecta ctecaccatg tggotgecga tgtgccagea caac 54

<210> 226

<Z21l> 54

<212> DNA

<213> Artificial sequence

<220>
<223> pDescription of Artificial sequence: Synthetic
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 226 :
tggctggact gecacgacga Ctcctgggcet tggaccaaaa tgtgocgttc ccac 54

<210> 227

<211> 54

<212> DNA

<213> Artificial Seguence

<220>
<223> Description of Artificial Sequence: Synthetic
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 227
tacctgaact gogttatgat gaacacctee cogttogtty aatgogttit caac 54

<210> 228

<211> 54

<212> DNA

<213> Aartificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Nucleotide sequence enceding Myostatin Binding peptide

<400> 228
tacccgtggt gcgacggrtt catgatccag cagggtatca cctgcatgtt ctac 54
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<210> 229

<211> 54

<212> DNA

<213> Artificial Sequence

<220>
<223> pescription of Artificial Sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 229
ttcgactact gcacctggct gaacggtttc aaagactgga aatgctggtc cegt

<210>= 230

<211> 54

<212> DNA

<213> Artificial sequence

<220
<223> Description of Artificial sequence: Synthetic i
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 230
ctgccgetygt gecaacctgaa agaaatctce cacgttcagg cttgegttet gtrc

<210> 231

<211> 54

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial sequence: Synthetic )
Nucteotide sequence encoding Myostatin Binding Peptide

<400> 231
tcceoccggaat gegetttege tegttggorg ggtatcgaac agtgccagog tgac

<210> 232
<211> 54
<212> DNA
<213> Artificial Seguence

<220>
<223> Description of Artificial sequence: Synthetic ]
NucTleotide sequence encoding Myostatin Binding Peptide

<400> 232
tacccgeagt gettcaacct gcacctgotg gaatggaccg aatgcgactyg gric

<210> 233

<211 54

<212> DNA

<Z213> Artificial Segquence

<220>
<223> bescription of Artificial Sequence: Syntheétic _
Nucleotide seguence encoding Myostatin Binding Peptide

<400> 233
cgrtggcgtt gogaaatcta cgactccgaa ttectgocga aatgetggtt cttce

<210> 234
<211> 42
<2172> DNA
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<213>

<220>
<223>

<400>
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Artificial Sequence

Description of Artificial sequence: Synthetic
Nucleotide sequence encoding Myostatin Binding Peptide

234

ctggttggtt gcgacaacgt ttggcaccgt tgcaaactgt tc

<210>
<211>
<21Z2>
<213>

<220>
<223>

<400>

235

54

DNA

Artificial Sequence

Description of Artificial Sequence: Synthetic .
Nucleotide sequence encoding Myostatin Binding Peptide

235

gctggttggt gocacgttty gggtgaaatg ttcggtatgg gttgeteoge tetg

<210>
<Z213>
<212>
<213>

<220>
<223>

<400>

236
54
DNA
Artificial Sequence

Description of Artificial seguence: Synthetic
NucTeotide sequence encoding Myostatin Binding Peptide

236

caccacgaat gcgaatggat ggctcgttgg atgtocctgg actgegttgg totg

<210>
<Z211>
<212>
<213>

<220>
<223>

<400>

237
54
DNA
Artificial Sequence

Description of Artificial Sequence: synthetic
Nucleotide sequence encoding Myostatin Binding Peptide

237

ttcccgatgt goggtatcge tggtatgaaa gacttcgact totgogtitg gtac

<2310>
<Z21i>
<212>
<213>

<220>
<Z223>

<400

238

54

DiNA

Artificial sequence

bescription of Artificial sSequence: Synthetic
Nuclteotide sequence encoding Myostatin Binding Peptide

238

cgtgatgatt gracttttty gccagaatgg cttiggaaac tttgtgaacg tcca

<210>
<211>
<212>
<213>

<220

239

54

DNA

Artificial sequence
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<223> Description of Artificial Seguence: Synthetic :
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 239
tataattttt gttcttatct ttttggtygtt tctaaagaag cttgtcaact tcca 54

<210> 240
<211> 54
<Z212> DNA
<213> Artificial sequence

<220>
<223> pescription of Artificial Sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 240
gctcattggt grgaacaagg tccatggcgt tatggtaata tttgtatgge ttat 54

<210> 241

<211> 54

<212> DNA

<213> Artificial sequence

<220>
<223> Description of Artificial Sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 241
aatcttgttt gtggtaaaat ttctgettgg ggtgatgaag crtgtgctcg tget 54

<210> 242

<211> 54

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial sequence: Synthetic )
Nucleotide sequence enceding Myostatin Binding Peptide

<400> 242
-cataatgttt gtactattat gggtccatct atgaaatggt tttgttggaa tgat 54

<210> 243
<Z211> 54
<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic ]
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 243
aatgatcttt gtgctatgtg gggttggcgt aatactattt ggtgtcaaaa ttct 54

<210> 244

<211> 54

<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic )
NucTeotide sequence encoding Myostatin Binding peptide
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244

ccaccatttt gtcaaaatga taatgatatg cttcaatctc tttgtaaact tott

<210>
«<211>
<212>
<213>

<220>
<223>

<400>

245
54
DNA
Artificial seguence

Description of Artificial Sequence: synthetic .
nucleotide sequence encoding Myostatin Binding Peptide

245

tggtatgatt graatgitcc aaatgaactt ctttctggtc tttgtcgtct ttrt

<210>
<211>
<212>
<213>

<220>
<223»

<400>

246

54

DNA

Artificial sequence

Description of Artificial Sequence: Synthetic .
Nucleotide sequence encoding Myostatin Binding Peptide

246

tatggtgatt gtgatcaaaa tcattggatg tggccattta cttgtcttitc tctt

<210>
<211>
<212>
<213>

<220>
<223>

<400>

247
54
DNA,
Artificial Sequence

Description of Artificial sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

247

ggttggatgt gtcattttga tcttcatgat tggggtgeta cttgtcaacc agat

<210>
<211>
<212
<213

<220>
<223>

<400>

248
54
DNA
artificial Seguence

pescription of Artificial sequence: Synthetic _
Nucleotide seguence encoding Myostatin Binding Peptide

248

tattttcatt gtatgtttgg tggtcatgaa titgaagtic attgtgaatc tett

<Z210>
<211>
<212>
<213>

<220
<223>

<400>

249
36
DNA
Artiticial Seguence

Description of Artificial Sequence: Synthetic )
Nucleotide sequence encoding Myestatin Binding Peptide

249

gcttattggt gttgygcatgg tcaatgtgtt cgtttt
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<211>
<212>
<213>

<220>
<223>

<400>
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250

57

DNA :
Artificial Sequence

bescription of Artificial Sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

250

tccgaacact ggaccttcac cgactgggac ggtaacgaat ggtgggttcg tecgttc

<210>
<21i>
<Z212>
<213>

<220>
<223>

<400

251

6Q

DNA

Artificial sequence

bescription of Artificial Sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

251

atggaaatgc tggactccct gttcgaactg ctgaaagaca tggttccgat cteccaaaget

<Z210>
<211>
<212>
<213>

<220>
<223>

<400>

252

57

DNA

Artificial Seguence

Description of Artificial Sequence: Synthetic
Nucleotide sequence encoding Myostatin Binding Peptide

252

tcccegeegy aagaagctct gatggaatgg ctgggttgge agtacggtaa attcacc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

253
60
DNA
Artificial Sseguence

Description of Artificial Sequence: Synthetic
Nucleotide sequence encoding Myostatin Binding Peptide

253

tccccggaaa acctgctgaa cgacctgtac atcctgatga ccaaacagga atggrtacggt

<210>
<211>
<212>
<213>

<220>
<223>

<400>

254
60
DA
Artificial Sequence

Description of artificial sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

254

ttccactggg aagaaggtat ccegticcac gttgttaccce cgtactccta cgaccgtatg

<210>
<Z211>

255
57
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<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic )
Nucleotide seqguence encoding Myostatin Binding Peptide

<400> 255
aaacgtctge tggaacagtt catgaacgac ctggctgaac tggtttccgg tcactcc

<210> 256

<21l> 60

<Z21Z2> DNA

<213> Artificial Seguence

<220>
<223> Description of Artificial Sequence: Synthetic ]
Nucleotide segquence encoding Myostatin Binding Peptide

<400> 256
gacacccgtg acgctctgtt ccaggaatic tacgaattcg ttegttcccy totggttate

<210> 257

<211> 60

<212> DNA

<213> Aartificial Sequence

<220> :
<223> bescription of Artificial Sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 257
cgtatgtccyg ctgctccgoyg tocgetgace taccgtgaca tcatggacca gtactggeac

<210> 258

<211> 60

<212> DNA

<213> Aartificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 258
aacgacaaag ctcacttctt cgaaatgttc atgrtcgacg ttcacaactt cgttgaatcc

<210> 259
<21l> 60
<212> DNA
<213> Artificial Seguence

<220>
<223> Description of Artificial sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 259
cagacccagyg ctcagaaaal cgacggtctg tgggaactge tgcagtccat ccgtaaccag

<210> 260
<211> 54~
<212> DNA
<213> Artificial Sequence
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<220>
<223> Description of Artificial Sequence: Synthetic

NucTleotide sequence encoding Myostatin Binding Peptide

<400> 260
atgctgtccy aattcgaaga attcctgggt aaccitggttc accgtceagga aget 54

<210> 261

<211> 60

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic )
Nucieotide seguence encoding Myostatin Binding Peptide

<40G0> 261
tacaccecga aaatygggtitc cgaatggacce tocttctggce acaaccgtat ccactacctg 60

<210> 262

<211> 60

<212> DNA

<213> Artificial sequence

<220>
<223> Description of Artificial Sequence: synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 262
ctgaacgaca ccctgetgeg tgaactgaaa atggttctga actccctgtc cgacatgaaa 60

<210> 263

<211> 60

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 263
ttcgacgttg aacgtgacct gatgogtigg ctggaaggtt tcatgeagtc cgctgetace 60

<210> 264
<211> 60
<212> DNA
<213> Artificial sequence

<220>
<223> pescription of Artificial Sequence: Synthetic _
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 264
caccacggtt ggaactacct gcgtaaaggt tecgctocge agtggttcga agetigggtt 60

<210> 265
<211> 60
<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Nucleotide seguence encoding Myostatin Binding peptide
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<400> 265
gttgaatccC tgcaccaget gcagatgtgg ctggaccaga aactggetic cggtecgeac

<210> 266
<211> 54
<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 266
cgtgctacce tgctgaaaga ctitctggcag ctggtigaag gttacggtga caac

<210> 267

<211> 48

<Z212> DNA

<213> Artificial Sequence

<220>
<223> pescription of Artificial sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 267
gaagaactgc tgcgtgaatt ctaccgtttc gtttcegett tcgactac

<210> 268

<211> 60

<Z212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic i
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 268
ggtctgetgy acgaattcte ccacttcatc gcotgaacagt tetaccagat gocgggtyggt

<210> 269
<211> 60
<212> DNA
<213> Artificial sequence

<220
<223> Description of Artificial Sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 269
taccgtgaaa tgtccatget ggaaggtctg ctggacgtte tggaacgtct geagecactac

<210> 270

<211> 60

<212> DNA

<213> Artificial sequence

<220>
<223> Description of Artificial Sequence: Synthetic )
Nucleotide segquence encoding Myostatin Binding Peptide

<400> 270
cacaactcct cccagatget getgtecgaa ctgatcatge tggttggtic catgatgcag
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<210 271

<211> 60

<212> DNA

<213> Artificial Seguence

<220>
<223> Description of Artificial sequence: Synthetic
Nucleotide sequence encoding Myostatinh Binding Peptide

<400> 271
tggegtgaac acttoctgaa ctccgactac atccgtgaca aactgatcge tatcgacggrt

<210> 272

<211> 57

<2172> DNA

<213> Artificial Seguence

<220>
<223> Description of Artificial Sequence: Synthetic
nNucleotide sequence encoading Myostatin Binding Peptide

<400> 272 .
cagttcccgt tctacgtttt cgacgaccty ccggctcage tggaatacty gatcget

<210> 273

<211> 60

<212> DNA '

<213> Artificial sequence

<220>
<223> Description of Artificial Sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 273
gaattcttec actggctgca caaccaccgt tccgaagtta accactgget ggacatgaac

<210> 274

<211> 57

<212> DNA

<213> Artificial sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Nucleotide sequence encoding Myostatin Binding peptide

<400> 274
gaagctettt ttcaaaatit titicgtgat gttcttactc ttictgaacy tgaatat

<210> 275

<211> 60

<212> DNA

<213> Artificial seguence

<220>
<223> Description of Artificial Sequence: Synthetic
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 275
caatattggg aacaacaatg gatgacttat tttcgtgaaa atggtcttca tgttcaatat

<210> 276
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<211> 60

<212> DNA

<213> Artificial Sequence

<220>

<223> bescription of Artificial sequence: Synthetic

<400

Nucleotide sequence encoding Myostatin Binding Peptide

276

aatcaacgta tgatgcttga agatcttigg cgtattatga ctccaatgtt tggtcgttct

<210>
<211>
<212>
<213>

<220
<223>

<400>

277
60
DNA
artificial egiuence

Description of Artificial Sequence: Synthetic i
Nucleptide sequence encoding Myostatin Binding Peptide

277

tticttgatg aacttaaagc tgaactttct cgtcattaty ctcttgatga tcttgatgaa

<210>
<211>
<212>
<213>

<220>
<223>

<400>

278

60

DNA

Artificial Sequence

Description of Artificial Sequence: Synthetic ]
Nucleotide seguence encoding Myostatin Binding Peptide

278

ggtaaactta ttgaaggtct tcttaatgaa cttatgcaac ttgaaacttt tatgccagat

<210>
<211>
<212>
<213>

<220>
<223>

<400>

279

45

DNA

artificial Sequence

Description of Artificial Sequence: Synthetic _
Nucleotide sequence encoding Myostatin Binding Peptide

279

attcttcttc ttgatgaata taaaaaagat tggaaatctt ggttt

<210
<211>
212>
<213>

<220>
<223>

<400>

280
130
BNA
Artificial Seguence

Description of Artificial Sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

280

cagggccact gtactcgctg gocgtggatg tgeccgecgt acggttetgg ttocgetace

ggtggticty gticcactgc ttctictggt tccggtictag ctactgygtea gggtcactge

actcgttgge catggatgtyg tccaccgtat
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<210> 281
<211> 129
<212> DNA
<213> Artificial Seqguence

<220>
<223> Description of Artificial Seguence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 281
tggtatccgt gttatgaggy tcacttctgg tgctacgatc tgggttctgg ttccactget 60

tettetyggtt ccggticege tactggttgg tacccgtgcet acgaaggtca citttggtor 120
tatgatctyg 129

<210> 282
<211> 150
<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: synthetic _
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 282
cacactcegt grtecgtggtt tgctcegety tgcgttgaat ggggttctgyg ttccgctact 60

ggtggttccg grtccactge ttettctggt tccggttctg caactggtca caccccgtyc 120
ccgtggtttg caccgetgtg tgtagagtgg 150

<210> 283
<211> 150
«<212> DNA
<213> artificial sequence

<220>
<223> Description of Artificial Sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 283
ccggattyggt gtatcgacec ggactggtgg tgcaaattct ggggttctgg ttcoocgotacc 60

ggtggttccy grtecactge ttcttotggt tocgyttotg caactggtec ggactgatge 120

atcgacccgy attggtggtg taaattttgg 150

<210> 284
<21l> 150
<212> DNA
<213> Artificial Seguence

<220>
<223> pescription of Artificial Sequence: Synthetic )
MucleotTide sequence encoding Myastatin Binding Peptide

<400> 284

ccggattggt gratcgacce ggactggtgg tgcaaattct ggggttctgg ttccgctacc 60
ggtggtteccg gttccactge ttcottctggt tcoggrtctg caactggtoec ggactggtge 120
atcgacccgyg attggtggtg taaattttgg 150
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<210> 285
<211> 129
<212> DNA
<213> artificial Seguence

<220>
<223> Description of Artificial Seguence: Synthetic
Nucieotide seguence enceoding Myostatin Binding Peptide

<400> 285
accacttggt gcatctctce gatgtggttc tgctctcage agggrttctgg ttccactget

tcttetggtt ccggttctge aactggtact acttggtgta tctctccaat gtggttttgt

tcteageaa

<210> 286
<211> 150
<Z212> DNA
<213> artificial sequence

<220
<223> Description of Artificial Sequence: Synthetwc
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 286
cactgggcat gtggctattg gecgtggtce tgcaaatggg ttggttctgg ttecgctace

ggtggrtccg gttccactge ttctictggt tocggttctg caactggtca ctgggottge
ggttactggc cgtggtettg taaatgggtt

<210> 287
<211> 150
<217> DNA
<213> artificial sequence

<220>

<223> Description of Artificial Sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 287
aaaaaacact gtcagatctg gacttggatg tgcgotccga aaggtictgg ttccgotace

ggtggttctg gttccactge ttcttctggt tccggitccg ctactggtca gggtcactge
actcgttgge catggatgtg tccgocgtat
<210> 288
<Z211> 150
<Z212> DNA
<213> Artificial seguence
<220> .
<223> bescription of Artificial Sequence: Synthetic
Mucleotide seguence encoding Myostatin Binding peptide

<400> 288
-cagggtcact gcacccgttg gocgtggatg tgoccgoeogt acggttetgg ttecgetace

ggtggttctyg gttccactge ticttctggt tecggttctg ctactggtaa aaaacactge

cagatctgga cttggatgtyg cgctccgaaa
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<210> 289
<211> 150
<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Nucleotide sequence encoding Myostatin Binding peptide

<400> 289
aaaaaacact gtcagatctg gacttggatg tgcoctccga aaggticigy ttccgetacce

ggtggttctg gttccactge ttcttctggt teeggttccg ctactggtca gggtcactge

actcgttygge catggatgtg tccgocgtat

<210> 280
<211> 108
<212> DNA
<213> Artificial Seguence

<220>
<223> Description of Artificial Sequence: Synthetic
Nucleotide seguence encoding Myostatin Binding Peptide

<400> 290 : .
aaaaaacact gccagatctg gacttggatg tgcgctecga aaggtggtog tggtggtgge

ggtggceagg gtcactgcac cegttggeeg tggatgtgte cgecgtat

<210> 291
<211> 102
<21Z2> DNA
<213> Artificial séquente

<220>
<223> Description of Artificial Sequence: Synthetic
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 291 .
cagggtcact gcacccgttg gocgtggatg tgcccgecgt acggtggtygyg tggtggtgge

aaaaaacacCt gccagatctg gacttggatg tgegetccga aa

<210> 282

<211> 37

<212> DNA

<Z213> Artificial seguence

<220>
<223> bescription of Aartificial Sequence: Synthetic )
Nucleotide sequence encoding Myostatin Rinding Peptide

<400> 292
gagagagagc atatgaatga gaacagtgag caaaaag

<210> 283

<211l> 34

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic i
Nuclectide sequence encoding Myostatin Binding Peptide
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<400> 293
agagagggat ccattatgag cacccacage ggte 34

<210> 294

<211i> 25

<212> DNA

<213> Artificial sequence

<220>
<223> Description of Artificial sequence: Synthetic _
Nucleotide sequence enceding Myostatin Binding Peptide

<400> 294
cggcgcaact atcggtatca agetg 25

<210> 295

<211> 26

<212> DNA

<213> Artificial sequence

<220> ‘
<223> Description of Artificial sequence: Synthetic .
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 295
catgtaccgt aacactgagt ttcgtc 26

<210> 296
<211> 227
<212> PRT
<213> Artificial sequence

<220>
<223> Description of Artificial sequence: Synthetic
Myostatin Binding Peptide

<400> 296

Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly
1 5 10 15

Gly Pro Ser val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met
20 25 30

Ile ser Arg Thr Pro Glu val Thr Cys val val val Asp val Ser His
35 40 45 '

Glu Asp Pro Glu val Lys §?e Asn Trp Tyr val Agp Gly val Glu val
50 &

His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr
65 70 75 80

Arg val val Ser val Leu Thr val Leu His GlIn Asp Trp Leu Asn Gly
85 90 95

Lys Glu Tyr Lys Cys Lys val Ser Asn Lys Ala Leu Pro Ala Pro Ile
100 105 110
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.Glu Lys Thr Ile ser Lys Ala Lys Gly Gin Pro Arg Glu Pro Gln val
115 120 ' 125

Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn GIn val Ser
130 135 140

Leu Thr Cys Leu val Lys Gly Phe Tyr Pro Ser Asp Ile Ala val Glu
145 150 155 160

Trp Glu Ser Asn Gly GIn Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro
165 170 175

‘val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys beu Thr val
180 185 190

Asp Lys Ser Arg Trp Gln GIn Gly Asn val pPhe Ser Cys Ser val Met
195 200 205

His Giu Ala Leu His Asn His Tyr Thr GIn Lys Ser Leu Ser Leu Ser
210 215 220

Pro Gly Lys
225

<210> 297

<21l> 67

<212> DNA

<213> Artificial sequence

<220> .
<223> Description of artificial Sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 297
acaaacaaac atatgggtgc acagaaagcg gccgcaaaaa aactcgagyg tggaggeggt 60

ggggaca 67

<210> 258

<211> 20

<212> DNA

<213> Artificial Sequence

<220
<223> Description of Artificial Sequence: Synthetic
Nucleotide seguence encoeding Myostatin Binding Peptide

<400> 298
ggtcattact ggaccggatc 20

<210> 299

<211> 25

<212> DNA

<213> artificial segquence

<220> )
<223> bescription of Artificial Seguence: Synthetic
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Nucleotide sequence encoding Myostatin Binding Peptide

<400> 299

cgtacaggtt tacgcaagaa aatgg

<210>
<211>
<212>
<Z213>

<Z220>
<223>

300
66
DNA

Artificial seguence

Description of Artificial Sequence: Synthetic

Nucleotide sequence encoding Myostatin Binding Peptide

<400> 300

tttgttggat ccattactcyg agttiittty cggocgottt ctgtgcacca ccacctecac

ctttac

301
681
DNA

<210
<211>
<212>
<213>

<220>
<223>

Artificial sequence

Description of Artificial Sequence: Synthetic

Nucleotide sequence encoding Myostatin Binding Peptide

<400> 301
gacaaaactc

Ttcctecttcc
1gcgtggtgg
ggcgtggagg
cgtgtggtca
tgcaaggtct
gggcagececc
aaccaggtca
tgggagagea
gacggctect
aacgtcttct
ctotooctgt
<210> 302

<211> 15

<212> DNA
<213>
<220>
<223>

<4G0> 302
ggtgdaggtyg

acacatgtcc
CcCeccaaaacc
tggacgtyay
tgcataatgc
gcgtectcac
ccaacaaagc
gagaaccaca
gectgacctg
atgggcagec
tettoctcta
catgctoegt

ctcecgggtaa

gtggt

accttgccca
caaggacacc
ccacgaagac
caagacaaag
cgtectgeac
cctececcagec
ggtgtacacc
cctggtcaaa
ggagaacaac
cagcaagetc
gatgcatgay

4

artificial Sequence

gcacctgaac
ctcatgatct
cctgaggtca
ccgegggagg
caggactggce
cccatcgaga
ctgcceccat
ggcttctatc
tacaagacca
accgtggaca

geictgeaca

tcetgggggy

cccggaccece
agttcaactg
agcagtacaa
tgaatggcaa
aaaccatctc
cccgggatga
ccagcgacat
cgceteeegt
agagcaggtyg

accactacac

Description of Artificial Sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding pPeptide
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accgtcagtt
tgaggtcaca
gtacgtggac
cagcacgtac
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gcagcagggg

gcagaagagc
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<210> 303
<21l> 247
<212> PRT
<213> artificial Seguence

<220>
<223> Description of Artificial Sequence: Synthetic
Peptibody sequence

<400> 303
Met Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu
1 5 10 15

Gly Gly Pro Ser val phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu
20 25 30

Met Ile Ser Arg Thr Pro Glu val Thr Cys val val val Asp val Ser
35 40 45

His Glu Asp Pro Glu val Lvs Phe Asn Trp Tyr gg? Asp Gly val Glu
50 55

val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr
65 70 75 30

Tyr Arg.val val Sgr val Leu Thr val LSU His Gln Asp Trp Leu Asn
8 9 95

Gly Lys Glu Tyr Lys Cys Lys val Ser Asn Lys Ala Leu Pro Ala Pro
100 105 116

Ile Glu tys Thr Tle Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln
115 120 125

val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn GIn val
130 135 140

Ser Leu Thr Cys Leu val Lys Gly Phe Tyr Pro Ser asp Ile Ala val
145 150 155 160

Glu Trp Glu ser Asn Gly GIn Pro Glu Asn Asn Tyr Lys The Thr pro
165 170 175

Pro val teu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr
180 - 185 180

val Asp Lys Ser Arg Trp Gln GIn Gly Asn val Phe Ser Cys Ser val
195 200 205

Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leuy
210 215 220

ser Pro Gly Lys Gly Gly Gly Gly Gly Lys Asp Lys Cys Lys Met Trp
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225

His Trp Met Cys LyS Pro Pro

<210>
<Z211>
<212>
<213>

<220>
<223>

304
740
DNA

245

Artificial Seguence

235

bpescription of Artificial Seaquence: Synthetic

Nucleotide sequence encoding Myostatin Binding Peptide

<400> 304
atggacaaaa

gtrttectet
acatgcgtgg
gacggcegtgg
taccgtatgg
aagtgcaagy
aaagggcagce
aagaaccagg
gagtgggaga
tcecgacgget
gggaacgtct
agecctctecee
actggatgtg
<210> 305

<Z211> 20

<212> PRT
<213>

<220>
<223>

ctcacacatg
fccccecccaaa
tggtggacgt
aggtgcataa
tcagegtect
tctecaacaa
cccgagaacce
tcagcctgac
gcaatgggca
cctrertect
tctcatgetc
tgtctecgyg

caaaccgeey

tccaccttge
acccaaggac
gagccacgaa
tgccaagaca
caccgtecty
agcccrecca
acaggtgtac
ctgectggre
gccggagaac
ctacagcaag
cgtgatgcat

taaaggtgga

Artificial Seguence

Myvostatin Binding Peptide

<400> 305

1

Gln Arg Glu Gly
20

<210> 306
<211> 20
<212> PRT
<213>

<220>

Artificial Sequence

ccagcacctyg
acccteatga
gaccctgagg
aagccgegyg
caccaggact
gcceccateg
accctgeccec
aaaggcttct
aactacaaga
ctcaccgtyg
gaggctctge
ggrggtygta

aactcctggg
tcteceggac
tcaagttcaa
aggagcagta
ggctgaatgg
agaaaaccat
catcecggga
atcccagega
ccacgeetee
acaagageag
acaaccacta

agacaaatgc

Description of Artificial seguence: Synthetic

Page 71

gggaccgtca
ccotgaggte
ctggtacgtyg
caacagcacg
caaggagtac
ctccaaagee
tgagctgacc
catcgecgtyg
cgtgctggac
gtggcagcag
cacgcagaag

aaaatgtgge

val Ala Leu His Gly Gln Cys Thr Arg Trp Pro Trp Met Cys Pro Pro
5 10

15

g.as. Refiled_2014_5_15
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<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 306
Tyr Pro Glu GIn Gly Leu Cys Thr Arg Tgp Pro Trp Met Cys Pro Pro
1 5 1 . 15

Gin Thr Leu Ala

20
<210> 307
<211> 20
<212> PRT
<213> Artificial seguence
<220>

<223> Description of Artificial sequence: Synthetic
Myostatin Binding Peptide

<400> 307
Gly Leu Asn GIn Gly His Cys Thr Arg Trp Pro Trp Met Cys Pro Pro
1 5 10 15

GIn Asp Ser Asn
20

<210> 308
<211> 20
<212> PRT
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 308
Met Ile Thr GIn Gly GIn Cys Thr Arg Trp Pro Trp Met Cys Pro Pro
1 5 10 ‘ 15

GlIn Pro Ser Gly
20

<210> 309
<211> 20
<Z212> PRT
<213> Artificial sequence

<220
<223> Description of Artificial sequence: Synthetic
Myostatin Binding Peptide

<400> 309
Ala Gly Ala GlIn Glu His Cys Thr Arg Trp Pro Trp Met Cys Ala Pro
1 5 10 15

Asn Asp Trp Ile
20

<210> 310
<211> 20
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<212> PRT
<213> Artificial Sequence

<220> -
<223> pescription of Artificial sequence: Synthetic
Myostatin Binding Peptide

<400> 310
Gly val Asn Gln Gly GlIn Cys Thr Arg Igp Arg Trp Met Cys Pro Pro
1 5 15

Asn Gly Trp Glu
20

<210> 311

<211 20

<212> PRT

<213> Artificial Seguence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 311
Leu Ala Asp His €1y Gin Cys Ile Arg zgp Pro Trp Met Cys Pro Pro
1 15

Giu Gly Trp Glu
20

<210> 312
<Z21l> 20
<212> PRT
<213> Artificial Seguence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 312
Ile Leu Glu Gln Ala GIn Cys Thr Arg ggp Pro Trp Met Cys ;go Pro
1 5

GIn Arg Gly Gly
20

<210> 313
<213i> 20
<212> PRT
<213> Artificial Sequence

<220>
<223> pescription of artificial sequence: synthetic
Myostatin Binding Peptide

<400> 313
Thr G1n Thr His Ala Gin Cys Thr Arg Trp Pro Trp Met Cys Pro Pro .
1 5 : 10 15
Gln Trp Glu Gly
20
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<210> 314

<211> 20

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 314
val val Thr ¢1In Gly His Cys Thr Leu Tgp Pro Trp Met Cys Pro Pro
1 5 1 15

GIn Arg Trp Arg
20

<210> 315
<211 20
<212> PRT
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 315

Ile Tyr Pro His Asp Glin Cys Thr Arg Trp Pro Trp mMet Cys Pro Pro
1 ' 5 ' 10 15

&bn Pro Tyr Pro-

8
<210> 316
<211> 20
<212> PRT
<213> Artificial sequence
<220>

<223> bescription of Artificial Sequence: synthetic
Myostatin Binding Peptide

<400> 316
Ser Tyr Trp GIn Gly GIn Cys Thr Arg Trp Pro Trp Met Cys Pro Pro
1 5 10 15

GIn Trp Arg Gly
20

<210> 317

<211> 20

<212> PRT

<213> artificial Seguence

<220>
<223> bescription of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 317
Met Trp GIn Gln Gly His Cys Thr Arg Trp Pro Trp Met Cys Pro Pro
1 5 10 15
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Gln Gly Trp Gly
20

<210> 318

<211> 20

<212> PRT

<213> Artificial Seguence

<220>
<223> bescription of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 318
Glu Phe Thr Gln Trp His Cys Thr Arg Tgp Proe Trp Met Cys Pro Pro
1 5 1 15

Gin Arg ser.Gln
20

<210> 319
<211> 20
<212> PRT
<213> Artificial sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 319 '
k@ﬁ-&&p,Asp G1n Trer Gln Cys Thr A;@ Trp Pro Trp Met Cys Ego Pro
5 10

Gln Gily pPhe Ser

20
<210> 320
<211> 20
<212> PRT
<213> Artificial Sequence
<220>

<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 320
Tyr Gln Thr GlIn Gly Leu Cys Thr Arg Trp Pro Trp Met Cys Pro Pro
1 5 10 15

Gln Ser GIn Arg
20

<210> 321

<213i> 20

<212> PRT

<213> Artificial Sequence

<220>
<223> pescription of Artificial Sequence: Synthetic
Myostatin Binding Peptide
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<400> 321
Glu Ser Asn Gln Gly GIn Cys Thr Arg ggp Pro Trp Met Cys Pgo Pro
1 5 . 1l

GIn Gly Gly Trp
20

<210> 322

<211> 20

<212> PRT

<213> Artificial sequence

<220>
<223> Description.of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 322
Trp Thr Asp Arg Gly Pro Cys Thr Arg Trp Pro Trp Met Cys Pro Pro
i 5 10 15

Gln Ala Asn Gly
20

<210> 323

<211> 20

<212> PRT

<213> Aartiticial Sequence

<220> o
<223> Description of Artificial Sequence: Synthetic
Mmyostatin.Binding Peptide

<400> 323
val Gly Thr GIn Gly Gln Cys Thr Arg Tgp Pro Trp Met Cys Pro Pro
1 5 1 15

Tyr Glu Thr Gly
20

<210> 324

<2il> 20

<212> PRT

<213> Aartificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 324
Pro Tyr Glu Gln §1y Lys Cys Thr Arg Igp Pro Trp Met Cys Pro Pro
1 15

Tyr Glu val Glu

<210> 325
<211> 20
<21l2> PRT
<213> Artificial Seguence
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<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 325
ier Glu Tyr Gln Gly Leu Cys Thr Arg Tgp Pro Trp Met Cys Pro Pro
5 1 15

Gln Gly Trp Lys
: 20

<210> 326
<21l> 20
<212> PRT
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 326
Thr Phe ser GIn Gly His Cys Thr Arg Trp Pro Trp Met Cys Pro Pro
1 5 10 15

Gln Gly Trp Gly
20

<210> 327

<211> 20

<212> PRT

<213> artificial sSeguence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 327
Pro Gly Ala His Asp His Cys Thr Arg Trp Pro Trp Met Cys Pro Pro
1 5 10 15

Gin Ser:Arg Tyr

20
<210> 328
<211> 20
<212> PRT
«213> Artificial Seguence
<220>

<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 328
val Ala Glu Glu Trp His Cys Arg Arg Trp Pro Trp Met Cys Pro Pro
1 5 10 15

Gln Asp Trp Arg
20
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<210> 329
<211> 20
<212> PRT
<213> Aartificial Seguence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 329
val Gly Thr Gln Gly His Cys Thr Arg Trp Pro Trp Met Cys Pro Pro
1 5 10 15

GIn pro Ala Gly

20
<210> 330
<Z11> 20
<212> PRT
<213> Artificial Sequence
<220>

<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 330
Glu Glu Asp GIn Ala His Cys Arg Ser Tgp Pro Trp Met Cys Pro Pro
1 5 1 15

Gln Gly Trp val
20

<210> 331

<211> 20

<212> PRT

<213> Artiticial Sequence

<220>
<223> pescription of Artificial sequence: Synthetic
Myostatin Binding Peptide

<400> 331

Ala Asp Thr Gln gTy His Cys Thr Arg Trp Pro Trp Met Cys Pgo Pro
1 10 1

Gln His Trp phe

20
<210> 332
<211> 20
<212> PRT
<213> Artificial seguence
<2 20>

<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 332
ser Gly Pro GIn Gly His Cys Thr Arg {gp Pro Trp Met Cys Ala Pro
1 5 15
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GIn Gly Trp Sge

<210> 333

<211> 20

<Z212> PRT

<213> artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 333 .
Thr Leu val Gln Gly His Cys Thr Arg Tgp Pro Trp Met Cys Pgo Fro
1 5 1 i

GIn Arg Trp val
20

<210> 334

<211> 20

<212> PRT

<213> Artificial Sequence

<220
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 334 )
Gly Met Ala His Gly Lys Cys Thr Arg Trp Ala Trp Met Cys Pro Pro
1 5 10 15
Gin Ser Trp Lys
20

<210> 335
<211> 20
<212> PRT
<213> Artificial sequence
<220>
<223> Description of Artificial Sequence: Synthetic

myostatin Binding Peptide
<400> 333
Glu Leu Tyr His Gly GlIn Cys Thr Arg Trp Pro Trp Met Cys Pro Pro
1 5 10 15

Gin ser Trp Ala
.20

<Z210> 336

<211> 20

<212> PRT

<213> Aartificial sequence

<220>
<223> bescription of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 236
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val Ala Asp His Gly His Cys Thr Arg Trp Pro Trp Met Cys Pro Pro
1 5 10 15

Gln Gly Trp Gly
20

<210> 337

<211> 20

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 337
Pro Glu Ser Gln Gly His Cys Thr Arg Trp Pro Trp Met Cys Pro Pro
1 5 i0 15

GIn Gly Trp Gly
20

<210> 338

<Z211> 20

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 338 _
Ile Pro Ala His Gly His Cys Thr Arg Trp Pro Trp Met Cys Pro Pro
L 5 10 15

GIn Arg Trp Arg
20

<210> 339

<211> 20

<212> PRT

<213> Artificial seguence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 339 )
phe Thr val His Gly His Cys Thr Arg Trp Pro Trp Met Cys Pro Pro
1 5 10 15

Tyr Gly Trp val
20

<210> 340

<211> 20

<212> PRT

<213> Artificial Sequence

<220>
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<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 340 ]
Pro Asp Phe Pro Gly His Cys Thr Arg Trp Arg Trp Met Cys Pro Pro
1 3 10 15

Gln Gly Trp Glu
20

<210> 341
<Z211> 20
<212> PRT
<213> Artificial Seguence

<220>
<223> bescription of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 341
Gln Leu Trp GIn Gly Pro Cys Thr Gln Trp Pro Trp Met Cys Pro Pro
1 5 10 15

Lys Gly Arg Tyr
20

<210> 342

<211> 20

<212> PRYT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 342
His Ala Asn Asp Gly His Cys Thr Arg ggp Gln Trp Met Cys Pro Pro
1 5 15

Gin Trp Gly Gly
20

<210> 343

<211> 20

<212> PRT

<213> artificial sequence

<2 20>
<223> Description of Artificial Seguence: Synthetic
Myostatin Binding Peptide

<400> 343 A
Glu Thr Asp His Gly Leu Cys Thr Arg Trp Pro Trp Met Cys Pro Pro
1 5 10 15

Tyr Gly Ala Arg
20

<210> 344
<211> 20
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<212> PRT
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 344
Gly Thr Trp Gin Gly Leu Cys Thr Arg Trp Pro Trp Met Cys Pro Pro
1 5 10 15

Gin Gly Trp Gin
20

<210> 345

<211> 20

<Z212> PRT

<213> Artificial seguence

<220>
<223> pescription of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 345
val aAla Thr GIn Gly GIn Cys Thr Arg Trp Pro Trp Met Cys Pro Pro
1 5 10 15

Gin Gly Trp Gly
20

<210> 346

<211> 20

<212> PRT

<213> Artificial Seguence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 346
val Ala Thr GIn Gly 6ln Cys Thr Arg igp Pro Trp Met Cys Pro Pro
1 5 15

Glin Arg Trp Gly
20

<210> 347

«<Z311> 20

<212> PRT .
<213> artificial sequence

<220> :
<223> bescription of artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 347 .
GIn Arg Glu Trp Tyr Pro Cys Tyr Gly ?%y His Leu Trp Cys Tyr Asp
1. 5 15

Leu His Lys Ala
20
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<210> 348

<211> 20

<212> PRT

<213> artificial sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 348 .
Ile ser Ala Trp gyr Ser Cys Tyr Ala ggy His Phe Trp Cys Trp Asp
1 15

Leu Lys Gin Lys
20

<210> 349

<211> 20

<212> PRT

<213> Artificial Seqguence

<220
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 349
Trp Thr Gly Trp gyr GIn Cys Tyr Gly Gly His Leu Trp Cys Tyr Asp
1 10 15

Leu Arg Arg Lys
20

<210> 350

<211> 20

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 350
Lys Thr phe Trp gyr Pro Cys Tyr Asp %éy His Phe Trp Cys Tyr Asn
1 15

Leu Lys Ser Ser
20

<210> 351

<211> 20

<212> PRT

<213> Artificial Sequence

<220>
<223> Dpescription of Artificial Seguence: Synthetic
Myostatin Binding Peptide

<400> 351
Glu Ser Arg Trp Tyr Pro Cys Tyr Glu ggy His Leu Trp Cys Phe Asp
1 5 15
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Leu Thr Glu Thr

20
<210> 352
<211> 10
<212> PRT
<213> Artificial Sesquence
<220>

<223> Description of Artificial sequence: Synthetic
Myostatin Binding Peptide

<220>

<221> MOD_RES

<222> (2)..(3)

<223> Any neutral hydrophobic, neutral polar or
basic amino acid

<220>

<221> MOD_RES

<222> (5)..(5)

<223> aAny neutral hydrophobic, neutral polar or
- basic amino acid

<400> 352
Cys Xaa Xaa Trp Xaa Trp Met Cys Pro Pro
1 5 10

<210> 353

<211> 10

<212> PRT

<213> Artificial Segquence

<220
<223> bescription of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<220>

<221> MOD.RES

<222> (23..(2)

<223> thr, Ile or Arg

<2205

<221> MOD_RES

<222> (3)..(3)

<223> Arg, Ser or Gln

<220>

<221> MOD_RES

<222> (5)..(5)

<223> Pro, Arg or Gln

<400> 353
Cys Xaa Xaa Trp Xaa Trp Met Cys Pro Pro
1 5 10

<210> 354

<211> 20

<212> PRT

<213> Artificial Sequence

<220>
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<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<220>

<221> MOD_RES

<222> (1)..(L

<223> Absent or any amino acid

<220

<221> MOD_RES

<222 (2)..(

<223> Absent or a neutral hydrophobic, neutral polar or acidic
amino acid

<220>

<221> MOD_RES

<222> (4)..(4)

<223> Absent or any amino acid

<220>

<221> MOD_RES

<222> (5)..(5)

<223> Absent or a neutral hydrophobic, neutral polar or acidic
amino acid

<220> :

<Z221> MOD_RES

<222> (6)..(86)

<223> Absent or a neutral hydrophobic, neutral pelar or basic
amino acid

<220>

<221> MOD_RES

<222> (8)..(9

<223> Any neutral hydrophobic, neutral polar or basic amino acid

<220>

<221> MOD_RES

<222> (11)..(1L)

<223> Any neutral hydrophobic, neutral poiar or basic amino acid

<220>

<221> MOD_RES

<222> (17)..(20)
<223> Any amino acid

<220>
<223> see specification as filed for detailed description of
substitutions and preferred embodiments

<400> 354
Xaa Xaa Xaa xXaa Xad Xaa Cys Xaa Xaa Trp Xaa Trp Met Cys Pro Pro
1 5 10 5

Xaa Xaa Xza Xaa
20

<210> 355

<211> 20

<212> PRT

<213> Artificial seguence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide
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<220

<221> MOD_RES

<222> (1)..(

<223> Absent or any amino acid

<220

<221> MOD_RES

<222> (2)..(3 '

<223> Absent or a neutral hydrophobic, neutral polar or acidic
aming acid

<220>

<Z221> MOD_RES

<222 (4)..(4)

<223> Abhsent or any amino acid

<220>

<221> MOD_RES

<222> (53..(%)

<223> Absent or a neutral hydrophobic, neutral polar or acidic
amince acid

<220>

<221> MOD_RES

<222> (6)..(6) )

<223> Absent or a neutral hydrophobic, neutral polar or basic
amino acid

<220>

<221> MOD_RES

<222> (B)Y..(&

<223> Thr, Ile or Arg

<220>

<221> MOD_RES

222> (9)..(9)

<223> Arg, Ser or Gln

<220>

<221> MOD_RES

<222> (11D..(1D
<223> Pro, Arg or Gin

<220>

<221> MOD_RES

<222> (173..020)
<223> Any amine acid

<220>
<223> see specification as filed for detailed description of
substitutions and preferred embodiments

<400> 355
Xaa Xaa Xaa Xaa Xaa Xaa Cys Xaa Xaa Trp Xaa Trp Met Cys Pro Pro
1 3 i0 5

Xaa Xaa Xaa Xaa
20

<210> 356

<211> 7

<212> PRT

<213> Artificial seqguence
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<220>
<223> bescription of Artificial sequence: synthetic

Mygstatin Binding Peptide

<220>

<221> MOD_RES

<222> (3)..(3)

<223> Pro, Ser or Tyr

<220>

<Z221> MOD_RES
<222> (4)..(4)
<223> Cys or &ln

<220

<221> MOD_RES
<222> (6)..(6)
<223> Gly or His

«<220>
<223> see specification as filed for detailed descripticn of
substitutions and preferred embodiments

<400> 356
Trp Tyr Xaa Xaa Tyr Xaa Gly
1 5

- <210> 357

<211> 22

<212> PRT

<213> Artificial Ssequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 357
Arg Met Glu Met Leu Glu Ser Leu Leu Glu Leu Leu Lys Glu ITe val
1 5 10 15

Pro Met Ser Eys Ala Gly
0

<210> 358

<211> 22

<217> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 358
Arg Met Glu Met Leu Glu Ser Leu Leu Ggu Leu Leu Lys Glu IE@ val
1 5 1 L1

Pro Met Ser Lys Ala Arg
20

<2310> 359
<211> 22
<212> PRT
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<213> Artificial Sequence

<220>
<223> pescription of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 359

Arg Met Glu Met Leu Glu Ser Leu teu Glu Leu Leu Lys Asp ITle val
1 5 w0 i5

Pro Met Ser Lys Pro Ser

20
<210> 360
<211> 22
<212> PRYT
<213> artificial sequence
<220>

<223> Description of Artificial Sequence: synthetic
Myostatin Binding Peptide

<400> 360
Gly met Glu Met Leu Glu Ser Leu Phe Ggu tey Leu Gl1n Glu I;e val
1 5 1 1

Pro Met Ser Lys Ala Pro
50 -

<210> 361

<21l> 22

<212> PRT .
<213> Artificial Sequence

<220> ‘ .
<223> bescription of Artificial Sequence: Synthetic
Myostatin Rinding Peptide

<400> 361
Arg Met Glu Met Leu Glu Ser Leu tLeu Glu Leu Leu Lys Asp Ile val
1 5 15

Pro Ile Ser Asn Pro Pro

<Z210> 362

<211> 22

<212> PBRY

<213> Artificial sequence

<220> :
<223> pescription of Artificial Sequence: Synthetic
Myostatin Binding Peptide '

<400> 362

Arg Ile Glu Met Leu Glu Ser Leu Leu Glu Leu Leu Gln Glu ITe val
1 5 10 15

Pro Ile Ser Eys Ala Glu
0
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<210> 363

<211> 22

<212> PRT

<213> artificial Sequence

<220>
<223> Description of Artificial sequence: Synthetic
Myastatin Binding Pept1de

<400> 363

Arg Met Glu Met Leu Gln Ser Leu Leu Glu Leu Leu Lys Asp Ile val
1 5 15

Pro Met Ser Asn Ala Arg

20
<210> 364
<211> 22
<212> PRT
- <213> Artificial Sequence
<220>

<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 364 _
Arg Met Glu Met geu Glu Ser Leu Leu Glu Leu Leu Lys Glu Ile val
1 i0 15

Pro Thr Ser Asn Gly Thr
20

<210> 365

<213> 22

<Z212> PRT

<213> Artificial seguence

<220>
<223> Description of Artificial Sequence: sSynthetic
Myostatin Binding Peptide

<400> 365
Arg Met Glu Met Leu Glu Ser Leu Phe Glu Leu Leu Lys Giu Ile val
1 5 10 15

Pro Met Ser Lys Ala Gly
20

<210> 366

<211> 22

<212> PRT

<213> Artificial Seguence

<220>

<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 366
Arg Met Glu Met geu Gly Ser Leu Leu Glu Leu Leu Lys Glu Ile val
1 15
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Pro Met Ser Lys Ala Arg
20

<210> 367

<211> 22

<212> PRY

<213> Artificial Sequence

<220>
<223> Dbescription of Artificial sequence: Synthetic
Myostatin Binding Peptide

<400> 367
Gin Met Glu Leu Leu Asp Ser teu Phe Glu teu iteu iys Glu Ile val
1 5 15

Pro 1ys Ser Gln Pro Ala
_ 20

<210> 368

<211> 22

<212> PRT

<213> Artificial Sequence

<220> :
<223> pescription of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 368

Arg Met Glu Met Leu Asp Ser Leu teu Glu Leu Leu Lys Glu Ile val
1 5 10 15

Pro Met Ser Asn Ala Arg

20
<210> 369
<211> 22
<212> PRT
<213> Artificial Sequence
<220>

<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 369 .
Arg Met Glu Met Leu Glu Ser Leu iLeu Glu Leu Leu His Glu Ile val
1 5 16 15

Pro Met Ser Gin Ala Gly
20

<210> 370

<21i> 22

<212> PRT

<213> Artificial sequence

<220>
<223> Description of Artificial Seguence: Synthetic
Myostatin Binding Peptide
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<400> 370
Gln Met Giu Met Leu Glu Ser Leu Leu-ng'Leu Leu Lys Giu Ile val
1 5 1 15

Pro Met Ser Lys Ala Ser
20

<210> 371

<211> 22

<212> PRT

<213> artificial Seguence

<220>
<223> bescription of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 371
Arg Met Glu Met Leu Asp Ser Leu Leu Glu Leu Leu Lys Asp Met val
‘1 5 10 i5

Pro Met Tthr Thr Gly Ala

20
<210> 372
<211> 22
<212> PRT
<213> Artificial Sequence
<220>

<223> Description of Artificial Sequence: synthetic
Myostatin Binding Peptide

<400> 372
Arg Ile Glu Met Leu Glu Ser Leu Leu Glu Leu Leu Lys Asp Met val
1 5 10 15

Pro Met Ala Asn Ala Ser
20

<210> 373

<211> 22

<212> PRT

<213> artificial sequence

<220
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding pPeptide

<400> 373
Arg Met Glu Met Leu Glu Ser Leu Leu GlIn Leu Leu Asn Glu Ile val
1 5 10 - 15

Pro Met Ser Arg Ala Arg
20

<210> 374

<21l1> 22

<212> PRT

<213> Artificial Sequence
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<220>
<223> Description of Artificial Sequence: synthetic

Myostatin Binding Peptide

<400> 374
Arg Met Glu Met Leu Glu Ser Leu Phe Asp Leu Leu Lys Glu Leu val
1 5 10 15
Pro Met Ser Lys Gly val
20
<210> 375
<21l> 22
<212> PRT
<213> Artificial seguence
<220
<223> bescription of Artificial Sequence: Synthetic
Myoastatin Binding Peptide
<400> 375
Arg Ile Glu Met Leu Glu Ser Leu Leu Glu Leu Leu Lys Asp Ile val
1 3 15
Pro Ile GIn Lys Ala Arg
20
<210> 376
<211> 22
<212> PRT
<213> Artificial Sequence
<220>
<223> Description of Artificial Sequence: Synthetic
" Myostatin Binding Peptide
<400> 376
Arg Met Glu Leu Leu Glu Ser Leu Phe Glu Leu Leu Lys Asp Met val
1 5 10 15
Pro Met Ser Asp Ser Ser
20
<210> 377
<211> 22
«212> PRT
<213> artificial sequence
<220>
<223> Description of Artificial Seguence: synthetic
Myostatin Binding Peptide
<400> 377
Arg Met Glu Met Leu Glu Ser Leu Leu Glu val Leu GIn Glu Ile val
1 5 10 15

Pro Arg Ala 5%5 Gly Ala

<210> 378
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<211> 22
<212> PRT
<213> Artificial sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<4G0> 378
Arg Met Glu Met Leu Asp Ser Leu Leu GIn Leu Leu Asn Glu Tle val
1 5 10

Pro Met Ser His Ala Arg
20

<210> 379

<211> 22

<212> PRT

<213= Aartificial Sequence

<220>
<223> Description of Artificial sequence: synthetic
Myostatin Binding Peptide

<400> 379 :
Arg Met Giu Met Leu Glu Ser Leu Leu ggu Leu Leu Lys Asp ige val
1 5

Pro Met Ser Asn aAla Gly
20

<210> 380

<211> 22

<212> PRT

<213> Artificial seguence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 380
Arg Met Glu Met Leu Gln Ser Leu Phe G&u Leu Leu Lys Gly ?gt val
1 5 3

Pro Ile Ser Lys Ala Gly
20

<210> 381

<211> 22

<212> PRT

<213> Artificial sequence

<220>
<223> Descrip?ion_0F_Artificja1 Sequence: Synthetic
Myostatin Binding Peptide

<400> 381
Arg Met Glu Met Leu Glu Ser Leu Leu Glu Leu Leu Lys Glu Ile val
1 5 - 15

Pro Asn Ser Thr Ala ala
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<210> 382

<211> 22

<212> PRT

<213> Artificial seguence

<220>
<223> Description of Artificial Sequence: Synthetic
" Myostatin Binding Peptide

<400> 382

Arg Met Glu Met Leu Gln Ser Leu Leu Glu Leu Leu Lys Glu Ile val
1 -5 10 15

Pro Ile Ser Lys Ala Gly

20
<210> 383
<211> 22
<212> PRT
<213> artificial Seguence
<220>

<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 383
Arg ITe Giu Met Leu Asp Ser Leu Leu Glu Leu Leu Asn Glu Leu val
1 5 10 15

Pro Met Ser Lys Ala Arg
20 -

<210> 384

<211> 22

<212> PRT

<213> Artificial Seguence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 384
G1n val Glu Ser Leu Gln GIn Leu Lew Met Trp Leu AsSp Glin Lgs Leu
1 5 10 1

Ala ser Gly Sgo Gin Gly

<210> 385

<211> 22

<212> PRT

<213> Artificial Sseauence

<220>
<223> pescription of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 385
Arg Met Glu Leu Leu Glu Ser Leu Phe GIu Leu Leu Lys Glu Met val
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1 15
Pro Arg Ser Lys Ala val

20

<210> 386

<211> 22

<212> PRT

<213> Artificial Seguence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 386 ‘
Gin Ala val ser Leu Gln His Leu Leu Met Trp Leu Asp GIn Lys Leu
1 5 10 15

Ala ser Gly Pro Gln His
20

<210> 387

<211> 22

«212> PRT

<213> artificial Seguence

<220> ‘ .
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 387

Asp Glu Asp Ser Leu GIn Gln Leu Leu Met Trp Leu Asp GIn Lys Leu
1 5 10 15

Ala ser Gly Pro Gln Leu

20
<210> 388
<211> 27
<212> PRT
<213> Artificial sequence
<220>

<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 388
Pro val Ala ser Eeu Gin Gin Leu teu Ile Trp Leu Asp Gln Lys Leu
1 10 15

&la GIn Gly Pro His Ala
20

<210> 389

<211> 22

<212> PRT

<213> Artificial Seguence

<220>
<223> Description of Artificial Sequence: Synthetic
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Myostatin Binding Peptide

<400> 389
Glu val Asp Glu Leu GIn GIn Leu Leu Agn Trp Leu Asp His igs Leu
1 5 1

Ala ser Gly Pro Leu Gin

20
<210> 390
<211> 22
<212> PRT
<Z13> Artificial Seguence
<220>

<223> pescriptieon of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 390 )
Asp val Glu Ser Leu Glu Gln Leu Leu Met Trp Leu Asp His Gin Leu
1 5 10 15

Ala ser Gly Pro Wis Gly
20

<210> 391

<211> 22

<21iZ> PRT

<213> Artificial Segquence

<220> :
<223> Description of Artificial sequence: Synthetic
Myostatin Binding Peptide -

<400> 391 :
Gln val Asp Ser Leu Gin GTn val Leu Lgu Trp Leu Glu His Lys Leu
i 5 1 15

Ala Leu Gly 560 Gin val

<210> 392

<211> 22

<Z212> PRT

<213> artificial Seguence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 392
Gly Asp Glu Ser Leu Gln His Leu Leu Mgt Trp Leu Gly Glin Lgs Let
1 5 1 1

Ala Leu Gly Pgo His Gly
2

<210> 393
<211> 22
<212> PRT
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<213> Artificial Seguence

<220>
<223> bescription of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 393
Gln Ile Glu Met %eu Glu Ser Leu Leu Asp Leu Leu Arg Asp Met val
1 10 15

Pro Met Ser Asn Ala pPhe

<210> 394

<211>.22

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myoastatin Binding Peptide

<400> 394
Glu val Asp Ser Leu Gln GIn Leu Leu Met Trp Leu Asp GIn Lys Leu
1 5 i0 15

Ala ser Gly Pro GIn Ala
20

<210> 395

<211> 22

<212> PRT

<213> Artificial Sequence

<220> :
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 395
Glu Asp Glu Ser Leu GIn GIn Leu Leu Ile Tyr Leu Asp Lys Met Leu
kN 5 10 15

Ser Ser Gly Pro GlIn val
20

<Z210> 3596

<21l> 22

<212> PRT

<213> Artificial seguence

<220
<223> Description of Artificial sequence: synthetic
Myostatin Binding Peptide

<400> 396
Ala Met Asp GIn Leu His GIn Leu Leu I%e Trp Leu Asp His Lys Leu
1 5 1 15

Ala ser Gly SSO Gin Ala
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<210> 397

<21l> 22

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 397
Arg Ile Glu Met teu Glu Ser Leu Leu Glu Leu Leu Asp Glu Ile Ala
1 5 15

Leu Ile Pro Lys Ala Trp
20

<210> 398

<2ils> 22

<212> PRT

<213> artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 398
Glu val val ser Leu GlIn His Leu Leu Met Trp Leu Glu His Lys Leu
1 5 10 15

Ala ser Gly ;So Asp Gly

<210> 399

<211> 22

<212> PRT

<213> Artificial Seguence

<220>
<223> bescription of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 399
Gly Gly Glu Ser Leu GlIn GlIn Leu Leu Met Trp Leu Asp GlIn Gln Leu
1 5 i0 15

Ala Ser Gly Pro Glin Arg
20

<210> 400

<Z211> 22

<212> PRT

<213> Artificial Sequence

<220>
<223> Dpescription of Artvificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 400

Gly val Glu Ser Leu GIn Gln Leu Leu Ile Phe Leu Asp His Met Leu
1 5 10 15
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“val Ser Gly Pro His Asp
20

<210> 401

<211> 22

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: synthetic
Myastatin Binding Peptide

<400> 401
Asn val Glu Ser Leu Glu His Leu Met Mgt Trp Leu Glu Arg Leu Leu
1 5 1 15

Ala ser aGly Pgo Tyr Ala
2

<210> 402

<211> 22

<212> PRT

<213> artificial Sequence

<220>
<223> Description of Artificial Seguence: Synthetic
Myostatin Binding Peptide

<400> 402
Gin val Asp Ser Leu GIn Gln Leu Leu ITe Trp Leu Asp His GIn Leu
1 5 10 15

Ala Ser Gly Pro Lys Arg
20

«<210> 403

<211> 22

<212> PRT

<213> Artifticial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 403
Glu val Glu Ser Leu Gln GIn Leu Leu Met Trp Leu Glu His Lys Leu
1 5 10 15

Ala GIn Gly Pro GIn Gly
20

<210> 404

<211> 22

<Z12> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Seguence: Synthetic
Myostatin Binding Peptide
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<400> 404
Glu val asp ser %eu GIn GIn Leu Leu Met Trp Leu Asp Gln Lgs Ley
1 10 1

Ala Ser Gly Pro His Ala
20

<210> 405

<211> 22

<Z12> PRT

<213> artificial Seguence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 405
Glu val Asp Ser Leu GIn Gln Leu Ley MSt Trp Lteu Asp Gln Gin Leu
i 5 1 i5

Ala ser Gly ;ro Gin Lys
0

<210> 406

<211> 22

<212> PRT

<213> Artificial Sequence

<220>
<223> Descr1pt1on of Artificial sequence: Synthetic
Myostatin Binding Peptide

<400> 406
Gly val Glu Gin Leu Pro GIn Leu Leu Met Trp Leu Glu GIn Lys Leu
1 4 5 10 15

Ala ser Gly Pro Gin Arg
20

<210> 407

<211> 22

<212> PRT

«213> Artificial sequence

<220>
<Z223> Descr1pt10ﬂ of Artificial Segquence: Synthetic
Myostatin Binding peptide

<400> 407
Gly Glu Asp Ser Leu Gin GIn Leu Ley Mgt Trip Leu Asp Gln Gln Leu
1 5 1 15

Ala Ala Gly pro Gln val
20

<210> 408

<211> 22

<212> PRT

<213> Artificial Sequence
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<220>
<223> Description of Artificial Sequence: Synthetic

Myostatin Binding Peptide

<400> 408
Ala Asp Asp Ser Leu Gin Gln Leu Leu Mgt Trp Leu Asp Arg Lgs Leu
1 5 1 1

Ala Ser Gly Pro His val
20

<210> 409

<211> 22

<212> PRT

<213> Artificial Segquence

<220>
<223> Description of Artificial Sequence: synthetic
Myostatin Binding Peptide

<400> 409
Pro val Asp Ser Leu Gln &Tn Leu Leu Ile Trp Leu Asp Gin Lys Leu
1 5 10 15

Ala ser Gly Sgo Gin Gly

<210> 410

<211> 22

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial sequence: Synthetic
Myostatin Binding Peptide

<400> 410
Asp Trp Arg Ala Thr Leu Leu Lys Glu Phe Trp GIn Leu val Glu Gly
1 5 10 15
teu Gly Asp Asn Leu val
20

<210> 411
<211> 22
<212> PRT
<213> Artificial Seguence
<220> o ]
<223> Description of Artificial Sequence: Synthetic

Myostatin Binding Peptide
<400> 411
Gin Ser Arg Ala Thr Leu Leu Lys Glu Pge Trp Gin Leu val Glu Gly
1 5 1 15

Leu Gly Asp %yerTn Ala
0

<210> 412
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<211> 22
<212> PRT
<213> Artificial Seqguence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 412
Asp Gly Arg Ala Thr teu Leu Thr Glu Pge Trp Gln Leu val Gln Gly
1 5 1 15

Leu Gly GIn Lys Glu Ala
20

<210> 413

<21l> 22

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 413 _
teu Ala Arg Ala Thr Leu teu tys Glu Phe Trp GIn Leu val Glu Gly
1 5 10 15

Leu Gly Glu Lys val val
20

<210> 414

<211> 22

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 414
Gly Ser Arg Asp Thr Leu Leu Lys Glu zge Trp Gln Leu val Vgl Gly
1 5 1

Leu Gly Asp MSt Gin Thr
2

<210> 415

<211> 22

<21Z2> PRT

<213> Artificial Seguence

<220>
<223> bescription of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 415
Asp Ala Arg Ala Thr Leu Leu Lys Glu Pge Trp 61n Leu val Asp Ala
1 5 1 15

Tyr Gly Asp Arg Met val
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<210> 416

<211> 22

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide '

<400> 416

Asn Asp Arg Ala Gln Leu Leu Arg Asp Phe Trp Glin Leu val Asp Gly
1 5 10 15

Leu Gly val Lys ser Trp

20
<210> 417
<211> 22
<212> PRT
<213> aArtificial sequence
<220>

<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 417
Gly val Arg Glu Thr Leu Leu Tyr Glu Lgu Trp Tyr Leu Leu Lys Gly
1 5 1 15

Leu Gly Ala Asn GIn Gly
20

<210> 418

211> 22

<212> PRT

<213> Artificial seguence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 418 ,
GIn Ala Arg Ala Thr Leu Leu Lys Glu Pge Cys Gln Leu val Gly Cys
1 5 1 15

Gin Gty Asp E%S ey ser

<210= 419

«211> 22

<212> PRT

<213> Artificial Seqguence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 419
61n Glu Arg Ala Thr Leu Leu Lys Glu Phe Trp GIn Leu val Ala Gly
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1 10 15

Leu Gly GIn Asn Met Arg
20

<Z210> 420

<211> 22

<212> PRT

<213> Artificial Seqguence

<220>
<223> Description of Artificial Sequence: Synthetic
Myastatin Binding Peptide

<400> 420
Ser Gly Arg Ala Thr Leu Leu Lys Glu Pge Trp Gin Leu val GlIn Gly
1 5 1 15

Leu Gly Glu Tyr Arg Trp
20

<210> 421

<211> 22

<Z212> PRT

<213> Artificial sequence

<220>
<223> Description of Artificial Sequence: Synthetic
‘Myostatin Binding Peptide

<400> 421
Thr Met Arg Ala Thr Leu Leu Lys Glu Phe Trp Leu Phe val Asp Gly
1 5 10 15

Gin Arg Glu Met Gln Trp
20

<210> 422

<21l> 22

<212> PRT

<213> Aartificial seguence

<220>
<223> Description of Artificial sequence: Synthetic
Myostatin Binding Peptide

<400> 422
Gly Glu Arg Ala Thr Leu Leu Asn Asp Pge Trp Gin Leu val Asp Gly
1 5 1 15

Gln Gly Asp égn Thr Gly

<210> 423

<21l> 22

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
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Myostatin Binding Peptide

<400> 423
Asp Glu Arg Glu Thr Leu Leu Lys Glu Phe Trp GlIn Leu val His Gly
1 5 10 15
Trp Gly Asp Asn val Ala
20
<210> 424
<211> 22
<212> PRT
<213> artificial Seqguence
<Z220> )
<223> pescription of Artificial Sequence: Synthetic
Myostatin Binding peptide
<400> 424
Gly Gly Arg Ala Thr Leu Leu Lys Glu Leu Trp GIn Leu Leu Glu Gly
1 5 10 15
Gln Gly Ala Asn Leuw val
20
<210> 425
<211> 22
<212> PRT
<213> Artificial sequence
<220> . i
<223> bescription of ArtifTicial Sequence: synthetic
Myostatin Binding Peptide
<400> 425
Ihr Ala Arg Ala Thr Leu Leu Asn Glu Leu val GIn Leu val Lys Gly
5 15
Tyr Gly ASp Lys Leu val
20
<210> 426
<Z211> 22
<212> PRT
<213> artificial Seguence
<220>
<223> Dpescription of Artificial Sequence: synthetic
Myostatin Binding Peptide
<400> 426
Gly Met Arg Ala Thr Leu Leu GIn Glu pPhe Trp GlIn Leu val Gly Gly
1 5 10 15

Gin Gly Asp ggn Trp Met

<210> 427
<211> 22
<Z212> PRT
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<213> artificial Sequence

<220>
<223> pescription of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 427
Ser Thr Arg Ala Thr Leu Leu Asn Asp Leu Trp Gln Leu Met Lys Gly
1 5 10 15

Trp Ala Glu Asp Arg Gly
20

<210> 428

c <211 22

<Z212> PRT

<213> artificial Seguence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 428
Ser Gilu Arg Ala Thr Leu Leu Lys Glu igu Trp Gln Leu val Ggy Gly
i 5 1

Trp Gly Asp Asn Phe Gly
20

<210> 429

<211> 22

<212> PRT

<213> artificial sequence

<220>.
<223> pescription of Artificial Seguence: synthetic
Myostatin Binding Peptide

<400> 429
val Gly Arg Ala Thr Leu Leu Lys Glu Pge Trp GIn Leu val Ggu Gly
1 5 1 1

Lteu val Gly GlIn Ser Arg
20

<Z210> 430

<211> 22

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 430

Giu Ile Arg Ala Thr Leu Leu Lys Glu Phe Trp Gin Leu val Asp Glu
1 5 10 15

Trp Arg Glu g?n Pro Asn
0
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<210> 431

<21l> 22

<212> PRT

<213> Artificial Seguence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 431 ‘
GIn Leu Arg Ala Thr Leu Leu Lys Glu Phe Leu Gln Leu val His Gly
1 5 10 15

Leu Gly Glu Thr Asp Ser
20

<210> 432

<211> 22

<212> PRT

<213> Artificial Segquence

<220>
<223> bescription of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 432
Thr Gin Arg Ala Thr Leu Leu Lys Glu Pge Trp GIn Leu Ile Glu Gly
1 5 1 i5

Leu Gly Gly Lys His val
20

<210> 433

<211> 22

<212> PRT

<213> Artificial sequence

<220>
<223> DPescription of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 433
His Tyr Arg Ala Thr Leu Leu Lys Glu Phe Trp GIn Leu val Asp Gly
1 5 10 15

Leu Arg Glu G%ﬁ Gly val
2

<Z210> 434

<211> 22

<212> PRT

<213> Artificial Seguence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 434

GIn Ser Arg val Thr Leu teu Arg Glu Phe Trp GIn Leus val Glu Ser
1 5 10 15
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Tyr Arg Pro Ile val Asn
20

<210> 435

<211> 22

<212> PRT

<213> Artificial Sequéence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 435
Leu Ser Arg Ala Thr Leu Leu Asn Glu P%e Trp Gin Phe val Asp Gly
1 5 1 15

Gln Arg Asp L%s Arg Met
2

<210> 43656

<211> 22

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding pPeptide

<400> 436 .
Trp Asp Arg Ala ghr Leu Leu Asn Asp Pge Trp His .Leu Met Glu Glu
1 1 15

Leu Ser GIn Lys Pro Gly
20

<210> 437

<211> 22

<212> PRT

<213> artificial sequence

<220
<223> pescription of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 437 .
Gin Glu arg Ala Thr Leu Leu Lvs Glu Phe Trp arg et val Glu gly
1 5 10 15

Leu Gly Lys Asn Arg Gly
20

<210> 438

<211> 22

<212> PRT

<213> Artificial sequence

<220>
<223> pescription of Artificial sequence: Synthetic
Myostatin Binding Peptide
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<400> 438
Asn Glu Arg Ala Thr Leu Leu Arg Glu Phe Trp GIn Leu val ggy Gly
1 5 10

Tyr Gly val Asn Gin Arg
20

<210> 439

<211l> 22

<212> PRT

<213> Artificial Seguence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 439
His GlIn Arg Asp Met Ser Met Leu Trp Glu Leu Leu Asp val Leu Asp
1 5 1¢ 15

Gly Leu Arg Gln Tyr Ser
20

<210> 440

<211> 27

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 440
Thr GIn Arg Asp Met Ser Met Leu Asp Gly Leu Leu Glu val Leu Asp
1 5 10 15

¢ln Leu Arg GIn Gln Arg

20
<210> 441
<211> 22
<212> PRT
<213> Artificial sequence
<220>

<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 441
Thr Ser Arg Asp Met Ser Leu Leu Trp Glu Leu teu Glu Glu Leu Asp
1 5 10 15

Arg Leu Gly gés GIn Arg

<210> 442

<211> 22

<212> PRT

<213> Artificial sequence
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<220> :
<223> Description of Artificial Sequence: Synthetic

Myostatin Binding Peptide

<400>_ 442
Met GIn His Asp Met Ser Met Leu Tyr Gly teu val Glu Leu Leu Glu
1 5 10

Ser Leu Gly ?is GIn 1le
0

<210> 443

<211> 22

<Z212> PRT

<213> Aartificial Sequence

<220>
<223> Description of Arvificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 443
Trp Asn Arg Asp Met Arg Met Leu Glu Ser Leu Phe Glu val Leu Asp
1 5 10 15

Gly Leu Arg Glin Gln val
20

<210> 444

<211> 22

<212> PRT

<213> Artificial Seguence

<220>
<223> Description of Artificial Seguence: Synthetic
Myostatin Binding Peptide

<400> 444 .
Gly Tyr Arg Asp Met Ser Met bLeu Glu Gly Leu Leu Ala val Leu Asp
1 5 10 15

Arg Leu Giy Pro Gln Leu
20

<210> 445

<211> 22

<212> PRT

<213> Artificial seguence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 445
Thr GIn Arg Asp get Ser Met Leu Glu Gly Leu Leu Glu val Leu Asp
1 10 15

Arg Leu Gly Gln Gln Arg
20 :

<210> 446
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<211> 22
<212> PRT
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 446
Trp Tyr Arg Asp Met Ser Met Leu Glu Géy Leu Leu Glu val Leu Asp
1 5 1 15

Arg Leu Gly gan Gln Arg

<210> 447

<211> 22

<212> PRT

<213> Artificial Seguence

<220>
<223> pescription of Artificial sequence: Synthetic
Myostatin Binding Peptide

<400> 447
Thr G¢1n Asn Ser Arg Gin Met bLeu Leu Ser Asp Phe Met Met Leu val
1 5 16

Gly Ser met Iée Gln Gly
2

‘<210> 448

<211> 22

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial sequence: Synthetic
Myostatin Binding Peptide

<400> 448
Met Gin Thr Ser Arg His Ilte Leu Leu 3er Glu Phe Met Mmet Leu val
1 3 15
Gly Ser Ile Met His Gly
20

<210> 449
<211> 22
<212> PRT
<213> Artificial sesquence
<220> ) o
<223> Description of Artificial sequence: Synthetic

Myostatin Binding Peptide
<400> 449
His ASp Asn Ser Arg GlIn Met Leu Leu SSP Asp Leu beu His Leu val
1 : 5 1 15

Gly Thr Met Ile Gln Gly
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20
<210> 450
<21l> 22
<212> PRT
<213> Artificial Sequence
<220>

<223> Description of Artificial Seqguence: Synthetic
Myostatin Binding Peptide

<400> 450
Met Glu Asn Ser Arg GIn Asn Leu Leu Qgg Glu Leu Ile Met Leu val
1 5 15

Gly Asn Met Ser His Gln

20
<210> 451
<211 22
<212> PRT
<213> Artificial Seguence
<220>

<223> Description.oF_ArtificjaT Seguence: Synthetic
Myostatin Rinding Peptide

<400> 451
Gin Asp Thr Ser Arg His Met Leu Leu Arg Glu Phe Met Met Leu val
1 5 10 15

Gly Glu Met Ige Gin Gly
2

<210> 452

<21l> 22

<212> PRT

<213> Artificial sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 452
Asp GIn Asn Ser Arg Gln Met Leu Leu Ser Asp Leu Met Ile Leu val
1 5 10 15

Gly ser Met %8& Gln Gly

<210> 453

<211> 22

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial sequence: Synthetic
Myostatin Binding Peptide

<400> 453
Asn val Phe Phe GIn Trp val Gin Lys His Gly Arg val val Tyr Gin
page 112



DOCS—#34465872—v1—263 24_PCT,,,CRF,.E)Sequen ce_Listing_as_Refiled_2014_5_15
1 i 15

Trp Leu Asp Ile Asn val
20

<210> 454

<211> 22

<212> PRT

<213> Artificial sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<4G0> 454
Phe Asp Phe Leu GIn Trp Leu Glin Asn His Arg Ser Glu val Glu His
1 5 10 15

Trp Leu val mMet Asp val

20
<210> 455
<211> 11
<212> PRT
<213> Artificial Sequence
<220>

<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<220>

<22%> MOD_RES
<222> (..
<223> Met or Ile

<220>

<221> MOD_RES

<222> (5)..(5)

<223> Any amino acid

<220>

<221> MOD_RES
<222> (8)..(8)
<223> Leu or Phe

<220>

<221> MOD_RES

<222> (9)..(®

<223> Glu, Gin or Asp

<220>
<223> see specification as filed for detailed description of
substitutions and preferred embodiments

<400> 455
Xaa Glu Met leu Xaa Ser Leu Xaa Xaa Leu lLeu
1 5 10

<210> 456
<211> 8
<212> PRT
<213> artificial seguence
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<220>
<223> pescription of Artificial sSequence: Synthetic
Myostatin Binding Peptide

<220>

<221> MOD_RES

<222> (2)..(2

<223> Gln, Asp or Glu

<220>

<221> MOD_RES

<222> (3)..(3)

<223> Ser, Gln, Asp or Glu

<220>

<221> MOD_RES

<222> (6)..(8)

<223» Any amino acid

<220>

<221> MOD_RES

<222> (7)..(7)

<223> Leu, Trp, Phe or Tyr

<220>
<223> see specification as Tiled for detailed description of
substitutions and preferred embodiments

<400> 456
Leu Xaa Xaa Leu Leu Xaa Xaa Leu
1 5

<210> 457

<211> 9

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<220>

<221> MOD_RES
<222> (1)..{(D
<223> Arg or Asp

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Any amino acid

<220>

<Z221> MOD_RES

<222> (3)..(3)

<223> Ala, Thr, Ser or GlIn

<220>

<221> MOD_RES
<222> (4)..(4)
<223> Leu or Met

<220>
<221> MOD_RES
<222> (5)..(5)
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<223> Leu or Ser

<220>

<221> MOD_RES

<222> (6)..(6)

<223> Any amino acid

<220>

<221> MOD_RES
<222> (7). (1)
<223> Phe or Glu

<220>

<2231> MOD_RES

<222> (8)..(8)

<223> Trp, Phe or Cys

<220>

<221> MOD_RES

<222> (9)..(9

<223> Leu, Phe, Met or Lys

<Z220>
<223> see specification as filed for detailed description of
substitutions and preferred embodiments

<40Q0> 457
Xaa Xaa Xaa Xaad Xaa Xaa Xaa Xaa Xaa
1 5 -

<210> 458

<211> 66

<212> DNA .

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic _
Mucleotide sequence encoding Myostatin Binding Peptide

<400> 458
cgtatggaaa tgcttgaatc tcttcttgaa crrcttaaag aaattgttcc aatgtctaaa 60

gctggt 66

<210> 459

<211> 66

<212> DNA

<213> Artificial Sequence

<Z220>
<223> pescription of Artificial Sequence: sSynthetic .
Nucleotide seguence encoding Myostatin Binding Peptide

<400> 458
cgtatggaaa tgcttgaatc tottottgaa cticttaaag aaattgttec aatgtctaaa 60

gctegt ' 66

<210> 460

<211> 66

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Page 115



DOCS~#3446872-v1-26324_PCT_CRF_Sequence_Listing_ as_Refiled_2014_5_15

Nucleotide sequence encoding Myostatin Binding Peptide

<400> 460
cgtatggaaa tgcttgaatc tettcttgaa ¢ttcttaaag atattgttce aatgtctaaa

ccatct

<210> 461

<211> 66

<217> DNA

<213> artificial Seguence

<220>
<223> Description of Artificial sequence: synthetic _
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 461
ggtatggaaa tgcttgaatc tCtttttgaa cttcttcaag aaattgitcc aatgtctaaa

getcca

<210> 462
<211> 66
<212> DNA
<213> artificial Seqguence

<220>
<223> Description of Artificial sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 462
cgtatggaaa tgcttgaatc tcttcttgaa cttcttaaag atattgttce aatttctaat

ccacca

<210> 463

<211> 66

<Z212> DNA

<213> Artificial Sequence

<220>
<223> pescription of Artificial Sequence: Synthetic )
: nucleotide seguence encoding Myostatin Binding Peptide

<400> 463
cgtattgaaa tgcttgaatc tcttcttgaa cttcttcaag aaattgttec aatttctaaa

gctgaa

<210> 464

<211> 66

<212> DNA

<213> Artificial Seguence

<220>
<223> Description of Artificial seguence: Synthetic
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 464
cgtatggaaa tgcettcaatc tcttcttgaa cttcettaaag atattgticc aatgtctaat

getegt
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<210> 465
<Z211> 66
<212> DNA
<213> artificial Sequence

<220>
<223> pescription of Artificial sequence: Synthetic
Nucleotide seguence encoding Myostatin Binding peptide

<400> 465
cgtatggaaa tgcttgaatc tcttcttgaa cttettaaag aaattgticc aacttctaat

ggtact

<210> 466
<211> 66
<217> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial sequence: Synthetic u
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 466
cgtatggaaa tgcttgaate tctttttgaa cttcttaaag aaattgtice aatgtctaaa

gctggt

<210> 467
<211> 66
<212> DNA
<213> artificial Sequernce

<220>
<223> Description of Artificial Sequence: synthetic )
Nucleotide seqguence encoding Myostatin Binding Peptide

<400> 467
cgtatggaaa tgcttggttc tcttcttgaa cttcttaaag aaattgttec aatgtctaaa

gctegt

<210> 468
<211> &6
<212> DNA
<213> Artificial sequence

<220>
<223> pescription of Artificial Sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 468
caaatggaac ttcttgattc tettittgaa cttcttaaag aaattgttcc aaaaictcaa

ccagct

<210> 469

<211> 66

<212> DNA

<213> Artificial Seguence

<220>
<223> pescription of Artificial Sequence: Synthetic
nNucTeotide sequence encoding Myostatin Binding Peptide
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<400> 469
cgtatggaaa tgcttgattc tcticttgaa cttcttaaag aaattgttcc aatgtctaat 60

gctegt 66

<210> 470

<211> 66

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic ]
Nucleotide seguence encoding Myostatin Binding Peptide

<400> 470
cgtatggaaa tgcttgaatc tcttcttgaa cttcttcatg aaattgtitcc aatgtctcaa 60

gctggt 56

<210> 471

<21l> 66

<212> DNA

<213> artificial seqguence

<220>
<223> Description of Artificial Sequence: synthetic _
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 471
caaatggaaa tgcttgaatc tcttcttcaa cticttaaag aaattgttcc aatgtotaaa 60

gettet _ 66

<210> 472

<211> 66

<212> DNA

<213> artificial sequence

<220>
<223> Description of Artificial Sequence: Synthetic ]
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 472
cgtatggaaa tgoitgatic tcrtcttgaa cttcttaaag atatggttce aatgactact 60

ggtgct 66

<210> 4773
<211~ 66
<212> DNA
<213> Artificial seguence

<220>
<223> Description of Artificial Sequence: Synthetic _
Nucleotide sequence encoding Myostatin Binding peptide

<400> 473
cgtattgaaa tgcttgaatc Tottctigaa cttcttaaag atatggttcc aatggetaat 50
getict 66
<210> 474

Page 118



DOCS~#3446872-v1-26324_pCT_CRF._Sequence_Listing_as_Refiled_2014_5_15

<211> 66
<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial sSequence: Synthetic "
Nucleotide sequence encoding Myostatin Binding Peptide

400> 474
cgtatggaaa tgcttgaatc tcttcttcaa cttcttaaty aaattgitee aatgtctogt

gctegt

<210> 475

<Z211> 66

<212> DNA

<213> Artificial sequence

<220>
<223> Pescription of Artificial Sequence: synthetic _
Nucleotide sequence enceding Myostatin Binding peptide

<400> 475
cgtatggaaa tgctigaatc tettittgat cttcttaaag aacttgrttcc aatgtctaas

ggtgtt

<210> 476

<211> 66

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial sequence: synthetic _
Nucleotide seguence encoding Myostatin Binding Peptide

<400> 476 .
cgtattgaaa tgcttgaatc tcttcttgaa cticttaaag atattgttcc aattcaaaaa

gctcgt

<210> 477

<211> 66

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of artificial sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 477
cgtatggaac ticttgaatc tcttittgaa ctitcttaaag atatggticc aatgtctgat

TCrtct

<210> 478

<211l> 66

<212> DNA

<213> artificial sequence

<220

<223> Description-of Artificial Seguence: Synthetic )
Nucleotide seguence encoding Myostatin Binding Peptide
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<400> 47
cgtatggaaa tgcttgaatc tettcttgaa gttcttcaag aaattgttcc acgtgctaaa 60

gotget 66

<210> 479
<211> 66
<212> DNA
<213> Artificial Seguence

<220>
<223> bescription of Artificial Sequence: Synthetic
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 479
cgtatggaaa tgcttgatic tcttcttcaa cticttaatyg aaattgttec aatgtctcat 60

getegt 56

<210> 480

<211> 66

<212> DNA

<213> Artificial seguence

<220>
<223> Description of Artificial Sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 480
cgtatggaaa tgcrigaatc tcttcttgaa cttcettaaag atattgttcc aatgtctaat 60

gctggt 66

<210> 481

<211> 66

<212> DNA

<213> artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding peptide

<400> 481 :
cgtatggaaa tgcttcaatc tetttttgaa cttettaaag gtatggttce aatttctaaa 60

gctggt 66

<210> 482

<Z211> 66

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 482
cgtatggaaa tgcttgaatc tcttcttgaa cttctraaag aaattgttcc aaattctact el
gerget 66
<210> 483
<211> 66
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<212> DNA
<213> artificial Sseguence

<220>
<223> Description of Artificial Sequence: Synthetic _
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 483
cgtatggaaa tgcttcaatc tcttcttgaa cttcttaaag aaattgttcc aatttetaaa

gctgot

<210> 484

<211> 66

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic "
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 484
cgtattgaaa tgcttgattc tcttcttgaa cttcttaatg aactigttcc aatgtctaaa

gctegt

<210> 485

<Z211> 65

<212> DNA

<213> artificial Seguence

<220>
<223> Description of Artificial Sequence: Synthetic _
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 485
gattggcgty ctactcttct taaagaattt tggcaacttyg ttgaaggtct tggtgataat

cttgtt

<210> 486

<211> 66

<212> DNA

<213> Artificial Seqguence

<220>
<223> pescription of Artificial Sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding pPeptide

<400> 486
gatggtcgtg ctactettet tactgaattt tggcaactty ttcaaggtct tggtcaaaaa

gaaget

<210> 487

<211> 66

<212> DNA

<213> Artificial sequence

<220> .
<223> Description of Artificial Sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

<d400> 487
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cttgctegty ctactcttct taaagaattt tggcaacttg ttgaaggtct tggtgaaaaa
gttgtt

<210> 488
<211> 66
<212> DNA
<213> Artificial sequence

<220>
<223> Description of Artificial Seguence: Synthetic )
Nucleotide seguence encoding Myostatin Binding Peptide

<400> 488
ggttctcgtyg atactcttct taaagaattt tggcaacttg ttgttggict tggtgatatg

Caaact

<210> 489
<211> 66
<212> DNA
<213> Artificial sequence

<220> ‘
<223> Description of Artificial Sequence: Synthetic )
NucTeotide sequence encoding Myostatin Binding Peptide

<400> 489
gatgctcgty ctactcttet taaagaattt tggcaacttg ttgatgctta tggtgatcgt

atggtt

<210> 490

<211> 66

<21Z2> DNA

<213> Artificial Seguence

<220>
<223> Description of Artificial sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 490
aatgatcgtg ctcaacttct tcgtgatttt tggcaacttyg ttgatggtct tggtgttaaa

tcttgg

<210> 491
<21l1> 66
<212> DNA
<213> Artviticial seguence

<220>
<223> Description of Artificial Sequence: Synthetic i
Nuclectide sequence encoding Myostatin Binding peptide

<400> 491
ggtgttcgtg aaactctict ttatgaactt tggtatcttc ttaaaggtct tggtgctaat

caaggt

<210> 492
<Z211> 66
<212> DNA
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<213> aArtificial Seguence

<220>
<223> Description of Artificial Sequence: Synthetic )
Nucleotide seguence encoding Myostatin Binding Peptide

<400> 492
caagctcgtyg ctactcttet taaagaattt tgtcaacttg ttggttgtca aggtgataaa 60

ctttct 66

<210> 493
<211> 66
<212> DNA
<213> Artificial Sequence

<220>
<223> bescription of Artificial Sequence: Synthetic
NucTeotide sequence encoding Myostatin Binding Peptide

<400> 493
Caagaacgtg ctactcttct taaagaattt tggcaacttyg ttgctggtct tggtcaaaat 60

atgcgt 66

<210> 494

<211> 66

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of artificial Seguence: Synthetic _
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 494
tctggtcgtg ctactctict taaagaattt tggcaacttg ttcaaggtct tggtgaatat 60

cgttgy 66

<210> 495

<211> 66

<212> DNA '

<213> Aartificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic ]
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 495
actatgcgtg ctactcttct taaagaattt tggctttttg tigatggtca acgtgaaaty 60

caatgg 656

<210> 496

<211> 66

<212> DNA

<213> Artificial sequence

<220
<223> Description of Artificial Sequence: Synthetic _
Nucleotide seguence encoding Myostatin Binding pPeptide

<400> 496
ggtgaacgtg ctactctict taatgattit tggcaacttg ttgatggtca aggtgataat 60
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actggt

<210> 467

<211> 66

<212> DNA

<213> arvificial Ssequence

<220>
<223> Description of Artificial Sequence: Synthetic )
Nucleotide sequence encoding Myostatin 8inding Peptide

<400> 497
gatgaacgtg aaactcttct taaagaattt tggcaacttg ttcatggtityg gggtgataat

gttgct

<210> 498

<211> 66

<212> DNA

<213> artificial Sequence

<220>
<223> pescription of Artificial Sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 498
ggtggtcotyg ctactctict taaagaactt tggcaacttc ttgaaggtca aggtgctaat

cttgtt

<210> 499

<21il> 66

<212> DNA :

<213> Artificial seguence

<220>
<223> Description of Artificial Sequence: Synthetic _
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 499
actgctegtg ctactcttct taatgaactt gttcaacttg ttaaaggtta tggtgataaa

cttgtt

<210> 500

<211> 66

<212> DNA

<213> artificial Seguence

<220>
<223> Description of Artificial Sequence: Synthetic )
Nucleotide seguence encoding Myostatin Binding Peptide

<400> 500
ggtatgcgtg ctactcttct tcaagaattt tggcaacttg ttggtggtca aggtgataat

tggatg

<210> 501
<211i> 66
<212> DNA
<213> Artificial Sequence
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<220>
<223> Description of Artificial Sequence: Synthetic ]
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 501
tctactcgty ctactcttct taatgatctt tgocaactta tgaaaggttg ggctgaagat 60

cgtggt 66

<210> 502
<211> 66
<212> DNA
<213> Aartificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
nNuclectide sequence encoding Myostatin Binding Peptide

<400> 502
tctgaacgtg ctactcttct taaagaactt tggcaacttg ttggtggttg gggtgataat 60

tttagt 66

<210> 503
<211> 66
<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Nucleotide sequence encoding Myostatin Binding Peptide

<40G> 503
gttggtcgtyg ctactcttct taaagaattt tggcaacttg ttgaaggtct tgttggtcaa 60

teotegt 60

<210> 504
<211> 288
<212> PRT
<213> Artificial Sequence

<220>
<223> pescription of Artificial Sequence: Synthetic
peptibody seguence

<400> 504
get Gly Ala GIn Trp Tyr Pro Cys Tyr %éu Gly His Phe Trp Cgs Tyr
5 1

Asp Ley Gly Ser Gly Ser aAla Thr Gly &ly ser Gly Ser Thr Ala ser
20 25 30
ser Gly Ser Gly Ser Ala Thr Gly Trp Tyr Pro Cys Tyr Glu Gly His
35 40 45

Phe Trp Cys Tyr Asp Leu Leu Glu 6ly Gly Gly Gly Gly Asp Lys Thr
60

His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser
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65 70 75 80

val phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg
85 90 95

Thr Pro Glu val Thr Cys val val val Asp val Ser His Glu Asp Pro
100 105 110

Glu val Lys pPhe Asn Trp Tyr val asp Gly val Glu val His Asn Ala
115 120 125

Lys Thr Lys Pro Arg Glu Glu GIn-Tyr Asn Ser Thr Tyr Arg val val
130 135 140

ser val reu Thr val Leu His GIn Asp Trp Leu Asn Gly Lys Glu Tyr
145 150 155 160

Lys Cys Lys val Ser Asn Lys Ala Leu Pro Ala pro Ile Glu Lys Thr
165 170 175

Iie Ser Lys Ala Lys Gly Gin Pro Arg Glu Pro GIn val Tyr Thr Leu
180 185 190

Pro Pro Ser Arg Asp Glu.lLeu Thr Lys Asn Gln val Ser Leu Thr Cys
185 200 205

L.eu val Lys Gly phe Tyr Pro Ser asp Ite Ala val Glu Trp Glu ser
210 215 220

Asn Gly GIn Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro val Leu Asp
225 230 235 240

Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr val Asp Lys Ser
245 250 255

Arg Trp Gin Gin Gly Asn val Phe Ser Cys Ser val Met His Glu Ala
260 265 270

Leu His Asn His Tyr Thr Glin Lys Ser Leu Ser Leu Ser Pro Gly Lys
275 280 285

<210> 505
<211> 129
<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic _
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 505
tggtatccgt gttatgaggg tcacttetgg tgotacgatc tgggtictgg ttocactget 60
tCcttctggtt cecggttccge tactggttgg tacccgtyct acgaaggtca cttttggtgt 120
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tatgatctyg 129

<210> 506
<211> 286
<212> PRT
<213> Artificial sequence

<220>
<223> Description of Artificial seguence: Synthetic
Peptibody sequence

<400> 506
Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Lgu Gly
1 5 i0 1

Gly Pro ser val phe Leu Phe Pro Pgo LYs Pro Lys Asp ggr Leu Met
20 2

Ile Ser Arg Thr pro Glu val Thr Cys val val val Asp val ser His
35 40 45

Glu Asp Pro Glu val Lys Phe Asn Trp Tyr val ASp agly val Glu val
50 55 6

His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr
65 70 75 80

Arg val val ser val Leu Thr val Leu His GIn Asp Trp Leu Asn Gly
85 a0 95

Lys Glu Tyr Lys Cys Lys val Ser Asn Lys Ala Leu Pro Ala Pro Ile
1060 - 105 110

Glu Lys Thr Tle ser Lys Ala Lys Gly Gin Pro Arg Glu Pro Gin val
115 120 125

Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gin val ser
130 135 140

Leu Thy Cys Leu val Lys Gly Phe Tyr Pro Ser asp Ile aAla val Glu
145 150 155 160

Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro
165 170 175

val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys teu Thr val
180 185 180

Asp Lys Ser Arg Trp GlIn GIn Gly Asn val Phe Ser Cys Ser val Met
195 200 205

His Glu Ala Leu His Asn His Tyr Thr GlIn Lys ser Leu Ser Leu Sar
210 215 220
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Pro Gly Lys Gly Gly Gly Gly Gly Ala Gln Trp Tyr Pro Cys Tyr Glu
225 230 235 240

Gly His Phe Trp Cys Tyr Asp Leu Gly Ser Gly Ser Ala Thr Gly Gly
245 250 255

ser Gly ser Thr Ala ser Ser Gly Ser Gly Ser Ala Thr Gly Trp Tyr
260 265 270

Pro Cys Tyr Glu Gly His Phe Trp Cys Tyr Asp Leu Leu Glu
275 _ 280 285

<210> 507
<211> 129
<212> BNA
<213» arvificial sequence

<220>
<223> bescription of Artificial Sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 507

tggtatccgt gttatgaggg tcacttctgg tgctacgatc tgggttctgg ttccactget

tcttctggtt ccggttccge tactggttgg tacccgtgct acgaaggtca cttttggtgt

tatgatcty

<210> 508
<211> 288
<212> PRT
<213> Artificial Sequence

<220>
<223> pescription of Artificial Seguence: Synthetic
Peptibody seguence

<400> 508
Met Gly Ala GIn Ile Phe Gly Cys Lys Tgp Trp Asp val GlIn Cys Tyr
i 5 1 i5

Gin phe Gly Ser Gly Sser Ala Thr ggy Gly Sser Gly ser ggr Ala ser
20

ser Gly ggr Gly Ser Ala Thr ggy Ile Phe Gly Cys Lys Trp Trp Asp
45

val g?n Cys Tyr Gin Phe Leu Glu Gly Gly Gly géy Gly Asp Lys Thr
0 55

His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser
65 70 75 80

val phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg
85 80 95
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Thr Pro Glu val Thr Cys val val val Asp val Ser His Giu Asp Pro
100 105 110

Glu val Lys Phe Asn Trp Tyr val Asp Gly val Glu val His Asn Ala
115 120 125

Lys Thr Lys Pro Arg Glu Glu Gin Tyr Asn Ser Thr Tyr Arg val val
130 135 140

Ser val Leu Thr val Leu His GlIn Asp Trp Leu Asn Gly Lys Glu Tyr
145 150 155 160

Lys Cys Lys val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr
165 170 175

Ile ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gin val Tyr Thr teu
180 185 190

Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn GIn val Ser Leu Thr Cys
195 200 205

Leu val Lys Gly Phe Tyr Pro Ser Asp Ile Ala val Glu Trp Glu Ser
210 215 220

Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro val Leu Asp
225 : : 230 235 , 240

Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr val Asp Lys Ser
245 250 255

Arg Trp Gin GIn Gly Asn val Phe Ser Cys Ser val Met His Glu Ala
260 265 270

Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser teu Ser Pro Gly Lys
275 280 285

<210> 509
<211> 129
<217> DNA
<213> Artificial Seguence

<220>
<223> Description of Artificial Sequence: Synthetic ]
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 509--

atctttggct gtaaatggtyg ggacgttcag tgctaccagt tcggttetgg ttccacrget 60
TCLTCtggtt ccggttccge tactggtatc ttcggttgea agtggtggga tgtacagtgt 120
tatcagttt 129
<210> 510

<211> 286

Page 129



DOCS-#3446872-v1-26324. PCT_CRF_Sequence_Listing_as_Refited_2014_5_15
<212> PRT
<213> Artificial seguence

<220>
<223> Description of Artificial Sequence: Synthetic
Peptibody sequence

<400> 510

Asp Lys Thr His Thr Cys Pro Pro Cys ;ro Ala Pro Glu Leu Leu Gly
1 5 0 15

Gly pPro Ser val Phe Leu Phe Pro Pro Lys Pro Lys Asp ghr Leu Met
20 25 0

ile ser Arg Thr Pro Glu val Thr Cys val val val Asp val Ser His
35 40 45

Glu égp Pro Glu val Lys gge Asn Trp Tyr val ggp Gly val Glu val

His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr
65 70 75 80

Arg val val ser Vg? Leu Thr val Leu Hés Gln Asp Trp Leu Asn Gly
8 9 95

Lys Glu Tyr Lys Cys Lys val Ser Asn Lys Ala Leu Pro Ala Pro Ile
100 105 110

Glu Lys Thr Ile Ser Lys Ala Lys Gly Gin Pro Arg Glu Pro Gln val
115 120 125

Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn GIn val Ser
130 135 140

tey Thr Cys Leu val Lys Gly Phe Tyr Pro Ser Asp Ile Ala val Glu
145 150 155 160

Trp Glu Ser Asn Gly GIn Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro
165 170 175

val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr val
180 185 190

Asp Lys Ser Arg Trp Gln GIn Gly Asn val Phe Ser Cys Ser val Met
195 200 205

His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser
210 215 220

pro Gly Lys Gly Gly Gly Gly Gly Ala GIn Ile Phe Gly Cys Lys Trp
225 230 235 240
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Trp Asp val Glin Cyg Tyr Gln Phe Gly Ser Gly Ser Ala Thr g;y Gly
24 i 250 5

Ser Gly Ser Thr Ala Ser Ser Gly Sgr Gly Ser Ala Thr Gly Ile Phe
260 265

Gly Cys Lys Trp Trp Asp val GIn Cys Tyr GIn Phe Leu Glu
275 : 280 285

<2310> 511
<211> 129
<212> DNA
<213> Artificial Seqguence

<220>
<223> pescription of Artificial Sequence: Synthetic i
NucTeotide sequence encoding Myostatin Binding Peptide

<400> 511
atctttggct gtaaatggtg ggacgttcag tgctaccagt tcggttctgg ttccactget 60

tcttctggtt ceggttccge tactggratc ttcggttgea agtggtggga tgtacagigt 120
tatcagrit 129

<210> 512
<211> 288
<212> PRT
<213> Artificial Sequence

<220> :
<223> bDescription of Artificial Sequence: Synthetic
peptibody sequence

<400> 512 .
Met Gly Ala Gln Ile Phe Gly Cys Lys Trp Trp Asp val Asp Cys Tyr
1 5 10 15

GIn Phe Gly ser Gly Ser ala Thr Gly Gly Ser Gly Ser Thr ala ser
20 25 30

Ser Gly Ser Gly Ser Ala Thr Gly Ile Phe Gly Cys Lys Trp Trp Asp
35 40 _ 45

val Asp Cys Tyr Gin Phe l{;‘?“ Glu Gly Gly Gly ggy Gly Asp Lys Thr
50

His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser
65 70 75 80

val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg
85 90 05

Thr Pro Glu val Thr Cys val val val Asp val Ser His Glu Asp Pro
100 105 110

Glu val Lys Phe Asn Trp Tyr val Asp Gly val Glu val His Asn Ala
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115 120 125

Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg val val
130 135 140

Ser val Leu Thr val Leu His GIn Asp Trp teu Asn Gly Lys Glu Tyr
145 150 155 160

Lys Cys Lys val Ser asn Lys Ala Leu Pro Ala pro Ile Glu Lys Thr
165 170 175

Ile Ser Lys Ala Lys Gly GlIn Pro Arg Glu Pro Gln val Tyr Thr Leu
180 185 120

Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn GlIn val Ser Leu Thr Cys
195 200 205

Leu val Lys Gly Phe Tyr Pro Ser Asp Ile ATa val Glu Trp Glu Ser
210 215 220

Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr Pro pPro val Leu Asp.
225 230 235 240

ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr val Asp Lys Ser
245 250 255

Arg Trp GIn GIn Gly Asn val Phe Ser Cys Ser val Met His Glu Ala
260 265 270

Lteu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys
275 ' 280 285

<210> 513
<211> 129
<212> DNA
<213> Artificial Sequence

<220>
<223> pescription of Artificial Sequence: Synthetic
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 513
atctttggct gtaagtoggtg ggacgttgac tgetaccagt toggttotgg trccactget &0

TCTLCtggtt ccggliccye tactggtatce ticgogitgea aatggiggga cgttgattgt 120
tatcagttt 129

<210> 514
<211> 286
<212> PRT
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthet1c
Peptibody sequence
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<400> 514
Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly
1 5 10 15

Gly pro Ser val Phe Leu Phe Pro gro Lys Pro Lys Asp Thr Leu Met
20 5 30

Ile ser Arg Thr pro Glu val Thr Cys val val val Asp val Ser His
35 40 45

Glu Asp Pro Glu val Lys Phe Asn Trp Tyr val Asp Gly val Glu val
50 55 60

His Asn Ala Lys Thr Lys Pro Arg Glu Glu GIn Tyr Asn Ser Thr Tyr
65 70 75 80

Arg val val ser val Leu Thr val Leu His Gln Asp Trp Leu Asn Gly
85 90 95

Lys Glu Tyr Lys Cys Lys val Ser Asn Lys Ala.Leu Pro Ala Pro Ile
100 105 110

Glu Lys Thr ITe Ser Lys Ala Lys Gly GIn Pro arg Glu Pro Gin val
115 120 125

Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn GIn val Ser
130 135 140

Leu Thr Cys Leu val Lys Gly Phe Tyr Pro ser Asb Ile ala val Glu
45 150 155 160

Trp Glu Ser Asn Gly GIn Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro
165 170 175

val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr val
180 185 190

ASp Lys Ser Arg Trp GlIn Gin Gly Asn val Phe Ser Cys Ser val Met
195 200 205

His Glu Ala Leu His Asn His Tyr Thr GIn Lys Ser Leu Ser Leu Ser
210 215 _ 220

Pro Gly Lys Gly Gly Gly Gly Gly Ala Gin Ile Phe Gly Cys Lys Trp
225 230 235 240

Trp Asp val Asp Cys Tyr GlIn Phe Gly Ser Gly Ser Ala Thr Gly Gly
245 250 255

Ser Gly Ser Thr Ala Ser Ser Gly Ser Gly Ser Ala Thr Gly Ile phe
260 265 270
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Gly Cys Lys Trp Trp Asp val Asp Cys Tyr Gin Phe Leu Glu
275 280 285

<210> 515
<211> 129
<212> DNA
<213> Artificial Sequence

<220>
<223> pescription of Artificial sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 515
atctitggcet graagtgygty ggacgttgac tgctaccagt toggttctgg ttccactget

tcttetggtt ceggttocge tactggtatce tteggttgoa aatggtyggga cgttgattgt

tatcagttt

<210> 516

<211> 66

<212> DNA

<213> artificial Sequence

<220>
<223> Description of artificial Sequence: Synthetic _
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 516
caggttgaat ccctgcagca gctgctgatg tggetggace agaaactgge ttocggtccg

cagggt

<210> 517

<2131> 66

<212> DNA )
<213> Artificial Seguence

<220>
<223> Description of Artificial Sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 517
cgtatggaac tgctggaatc cctgticgaa ctgetgaaag aaatggttcc gogttccaaa

gcrgrt
«210> 518
<211> 66

<212> DNA
<213> Artificial Seguence

<220>
<223> pescription of Artificial Sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 518
caggctgttt ccctgcagca cctgotgatg tggctggace agaaactgge ttccggtecy

cagcac
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519
66
DNA
Aartificial Sequence

Description of Artificial sequence: Synthetic )
Nucleotide seguence encoding Myostatin Binding Peptide

518

gacgaagact ccctgcageca getgetgatg tggetggace agaaactgge ttecggrecy

cagctg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

520
66
DNA
Artificial Sequence

Rescription of Artificial sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding peptide

520

ccggttgctt ccctgeagea gotgotgatc tggetggacc agaaactgge tcagggtccy

cacgct

<210>
<211>
<212>
<213>

<220>
<223>

<400>

521
66
DNA
Artificial sequence

Description of Artificial Sequence: Synthetic )
Nucleotide segquence epcoding Myostatin Binding Peptide

521

gaagttgacg aactgcagea gctgotgaac tggctggacc acaaactggc ttcoggtocy

ctgcag

<210>
<211>
<212>
<213

<220>
<223>

<400>

522
66
DNA
Artificial Sequence

pescription of Arvificial Sequence: Synthetic "
Nucleotide sequence encoding Myostatin Binding Peptide

522

gacgttgaat ccctggaaca gotgetgatg tggotggace accagotgge tttcggtccg

cacggt

<210>
<211>
<212>
<213>

<220>
<223>

523
66
DNA
Artificial Sequence

Description of Artificial sequence: $ynthetic
Nucleotide sequence encoeding Myostatin Binding Peptide
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<400> 523
caggttgact ccctgeagea ggttctgetg tggctggaac acaaactgge tctgggtocg 60

cagygtt 66

<210> 524

<211> 66

<212> BNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic )
nNucleotide seguence encoding Myostatin Rinding Peptide

<400> 524
ggtgacgaat ccctgcagea cctgotgatg tggoetdgaac agaaactgge totgggtocy &0

cacggt 66

<210> 525

<211> 66

<212> DNA

<213> artificial Sequence

<220>
<223> Description of Artificial Sequence: synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 525
cagatcgaaa tgctggaatc cctgctggac ctgetgcgty acatggttocc gatgtccaac 60

gertre 66

<210> 526

<211> 66

<212> DNA -

<213> Artificial Seguence

<220> .
<223> Description of Artificial Sequence: Synthetic )
Nucleotide sequence enceding Myostatin BRinding Peptide

<400> 526
gaagttgact ccctgeagca gorgetgaty tggctggacc agaaactgge ttococgghocy 60

caggct 66

<210> 527

<211> 66

<212> DNA

<213> Artificial Seguence

. <220>
<223> Description of Artificial sequence: Synthetic _
Nucleotide seguence encoding Myostatin Binding Peptide

<400> 527
gaagacgaat ccctgcagca gctgctgatc tacctggaca aaatgetgtc ctocggtocg 60
caggtt 66
<Z10> 528
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<211> 66
<212> DNA
<213> artificial Sequence

<220>
<223> Description of Artificial sequence: Synthetic _
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 528
gctatggacc agctgcacca gotgctgatc tggotggace acaaactgge ttccggtecy

caggct

<210> 529

<211> 66

<212> DNA

<213> Artificial Seguence

<220>
<223> Description of Artificial Sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 529
cgtatcgaaa tgctggaatc cctgctggaa ctgotggacyg aaatcgotct gatcccgaaa

gcrtgyg

<210> 530
<211> 66
<212> DNA
<213> Artificial Seguence

<220> .
<223> Description of Artificial Sequence: Synthetic
Nucleotide sequence encoding Myostatin Binding Peptide

- <400> 530 : o
gaagttgttt ccctgcagca cctgetgatg tggotggaac acaaactgge ttecggiecg

gacggt

<210> 531

<211> 66

<212> DNA

<213> Artificial sequence

<220>
<223> Description of Artificial Sequence: Synthetic _
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 531
ggtggtgaat ccctgcagea gotgotgatg tggotggace agcagotggoe ttocggicoy

cagcgt

<210> 532

<211> 66

<212> DHNA

<213> Artificial sequence

<220> '
<223> Description of Artificial Sequence: Synthetic '
Nucleotide sequence encoding Myostatin Binding Peptide
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<400> 532
ggtgttgaat ccctgcagca gotgetgatc ttcctggacc acatgotggt trccggtecg 60

cacgac 66

<210> 533
<211> 66
<212> DNA
<213> artificial seguence

<220>
<223> Description of Artificial Sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 533
aacgttgaat ccctggaaca cctgatgatg tggctggaac gteigoigge ttecggtocy 60

tacget 656

<210> 534
<211> 66
<212> DNA
<213> Artificial Sequence

<220
<223> Description of Artificial Sequence: Synthetic i
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 534 '
caggttgact ccctgcagea getgetgatc tggotggacc accagetgge ttocggtocg 60

aaacgt 66

<210> 535

<211> 66

<212> DNA

<213> Artificial Sequence

<220>
<223> pescription of Artificial Sequence: Synthetic )
Nuclectide sequence encoding Myostatin Binding Peptide

<400> 535
gaagttgaat ccctgcagcea gotgctgatg tggetggaac acaaactgge tcagggiccg 60

cagggt 66

<210> 536

<211> 66

<212> DNA

<Z213> Artificial sequence

<220>
<223> Description of Artificial Sequence: Synthetic i
nNucleotide sequence encoding Mydstatin Binding Peptide

<400> 536
gaagttgact ccctgcagca getgetgatg tggctggacc agaaactgge trccggteeg 60
cacgct 66
<210> 537
<211> 66
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<212> DNA
<213> artificial sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Nucleotide sequence encoding Myaostatin Binding Peptide

<400> 537
gaagttgact ccctgcagca getgetgatg tggetggacc agcagetgge ttocggtocy 60

cagaaa 66

<210> 538
<211> 66
<212> DNA
<213> artificial Sequence

<220
<223> Description of Artificial sequence: Synthetic .
Nucleotide seguence encoding Myostatin Binding Peptide

<400> 538
gytgttgaac agctgccgea gotgotgatg tggcetggaac agaaactgge ttccggtecy 60

cagcgt 66

<210> 539

<211> 66

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic )
Nuciectide seguence encoding Myostatin Binding Peptide

<400> 539
ggtgaagact ccctgcagea gotgetgatg tggeotggace agcagetgge tgetggtecg 60

caggtt 66

<210> 540

<211> 66

<212> DNA

<213> Artificial seguence

<220>
<223> pescription of Artificial Sequence: Synthetic ]
Nuclectide seguence encoding Myostatin Binding Peptide

<400> 540
gergacgact coctgeagca goetgetgatyg tggctggace gtaaactgge ttocggiocyg &0

cacgtt 66

<210> 541

<211> 66

<212> DNA

<213> Artificial Seguence

<220>
<223> pescription of Artificial Sequence: Synthetic )
Nucleotide sequence enceding Myostatin Binding Peptide

<400> 541
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ccggttgact cectgeagea gotgetgatc tggeiggace agaaactgge ttccggtecy

cagggt

<210> 542

<21i> 66

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic _
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 542
cagtcccgtg ctaccctget gaaagaattc tggcagctgg ttgaaggict gggtgacaaa

caggct

<210> 543

<211> 66

<212> DNA

<213> Artificial Seguence

<220>
<223> Description of Artificial sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding peptide

<400> 543
gaaatccgtyg ctaccctget gaaagaattc tggcagotgyg ttgacgaatg gegtgaacag

ccgaac

<210> 544

<211l> 66

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic ]
Nuclectide sequence encoding Myostatin Binding Peptide

<400> 544
cagctgegtyg ctaccctget gaaagaattc ctgcagetgg ttcacggtet gggtgaaacce

gactcce

<210> 545

<211> 65

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial sequence: Synthetic "
Nucleotide seguence encoding Myostatin Binding Peptide

<400> 545
acccagcgtyg ctaccctgct gaaagaattc tggcagctga tegaaggtct gggtggtaaa

cacgtt

<210> 546
<211> 66
<212> DNA
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<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic )
nNucleoride seqguence encoding Myostatin Binding Peptide

<400> 546
cactaccgtg ctaccctget gaaagaattc tggcagctgg ttgacggtct gcgtgaacag

ggtgtt

<210> 547
<21i> 66
<212> DNA
<Z213> artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic )
Nucleotide seguence encoding Myostatin Binding Peptide

<400> 547
cagtccecgty ttaccctgct gegtgaattc tggcagetgg ttgaatccta ccgtocgatce

gttaac

<210> 548

<211> 66

<212> DNA

<213> Artificial Sequence

<220>
<223> pescription of Artificial Sequence: Synthetic .
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 548
ctgtcecegty ctaccctget gaacgaattc tggcagttcyg ttgacggtca gegtgacaaa

cgtatg

<210> 549

<211> 66

<212> DNA

<213> Artificial Seguence

<220>
<223> Description of Artificial Sequence: Synthetic _
nucleotide sequence encoding Myostatin Binding Peptide

<400> 5489
tggyaccgty ctaccetget gaacgachtc tggcacctga tggaagaact gtcccagaaa

ccgggt

<210> 550

<211> 66

<212> DNA

<213> Artificial Seguence

<Z220>
<223> Description of Artificial seqguence: Synthetic ]
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 550
caggaacgtyg ctaccctget gaaagaatic tggcgtatgg ttgaaggtct gggtaaaaac
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cgtggt

<Z210>
<211>
<212>
<213>

<220>
<Z223>

<400>
aacgaa

cagcgt

<210>
<211l>
<212>
<213>

<220>
<223>

<400>
cagegt

<210>
<211>
<212>
<213>

<220>
<223>

<400>
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551

66

BNA

artificial Sequence

pescription of Artificial Sequence: synthetic _
Nucleotide sequence encoding Myostatin Rinding Peptide

551
cgtg ctaccctget gegtgaatic tggoagetgg ttggtggtta cggtgttaac

552
60
DNA
Artificial Seguence

Description of Artificial Sequence: Synthetic
Nucleotide seguence encoding Myostatin Binding Peptide

552
gaat ggtacccgtg ctacggtggt cacctgtggt getacgacct gcacaaaget

553
60
DNA
Artificial Seguence

Description of Artificial sequence: Synthetic ]
Nucleotide seguence encoding Myostatin Binding Peptide

553

atctccgett ggtactcctg ctacgetggt cacttctggt gotgggacct gaaacagaaa

<210>
<211>
<212>
<213>

<220>
<Z23>

<400>

554
60
DNA
ArtiTicial Sequence

Description of Artificia1n5equence£ Synthetic )
Nucieotide seguence encoding Myostatin Binding Peptide

554

tggaccggtt ggtaccagtg ctacggtggt cacctgtggt gotacgacct gogtcgtaaa

<210>
<211>
<212>
<213>

<220
<223>

<400>

555
60
DNA
Artificial sequence

pescription of Artificial Sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

555
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aaaacCtict ggtacccgtyg ctacgacggt cacttctggt getacaacct gaaatcctcc

<210> 556

<211> 60

<212> DA

<213> Aartificial Sequence

<220>
<223> pescription of Artificial sequence: Synthetic
Nucleotide seguence encoding Myostatin Binding Peptide

<400> 356
gaatcccgtt ggtacccgtg ctacgaaggt cacctgtggt goticgacct gaccgaaacc

<210> 557

<211i> 66

<Z212> DNA

<213> artificial Sequence

<220>
<223> Description of Artificial Sequence: synthetic
NucTeotide sequence encoding Myostatin Binding Peptide

<400 557
aatgrrrttt ttcaatgggt tcaaaaacat ggtcgtgttg tttatcaatg gottgatatt

aatgtt

<210> 558

<211> 66

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic _
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 558
tttgattttc ttcaatggcet tcaaaatcat cgtictgaag ttgaacattg gertgttatg

gatgtt

<210> 559
<211> 66
<212> DNA
<213> Artificial sequence

<220>
<223> Description of Artificial Sequence: Synthetic ]
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 559
catcaacgtg atatgtctat gotttgggaa critctigaty ttcottgatgg tottcgtcaa

tattct

<210> 560

<211> 66

<212> DNA

<213> Artificial sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Page 143

60

60

60
66

60
66

&0
66



DOCS-#3446872-v1-26324_PCT_CRF_Seguence_Listing_as_Refiled_2014_5_15

Nucleotide sequence encoding Myostatin Binding Peptide

<400> 560
actcaacgtg atatgtctat gettgatggt cttcttgaag ttcttgatca acttcgtcaa

caacgt

<210> 561

<211> 66

<212> DNA

<213> Artificial Ssequence

<220>
<223> Description of Artificial Sequence: synthetic _
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 561
acctcccgtyg acatgrccct gotgtgggaa ctgcetggaag aactggacceg tctgggtcac

cagcgt

<210> 562
<211> 66
<212> DNA
<213> artificial Seguence

<220>
<223> Description of Artificial Sequence: Synthetic i
Nucteotide sequence encoding Myostatin Binding Peptide

<400> 562
atgcaacatg atatgtctat gcetttatggt cttgtigaac ttcttgaatc tcettggtcat

caaatt

<210> 563

<211> 66

<212> DNA

<213> Artificial Seguence

<220>
<223> Description of Artificial sequence: Synthetic _
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 563
tggaatcgty atatgegtat getitgaatct cttttigaag ttcttgatgg tcttcgtcaa

caagtt

<210> 564

<21l> 656

<Z212> DNA

<213> Artificial Seqguence

<220>
<223> Description of Artificial Sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 564
ggttatcgtg atatgtctat gettgaaggt cttcttgetg ttcttgatcg tcttggtcoca

caactt

Page 144

60
66

60
66

60

66

66

66



DOCS-#3446872-v1-26324. PCT_CRF._Sequence_L1isting_as_Refiled_2014_5_15
<210> 565
<211> 66
<212> DNA
<213> artificial Sequence

<220
<223> Description of Artificial Sequence: Synthetic
Nucieotide seqguence encoding Myostatin Binding Peptide

<400> 565
actcaacgtg atatgtctat gcttgaaggt cttcttgaag ttcttgatcg tcttggtcaa 60

caacgt 66

<210> 566

<21l> 66

<212> DNA

<213> Artificial Segquence

<220>
<223> pescription of Artificial Sequence: Synthetic
Nucleotide seguence encoding Myostatin Binding Peptide

<400> 566
tggtaccgty acatgtccat getggaaggt ctgctggaag ttotggaccg tctgggtcag 60

cagegrt 66

<210> 567

<211> 66

<212> DNA

<213> Artificial Ssequence

<220>
<223> pescription of Artificial sequence: Synthetic
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 567
actcaaaatt ctcgtcaaat gettctttct gattttatga tgottgtigg ttotatgatt 60

caaggt 66

<210> 568

<211> 66

<212> DNA

<213> Artificial Seauence

<220>
<223> Description of Artificial Sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 568
atgcaaactt ctcgtcatat tcttcettict gaatttatga tgcttgtigg ttctattatg 60

catggt 66

<210> 569

<211> 66

<212> DNA

<213> artificial Sequence

<220>
-«223> Description of Artificial Sequence: Synthetic
Nucleotide sequence encoding Myostatin Binding Peptide
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<400> 569
cacgacaact cccgtcagat gctgetgtce gacctgcetyge acctggttgg taccatgatce

cagggt

<210> 570
<211> 66
<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic _
Nucleotide sequence encoding Myostatin Binding pPeptide

<400> 570
atggaaaact cccgtcagaa cctgetgcgt gaactgatca tgotggttgg taacatgtcc

caccag

<210> 571
<211> 66
<Z12> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic ]
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 571 .
caggacacct cccgtcacat gotgctgegt gaattcatga tgctggttgyg tgaaatgatc

cagaggt

<210> 572

<211> 66

<212> DNA

<213> Aartificial Seguence

<220>
<223> Description of Artificial Sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 572
gaccagaact cccgtcagat gctgctgtcec gacctgatga tcctggttgg ttcecatgate

cagggt

<210> 573
<211> 60
<Z212> DNA
<Z213> Artificial seguence

<220
<223> Description of Artificial Seguence: Synthetic i
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 573
gttgctcttc atggtcaatyg tactcgttgg ccatggatgt gtccaccaca acgtgaaggt

<210> 574
<211> 60
<212> DNA
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<213> Artificial Seguence

<220>
<223> Description of Artificial Sequence: Synthetic _
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 574
tatccagaac aaggtctttg tactcgttgg ccatggatgt gtccaccaca aactcttget

<210> 575
<211l> 60
<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial sequence: Synthetic _
Nucleotide sequence enceding Myostatin Binding Peptide

<400> 575 '
ggtctgaacc agggtcactg cacccgttgg cogtggatygt gocogocgea ggactccaac

<210> 576
<211> 60
<212> DNA
<213> Artificial sequence

<220>
<223> Description of Artificial Sequence: Synthetic )
Nucleotide seguence encoding Myostatin Binding Peptide

<400> 576
atgattactc aaggtcaatg tactcgttgg ccatggatgt gtccaccaca accatctggt

<210> 577

<21l> 60

<212> DNA

<213> Artificial Sequence

<220>
<223> pescription of Artificial sequence: Synthetic _
Nucteotide sequence encoding Myostatin Binding Peptide

<400> 577
gctggtgotc aggaacactg cacccgttgg ccgtggatygt gcgotccgaa cgactggate

<210> 578

<211> 60

<21Z2> DNA

<213> Artificial Sequence

<220>
<Z23> Description of Artificial sequence: synthetic
nNucleotide sequence encoding Myostatin Binding Peptide

<400> 578
ggtyttaacc agggtcagtg cacccgttgy cgttggatgt geccgecgaa cggttgggaa

<210> 579
<211> 60
<217> DNA
<213> artificial Sequence

<220>
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<223> pescription of Artificial Sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 579
ctggctgacc acggtcagty catccgttgg ccgtggatgt geocgecgga aggttgggaa 60

<210> 580

<211> 60

<21Z2> DNA

<213> artificial Seguence

<220> :
<223> pescription of artificial Sequence: Synthetic . _
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 580
atcctggaac aggctcagig caccegitgg ccgtggatgt geccgecgea gogtggtggt 60

<210> 581

<211> 60

<Z212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial sequence: Synthetic )
mMuclectide sequence encoding Myostatin Binding Peptide

<400> 581
actcaaactc atgctcaatg tactcgttgg ccatggatgt gtccaccaca atgggaaggt 60

<210> 582

<21i> 60

<Z212> DNA

<213> artificial Seguence

<220>
<223> Description of Artificial Sequence: Synthetic ]
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 582
gttgttactc aaggtcattyg tactcittygg ccatggatgt gtccaccaca acgttggegt 60

<210> 583

<211> 60

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Seguence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 583
arttatccac atgatcaatg tactcgttgg ccatggatgt gtccaccaca accatatcca 60

<210> 584

<211> 60

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic "
Nucleotide sequence encoding Myostatin Binding pPeptide
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584

tcttattggc aaggtcaaty tactcgttgg ccatggatgt gtccaccaca atggegtggt

<210>
<211l>
<212>
<213>

<220>
<223>

<400>

585

60

DNA

Aartificial Seguence

pescription of Artificial Sequence: Synthetic _
nucteotide sequence encoding Myostatin Binding Peptide

585

atgtggcaac aaggtcattg tactcgttgg ccatggatgt gtccaccaca aggttogggt

<210>
<211>
<212>
<213>

<220>
<223>

<400>

586

60

DNA

Artificial sequence

Description of Artificial Sequence: Synthetic _
Nucleotide seguence encoding Myostatin Binding reptide

586

gaattcaccc agtggcactyg cacccgttgg ccgtggatgt geccgecgca gegtitcccag

<210>
<211
<212>
<213>

<220>
<223>

<4 00>

587

60

DNA
Artificial Sequence

Description of Artificial Sequence: Synthetic )
Nucleotide seguence encoding Myostatin Binding Peptide

587

ctggacgacc agtggcagtg cacccgttgyg ccgtggatgt goccgecgea gggrtictec

<210>
<211>
<212>
<213>

<220>
<223>

<400

588

60

DNA ,
artificial sequence

Description of Artvificial Seqguence: Synthetic )
Nucleotide sequence -encoding Myostatin Binding Peptide

588

tatcaaactc aaggtctitg tactcgtitgy ccatggatgt gtccaccaca atctcaacgt

<210>
<211>
<212>
<213>

<220>
<223>

<400>

589

60

DNA

Artificial seguence

Description of Artificial sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

589

gaatctaatc aaggtcaaty tactcgttgyg ccatggatgt gtccaccaca aggtggttag
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<210> 590
<211> 60
<212> DNA
<213> Artificial sequence

<220>
<223> Description of Artificial Sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 590
tggaccgacce gtggtccgty cacccgttgyg ccgtggatgt geccgecgea ggetaacggt

<210> 591

<211l> 66

<2125 DNA

<Z213> Artificial sequence

<220>
<223> Description of Artificial Sequence: synthetic _
Nucleotide seguence encoding Myostatin Binding Peptide

<400> 591
gttggtaccc agggtcagtg cacccgttgg ccgtggatgt geccgocgta cgaaaccggt

<210> 592

<211> 60

<212> DNA

<213> artificial Sequence

<220>
<223> Description of Artificial Sequence: synthetic _
Nucieotide sequence encoding Myostatin Binding Peptide

<4Q0> 592
ccgtacgaac agggtaaatg cacccgttgg ccgtggatgt geccgecgta cgaagttgaa

<210> 593

<211> 60

<212> DNA .
<213> Artificial sequence

<220
'<223> Description of Artificial Sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 593
tccgaatacc agggtctgtg cacccgttgg ccgtggatgt goccgecgea gggttggaaa

<210> 594
<211> 60
<212> DNA
<213> Artificial Sequence

<22{>
<223> Description of Artificial sequence: Synthetic ,
Nucleotide sequence encoding Myostatin Binding Peptide

. <400> 594
accttctece agggtcactg caccegtigg ccgtggatgt geccgecgea gggrtggggt

<210> 595 .
<211> 60
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<212> DNA
<213> Artificial Seguence

<220>
<223> bescription of Artificial sSequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 595
cCcgggtgete acgaccactg cacccgttgg ccgtggatgt gocegecgea gtocccgttac

<210> 596

<211> 60

<212> DNA

«213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 596
gttgctgaag aatggcactg ccgtecgttgg ccgtggatgt goccgoecgea ggactggogt

<210> 597

<211> 60

<212> DNA

<213> Artificial sequence

<220
<223> Description of artificial Sequence: Synthetic ]
Nucleotide sequence encoding Myostatin Binding Peptide

<4030> 597 :
gttggtaccc agggtcactyg cacccgttgy ccgtggatgt goccgecgea gecggotggt

<210> 598

<211> 60

<212> DNA

'«213> Artificial sequence

<220>
<223> Description of Artificial Sequence: Synthetic i
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 598
gaagaagacc aggctcactg ccgttcctgg ccgtggatgt goccgecgea gggttgggtt

<210> 59%

<211> 60

<212> DNA

<213> Arvificial seguence

<220>
<223> bDescription of Artificial Sequence: Synthetic )
Nucleotide seguence encoding Myostatin Binding peptide

<400> 599
gctgacacce agggtcactg cacccgttgg ccgtggatgt goccgecgea geactggtic

<210> 600
<211> 60
<212> DNA
<213> Artificial Sequence
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<220>
<223> Description of Artificial Sequence: Synthetic

Nucleotide sequence encoding Myostatin Binding Peptide

<400> 600
tccggtccge agggtcactg cacccgttgyg ccgtggatgt gogotccgea gggttggttc 60

<210> 601
<211> 60
<212> DNA
<213> Artificial Seguence

<220>
- <223> Description of Artificial sequence: synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 601
acCctggtic agggtcacty cacccgttgy ccgtggatgt gcccgoegca gegttgggrt 60

<210> 602
<211> 60
<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Seguence: Synthetic ]
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 602
ggratggctc acggtaaatyg cacccgttgg gettggatgt geccgecgea gtectggaaa 60

<210> 603
<211= 60
<212> DNA
<213> Artificial Seguence

<Z20>
<223> Description of Artificial Sequence: Synthetic
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 603
gaactgtacc acggtcagtg cacccgttgg ccgtggatgt gocccgocgca gtectggget 60

<210> 604
<211> 60
<Z212> DNA
<213> Artificial Sseguence

<220>
<223> pescription of Artificial Seguence: Synthetic .
, Nucleotide sequence encoding Mycstatin Binding Peptide

<400> 604
gttgctgacc acggtcactg cacccgttgyg ccgtggatgt goccgocgea gggtigggot 60

<210> 605
<211> 60
<212> DNA
<213> Artificial seguence

<220>
<223> bescription of Artificial Sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide
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605

ccggaatcco agggtcactg cacccgttgg ccgtggatgt goocgecgea gogattgoggt

<210>
<211>
<212>
<213

<220>
<223>

<400>

606
60
DNA
Artificial Sequence

Description of Artificial sequence: Synthetic )
Nucleotide seguence encoding Myostatin Binding Peptide

606

atcccggete acggtcactyg cacccgttgg cogtggatgt goecgecgea gogtiggegt

<210>
<211>
<212>
<213>

<220>
<Z223>

<400>

607
60
DNA
Artificial Seguence

Description of Artificial Sequence: synthetic )
Nucleotide seguence encoding Myostatin Binding Peptide

607

ttcaccgttc acggtcactg cacccgttgg ccgtggatgt goeccgecgta cggttgggtt

<210>
<211>
<212>
<213>

<220>
<223>

<400

608
60
DNA
Artificial Sequence

Description of Artificial sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

608

ccagattttc caggtcatty tactcgttygg cgttggatgt gtccaccaca aggttgggaa

<210>
<211>
<212
<213>

<Z220>
«<223>

<400

609
60
DNA
Artificial Seguence

Description of Artificial Sequence: Synthetic ]
nNucleotide seguence encoding Myostatin Binding Peptide

609

cagctgtage agggtccgty cacccagtgg ccgtggatgt goccgocgaa aggtegitac

<210>
211>
<212>
<213>

<220>
<223>

<400>

610
60
DNA
Artificial sequence

Description of Artificial Sequence: Synthetic ]
Nucleotide seguence encoding Myostatin Binding Peptide

610

cacgctaacg acggtcactg cacccgitgg cagtggatgt goecgecgea gtggggtggt
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<210> 611

<211 60

<212> DNA

<213> Artificial Seguence

<220>
<223> Description of Artificial Sequence: Synthetic ]
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 611
gaaaccgacc acggtctgtg cacccgttgg ccgtggatgt goccgococgta cggtgotegt 60

<210> 612
<211> 60
<212> DNA
<213> artificial Sequence

<22{> .
<223> Description.of Artificial Sequence: Synthetic _
Nucteotide sequence encoding Myostatin Binding Peptide

<400> 612 o o _ : .
ggtacctggc agggtcigtg «cacccgttgg cegtggatgt geccgecgea gggttggeag 60

<210> 613

<211> 60

<212> DNA :

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 613 _
gtrgcracee agggtcagtg cacccgtigy ccgtggatgt geccgecgca gggttggggt 60

<210> 614

- <211> 60

<212> DNA

<213 arvificial seguence

<220>
<223> Description of Artificial Sequence: synthetic R
Nnucleotide seguence encoding Myostatin Binding Peptide

' <400> 614 o
gttgctacce agggtcagtyg caccegttgg ccgtggatgt geccgecgea gegttggogt o0

<210> 615

<2¥1> 300

<Z212> PRT .

<213> Artificial Sequence

<220 '
<223» Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

| <400> 615

Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly
T ' 5 10 15 ‘
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Gly Pro ser val Phe Leu Phe Pro gro Lys Pro Lys Asp ghr Leu Met
' 5 O

Ile Ser Arg Thr Pro Glu val Thr Cys val val val Asp val ser His
35 40 45

Glu Asp Pro Glu val Lys ghe Asn Trp Tyr val Asp Gly val Glu val
50 5 60

His Asnh Ala Lys Thr Lys Pro Arg Giu Glu Gln Tyr Asn Ser Thr Tyr
65 70 75 80

Arg val val ser val Leu Thr val Leu His Gln Asp Trp Leu gsn Gly
' 85 90 5 :

Lys Glu Tyr Lys Cys Lys vVal Ser Asn Lys Ala Leu Pro Ala Pro Ile
100 105 110

Glu Lys Thr Ile Ser iLys Ala-Lys Gly Glin Pro Arg Glu Pro Gln val
115 120 125

Tyr The Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Glin val ser
130 135 140

Leu Thr Cys Leu val Lys Gly Phe Tyr Pro Ser Asp Ite Ala val Glu
145 150 155 160

Try Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro pro
165 170 175

val Leu Asp Ser asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr val
. 180 185 190

ASp Ly¥s Ser Arg Trp GIn Glin Gly asn val Phe Ser Cys Ser val Met
195 200 205

His Giu Ala Leu His Asn His Tyr Thr GIn Lys Ser Leu Ser Leu Ser
230 215 220

Pro Gly Lys Gly Gly Gly Gly 6ly Ala &In Leu Ala Asp His Gly Gln
225 230 235 240

Cys Ile Arg Trp Pro Trp Met Cys Pro Pro Glu Gly Trp Glu Leu Glu
245 250 235

Gly Ser Gly Ser Ala Thr Gly Gly Ser Gly Ser Thr Ala Ser Ser Gly
260 265 270

Ser Gly ser Ala Thr Gly teu Ala Asp His Gly GIn Cys Ile Arg Trp
275 280 285
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Pro Trp Met Cys Pro Pro Glu Gly Trp Glu Leu Glu
290 295 300

<210> 616
<211> 198
<212> DNA
<213> Artificial Sequence

<220>
<223> bescription of Artificial Sequence: Synthetic "
Nucleotide seguence encoding Myostatin Binding Peptide

<400> 616
cttgectgatc atggtcaatg tattcgttgg ccatggatygt gtcocaccaga aggttyggaa 50
ctcgaggytt ccggttccge taccggogge totggetcca ctgotictte cggttecggt 120
tctgetactyg gtcetggotga ccacggtcag tgcatccgtt ggcogtggat gtgccogecy 188
gaaggttggy aactygyaa 198
<210> 617
<211> 296
<212> PRT

<213> aArtificial Seguence

<220>
<223> pescription of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 617

Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly
1 5 10 15

Gly Pro ser val phe Leu Phe Pro Sgo Lys Pro Lys Asp Tgr Leu Met
20 ' 3

Ile Ser Arg Thr Pro Glu val Thr Cys val val val Asp val Ser His
35 40 45

Glu Asp Pro Glu val Lys Phe Asn Trp Tyr val Asp Gly val Glu val
50 55 60

His Asn Ala Lys Thr Lys Pro Apg Gtu Glu GIn Tyr Asn Ser Thr Tyr
65 70 75 80

Arg val val Ser val Leu Thr val Leu His GIn Asp Trp Leu Asn Gly
85 30 95

Lys Glu Tyr Lys Cys Lys val Ser Asn Lys Ala Leu Pro Ala Pro Ile
100 105 110

Glu Lys Thr Ile Ser Lys Ala Lys Gly GIn Pro Arg Glu Pro GIn val
115 120 125

Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gin val ser
130 : 135 140
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Leu Thr Cys Leu val Lys Gly Phe Tyr Pro Ser Asp Ile.Ala val Glu
145 150 155. _ 160

Trp-Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro
- 165 : 170 175

val teu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr val
180 185 190

Asp Lys Ser Arg Trp Gin Gln Gly Asn val pPhe Ser Cys Ser val Met
195 | 200 205

His Glu Ala Leu His Asn His Tyr Thr GIn Lys Ser Leu Ser Leu Ser
21 215 | 220

Pro Gly Lys Gly GTy Gly Gly Gly Ala GIn Leu Ala Asp His Gly G1In
225 230 235 240

Cys I]e'Arg Trp Pro Trp Met Cys Pro Pro Glu Gly Trp Glu Gly Ser
245 25¢ . 255 -

Gly ser Ala Thr Gly Gly Ser Gly Gly Gly Ala ser ser Gly Ser Gly
260 265 270

ser Ala Thr Gly Leu Ala Asp His Gly Gln Cys Ile Arg Trp Pro Trp
275 280 285

Met Cys Pro Pro Glu Gly Trp Glu
290 295

<210> 618
<211> 186
<212> DNA
<213> Artificial Sequence

<220> ' '
<223> Description of Artificial Sequence: Synthetic _
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 618
cttgctgatc atggtcaatg taticgilgg ccatggatgt gtccaccaga aggitgggaa 60

ggticcggtt ccgotaccgg cggctetgge gotggegert cticcgytte cggttotget 120
actggtctgg ctgaccacgg tcagtgeatc cgttggecgt ggatgtgtec accagaaggt 180
tgggaa ' | 186

<210> 619
<211> 300
<212> PRT
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide
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<400> 619 X
Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly
i 5 10 15

Gly Pro Ser val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met
20 ' 25 30

Ite ser Arg Thr Pro Glu val Thr Cys val val val asp val Ser His
35 40 45

Glu Asp Pro Glu val Lys Phe Asn Trp Tyr val Asp Gly val Glu val
50 55 GO

His Asn Ala Lys Thr Lys Pro Arg Glu Glu GIn Tyr Asn Ser Thr Tyr
65 70 75 80

Arg val val Ser val reu Thr val Leu His Gln Asp Trp Leu Asn Gly
85 90 95

Lys Glu Tyr Lys Cyé tys val Ser Asn Lys Ala Leu Pro Ala Pro Ile
o8 255 S - 116: -

Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gin val
115 120 125

Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Glin val Ser
13¢ 135 140

Leu Thr Cys Leu val Lys Gly phe Tyr Pro Ser Asp Ile Ala val Glu
145 150 155 160

Trp Glu Ser Asn Gly GIn Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro
165 170 175

val Leu Asp Ser Asp Gly Sar Phe Phe Leu Tyr Ser Lys Leu Thr val
180 185 190

AsSp LYyS Ser Arg Trp GIn GIn Gly Asn val Phe Ser Cys Ser val Met
195 200 205

His Glu Ala Leu His Asn His Tyr Thr GIn Lys Sef Leu Ser Leu Ser
210 215 220

Pro Gly Lys Gly Gly Gly Gly Gly Ala GIn Ser Glu Tyr ¢ln Gly Leu
225 230 235 240G

Cys Thr Arg Trp Pro Trp Met Cys Pro Pro Gin Gly Trp Lys Leu Glu
245 250 255

Gly ser Gly Ser Ala Thr Gly Gly Ser Gly Ser Thr Ala Ser Ser Gly
260 265 270
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ser Gly Ser Ala Thr Gly Ser Glu Tyr Gln Gly Leu Cys Thr Arg Trp
275 . 280 : 285

Pro Trp Met Cys Pro Pro Gln Gly Trp Lys Leu Glu
290 295 300

<210> 620
<21i> 198
<212> DNA
<213> Artificial seguence

<220>
<223> Pescription of Artificial Sequence; Synthetic )
Nucleotide sequence encoding Myostatin Bifiding peptide

<400> 620
tctgaatatc aaggtcttty tactcgttygg ccatggatgt gtccaccaca aggttggaaa .60
ctcgagggtt ccggttecocge taccggegge totggotceca ctgettette cggttecggt 120
tctgetactyg gttctgagta tcaaggecte tgtactcgcet ggccatggat gtgtccacca 180
caaggctgga agctggaa © 198
<210> 621
<211> 296
<212> PRT

<213> Artificial seguence

<220>
<223> Description of Artificial Sequence: synthetic
Myostatin Binding Peptide

<400> 621
ASp Lys Thr His ghr Cys. Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly
1 i0 15

Gly Pro Ser val Phe Leu Phe Pro ;ro Lys Pro Lys Asp Thr Leu Met
20 5 30

Ile ser Arg Thr Pro Glu val Thr Cys val val val Asp val Ser His
35 - 40 45 ’

Glu Asp Pro Glu val Lvs Phe Asn Trp'Tyr val Agp Giy val 6lu val
50 55 6

His Asn Ala Lys Thr Lys Prg Arg Glu Glu GIn Tyr Asn Ser Thr Tyr
65 70 75 80

Arg val val ser val Leu Thr val Leu His GlIn Asp Trp Leu Asn Gly
85 90 g5

Lys Glu Tyr Lys Cys Lys val. Ser Asn Lys Ala Leu pPro Ala Pro Ile
160 105 110

Glu Lys Thr Ile Ser Lys Ala Lys Gly GlIn Pro Arg Glu Pro Gln val
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115 120 125

Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gin val Ser
130 135 140

Leu Thr Cys Leu val Lys Gly Phe Tyr Pro Ser Asp Ile Ala val Glu
145 150 155 160

Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro
165 170 175

val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr val
180 185 196

ASp Lys Ser Arg Trp GIn Gin Gly Asn val pPhe Ser Cys Ser val Met
i85 200 205

His GIu Ala Leu His Asn His Tyr Thr GIn Lys Ser Leu Ser Leu Ser
210 215 220

Pro Gly Lys Gly Gly Gly Gly Gly Ala GIn ser Glu Tyr Gln Gly Leu
225 ' o 230 235 : 240

Cys Thr Arg Trp Pro Trp Met Cys Pro Pro Gln Gly Trp Lys Gly Ser
245 250 255

Giy Ser Ala Thr Gly Gly ser Gly Gly Gly Ala ser Ser Gly ser Gly
260 265 270

Ser Ala Thr Gly Ser Glu Tyr GlIn Gly Leu Cys Thr Arg Trp Pro Trp
275 280 28BS

Met Cys Pro Pro Gin Gly Trp Lys
290 295

<210> 622
<211> 186
<212> DNA
<213> Aartificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic _
nNucTeotide sequence enceding Myostatin Binding Peptide

<4Q0> 622
tctgaatatc aaggictitg tactcgttgg ccatggatgl gtocaccaca aggttogaaa &0
ggtteccgygtt ccgetaccgg cggetotgge ggtggogett ctitcoggtte cgattctget 120
actggtictg agtatcaagg cctctgtact cgetggocatl ggatygtgtoc accacaaggt 180
tggaaa 186
<210> 623
<211> 300
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<212> PRT
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 623 '
Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly
1 5 10 15

Gly Pro Ser val Phe Leu Phe pPro ;ro Lys Pro Lys Asp Thr Leu Met
20 _ 5 30

Ile ser Arg Thr Pro Glu val Thr Cys val val val Asp val Ser His
35 40 45 ‘

Glu Asp Pro Glu val Lys Phe Asn Trp Tyr val Asp Gly val Glu val
50 55 60

His Asn Ala Lys Thr Lys Pro Arg Glu Glu GIn Tyr Asn Ser Thr Tyr
65 70 75 80

~Arg val val ser val Leu Thr val Leu His GIn Asp Trp Leu Asn Gly
85 90 95

Lys Glu Tyr Lys Cys Lys val Ser Asn Lys Ala Leu Pro Ala Pro ITe
100 105 110

Glu Lys Thr Ile Ser Lys Ala Lys Gly GIn Pro Arg Glu Pro Gln val
115 120 125

Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn 6ln val ser
130 135 1490

teu Thr Cys Leu val Lys Gly Phe Tyr Pro Ser Asp Ile Ala val Glu
145 150 155 160

Trep GIu Ser Asn Gly GIn Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro
165 170 175

val Leu Asp Ser Asp Gly Ser Phe pPhe Leu Tyr Ser Lys Leu Thr val
180 185 180

Asp LyS Ser Arg Trp GIn Gin Gly Asn val Phe Ser Cys Ser val met
185 : 200 205

His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser
210 215 220

Pro Gly Lys Gly Gly Gly Gly Gly Ala Gln Thr phe ser GlIn Gly His
225 230 - 235 240
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Cys Thr Arg Trp gro Trp Met Cys Pro Prg GIn Gly Trp Gly Leu Glu
45 25 255

Gly ser Gly ser Ala Thr Gly Gly Ser Gly Ser Thr Ala Ser Ser Gly

260 265 270
ser Gly Ser Ala Thr Gly Thr Phe Ser GIn Gly Wis Cys Thr Arg Trp
275 280 285

Pro Trp Met Cys Pro Pro Gln Gly Trp Gly Leu Glu

290 295 300
<210> 624
<211> 198
<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic _
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 624
actittictc aaggtcattg tactcgttgg ccatggatgt gtecaccaca aggttggggt 60
ctcgagggtt ccggttccge taccggegge tetggetcca ctgottette cggttoocggt 120
tcrgctacty gtactttttc tcaaggecat tgtactcget ggecatggat gtgtccacca 180
caaggctggg gcctggaa 198
<210> 625
<211> 300
<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding.Peptide

<400> 625

"Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly
1 5 10 15

Gly Pro Ser val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met
20 25 30

Ile ser Arg Thr Pro Glu val Thr Cys val val val Asp val Ser His
35 40 45

Glu Asp Pro Glu val Lys Phe Asn Trp Tyr val Asp Gly val Glu val
50 55 60

His Asn Ala Lys Thr Lys Pro Arg Glu Giu Gin Tyr Asn Ser Thr Tyr
65 : 70 75 80

Arg val val ser ggl teu Thr val Leu His Gln Asp Trp Leu gsn Gly
SO 5
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Lys Giu Tyr Lys Cys Lys val Ser Asn Lys Ala Leu Pro ala Pro Ile
100 105

Glu Lys Thr ITe Ser Lys Ala Lys Gly GIn Pro Arg Glu Pro Gin val
115 120 125

Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leuw Thr Lys Asn Gin val Ser
130 135 140

Leuw Thr Cys Leu val Lys Gly Phe Tyr Pro Ser Asp Ile Ala val Glu
145 150 155 160

Trp Glu Ser Asn Gly GIn Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro
165 170 175

val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr val
180 185 190

ASp Lys Ser Arg Trp GIn Gin Gly Asn val Phe Ser Cys Ser val Met
195 200 - 205

His Glu ATa Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser
210 215 220

Pro Gly Lys Gly Gy Gly Gly Gly Ala GIn val Ala Asp His Gly His
225 230 235 240

Cys Thr Arg Trp Pro Trp Met Cys Pro Pro GIn Gly Trp Gly Ley Glu
245 250 255

Gly Ser Gly Ser Ala Thr Gly Gly ser Gly Ser Thr Ala ser Ser Gly
260 265 270

ser Gly Ser Ala Thr Gly val Ala Asp His Gly His Cys Thr Arg Trp
275 280 285

Pro Trp Met Cys Pro Pro Gln Gly Trp Gly Leu Glu
290 295 300

<210> 626
<211> 198
<212> DNA
<213> Artificial Segquence

<220>
<223> Description of Artificial Sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 626

gttgctgatc atggtcattg tactcgttgg ccatggatgt gtccaccaca aggrtggogt 60
ctcgagggtt ccggttecge aaccgygegac tcotggetceca ctgettette cagttecggt 120
tctgctacty gtgttgetga ccacggtcac tgcaccegtt ggecgtggat gtgceccgecy 180
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cagggttggg gtctggaa 198

<210> 627
<211> 296
<212> PRT
«213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 627
Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly
1 5 i0 15

Gly Pro Ser val phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met
20 25 30

I7e Ser grg Thr Pro Glu val Thr Cys val val val Asp val Ser His
5 40 45

Glu Agp Pro Glu val Lys gge Asn Trp Tyr val ggp Gly val Glu val
5 o | -

His Asn Ala'tys Thr Lys Pro Arg Glu Glu Gin Tyr Asn Ser Thr Tyr
65 70 75 80

Arg val val ser val Leu Thr val Leu His Gln Asp Trp Leu Asﬁ Gly
-85 30 95

Lys Glu Tyr Lys Cys Lys val Ser Asn Lys Ala Leu Pro Ala Pro Ile
100 105 1190

Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln val
115 120 125

Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn GIln val Ser
130 135 140

Leu Thr Cys Leu val Lys Gly Phe Tyr Pro Ser Asp Ile Ala val Glu
145 150 155 160

Trp Glu Ser Asn Gly GIn Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro
165 170 175

val Leu Asp Ser Asp Gly Ser Phe Phe iLeu Tyr Ser tys Leu Thr val
180 185 180

Asp Lys Ser Arg Trp Gln Gln Gly Asn val Phe Ser Cys Ser val Met
195 200 205

His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser
210 215 220
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Pro Gly Lys Gly Gly Gly Gly Gly Ala Gin val Ala Asp His Gly His
225 230 235 240

Cys Thy Arg Trp Pro Trp Met Cys Pro Pro Gln Gly Trp Gly Gly Ser
245 250 255

Gly Ser Ala Thr &ly Gly Ser Gly G]y Gly Ala Ser ser G1y Ser Gly
260 65 27

ser Ala Thr Gly val Ala aAsp His Gly His Cys Thr Arg Trp Pro Trp
275 280 285

va'l Cys Pro Pro Gln Gly Trp Gly
280 295

<210> 628
<211> 186
<212> DNA
<213> Artificial Seguence

<220>
<223> Description of Artificial Sequence: Synthetic
Nucleotide seqguence encoding Myostatin Binding Peptide

<400> 628
gttgctgatc atggtcatrtg tactcgttgg ccatggatgt gtccaccaca aggtiggggt 60
ggttccggtt ccgotacegg cggetcigos ggtgorgett cttecggtre cggttctget 120
actggtgtty ctrgaccacgg tcactgcacc cgttggecgt gogtgtgtcc accacaaggt 180
tgggot : ’ 186
<210> 629
<211> 300
<212> PRT

<213> artificial sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 629
Asp Lys Thr His Thr Cys Pro Pro Cys Pro aAla Pro Glu Leu Leu Gly
1 5 10 15

Gly Pro Ser val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met
20 25 30

Ile ser arg Thr Pro Glu val Thr Cys val val val Asp val Ser His
35 40 45

Glu Asp Pro Glu val Lys P?e Asn Trp Tyr val égp Gly val Glu val
50 5

His Asn Ala Lys Thr Lys Pro Arg Glu Giu Gln Tyr Asn Ser Thr Tyr
: Page 165



DOCS-#3446872-v1-26324_PCT._CRF_Sequence_Listing. as_Refiled_ 2014_5_15
65 70 75 80

arg val val ser val Leu Thr val Leu His GIn Asp Trp Leu Asn Gly
85 80 95

Lys Glu Tvr Lys Cys Lys val Ser Ash Lys Ala Leu Pro Ala Pro Ile
100 105 110

Glu Lys Thr ITe Ser Lys Ala Lys Gly Gin Pro Arg Glu Pro Gin val
115 120 125

Tyr Thr Leu Pro Pro Ser Arg Asp Glu bLeu Thr Lys Asn GlIn val Ser
130 135 140

Leu Thr Cys Leu val Lys Gly Phe Tyr Pro Ser Asp Ile Ala val Glu
145 : 150 155 160

Trp Glu Ser Asn Gly GIn Pro Glu Asn Asn Tyr Lys Thr Thr pro Pro
165 170 175

val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr val
180 185 190

ASp LYS Ser Arg Trp Gin Gin Gly Asn val Phe Ser Cys Ser val Met
195 200 205

His Glu Ala Leu His Asn His Tyr Thr GIn Lys Ser Leu Ser Leu Ser
210 215 220

Pro Gly Lys Gly Gly Gly Gly Gly Ala GIn Pro Glu Ser Gin Gly His
225 230 235 240

Cys Thr Arg Trp Pro Trp Met Cys Pro Pro Gln Gly Trp Gly Leu Glu
245 250 255

Gly ser Gly ser Ala Thr Gly Gly Ser Gly Ser Thr Ala Ser Ser Gly
260 265 270

ser Gly ser Ala Thr Gly Pro Glu Ser ¢lIn Gly His Cys Thr Arg Trp
275 280 285

Pro Trp Met Cys Pro Pro Gin Gly Trp Gly Leu Glu
290 295 300

<210> 630
<211> 198
<212> DNA
<213> Artificial Seguence

<220
<223> Description of Artificial sequence: Synthetic )
Nucleotide sequence encoding Myostatin Binding Peptide
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<400> 0
ccagaatctc aaggtcattg tactcgttgg ccatggatgt gtccaccaca aggttggggt 60

ctcgagggtt ccggticcge taccggcgge totggcteca ctgotictto cggticcggt 120
tctgetactg. gtecggaate ccagggtcac tgcacccgtt ggecgtggat gtgeccgoeg 180

cagggttggg gtctggaa 198

<210> 631
<211> 796
<212> PRT
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 631

Asp Lys Thr His Thr Cys Pro Pro Cys Pgo Ala Pro Glu Leu Leu Gly
1 5 1 15

Gly Pro Ser val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met
20 25 30

ITe ser Arg Thr Pro Glu val Thr Cys val val val Asp val Ser His
35 40 45

Glu Asp Pro Glu val Lys Phe Asn Trp Tyr val ggp Gly val Glu val
50 55

His Asn Ala Lys'Thr Lys Pro Arg GIu Glu GIn Tyr Asn Ser Thr Tyr
65 70 75 80

arg val val ser val Leu Thr val Leu His Gln Asp Trp teu Asn Gly
85 90 95

Lys &Tu Tyr Lys Cys tys val Ser Asn Lys Ala Leu Pro Ala Pro Ile
100 105 110

Glu Lys Thr Ile Ser Lys Ala Lys Gly G!n Pro Aarg Glu Pro Gln val
115 120 125

Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln val ser
130 135 140

Leu Thr Cys Leu val Lys Gly phe Tyr Pro Ser Asp Ile ATa val Glu
145 150 155 160

Trp GiU Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro
. 165 170 175

val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr val
180 185 190
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ASp LysS Sgg Arg Trp Gin Gln g1y Asn val Phe ser C%? Ser val Met
1 00 2

His Glu Ala Leu His Asn His Tyr Thr GIn Lys Ser Leu Ser Leu Ser
210 215 220

Pro Gly Lys Gly Gly Gly Gly Gly Ala G1n Pro Glu Ser GIn Gly His
225 230 235 240

Cys Thr Arg Trp Pro Trp Met Cys Pro Pro Glin Gly Trp Gly Gly Ser
245 250 255

Gly Ser ala Thr Gly Gly ser Gly Gly Gly Ala Ser Sser Gly ser Gly
260 _ 265 270

ser Ala Thr Gly Pro Glu Ser Gln Gly His Cys Thr Arg Trp Pro Trp
275 280 285

Met Cys Pro Pro Gln Gly Trp Gly
290 295

<210> 632
<211> 186
<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic _
Nucleotide sequence encoding Myostatin Binding Peptide

<400> 632 _
ccagaatctce aaggtcattg tactcgttgg ccatggatgt gtccaccaca aggttggogt - 60

ggttoecggtt ccgetaccgyg cggotcrgyge ggtggtgett cttecggttc cggtictget 120
actggtccgg aatcccaggg tcactgeace cgttggccdt ggatgtgtec accacaaggt 180
tgggot | 186

<210> 633

<21l> 5

«212> PRT

<213> artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 633
Trp Met Cys Pro Pro
1 3

<210> 634
<211> 91
<212> DNA
<213> artificial Seguence

<220>
<223> Description of Artificial sequence; Synthetic
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Randomly generated nucleotide sequence

<220>

<221> modified_base
C 222> (16)..(17)
<223> a, ¢, gor t

<220>

<221> modified_base
<222> (19)..020)
<223> a, ¢, gor t

<220>

<221> modified_hase
<222> (22)..023)
<223> a, ¢, g or t

<220>

<221> modified_base
<222> (67)..(68)
<223> a, ¢, gor t

<220>

<221> modified_base
<222> (70)..(71)
<223> a, ¢, gor t

<220

<221> modified_base
<222> (73)..(74)
<223> a, ¢, g or t

<400> 634
cacagtgcac agggtnnknn knnkcakggk caktgkackc gktgkccktg katktgkcck 60

ccktaknnkn nknnkcattc tctcgagate a 91

<210> 635
<211> 255
<212> PRT
<213> Artificial Sequence

<220>
<223> Description of Artificial sequence: Synthetic
Peptibody seguence

<400> 635

Met Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Ley
1 5 10 15

Gly Gly Pro ggr val Phe teu Phe Pgo Pro Lys Pro Lys %sp Thr Leu
2 0

Met Ite Ser Arg Thr pPro Glu VS1 Thr Cys val val val Asp val Ser
35 4 45

His Ggu Asp Pro Glu val Lys Phe Asn Trp Tyr g31 Asp Gly val Glu
5 ' 55 _

val His Asn Ala Lys Thr Lys Pro Arg Glu Glu GIn Tyr Asn Ser Thr
65 70 80
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Tyr Arg val val Ser val Leu Thr val Leu His GIn Asp Trp Leu Asn
85 90 _ 95

Gly Lys Glu Tyr Lys Cys Lys val Ser Asn Lys Ala Leu Pro Ala Pro
100 105 110

Ite Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln
115 120 125

val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gin val
130 135 140

Ser Leu Thr Cys Leu val Lys Gly Phe Tyr Pro Ser Asp ITe Ala val
145 150 155 160

Glu Trp Glu Ser Asn Gly GIn Pre Glu Asn Asn Tyr Lys Thr Thr Pro
165 170 175

pro val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr
180 185 190

val Asp Lys Ser Arg Trp Gln Gin Gly Asn val Phe Ser Cys Ser val
195 200 205

Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser lLeu
210 215 220

Ser Pro Gly Lys Gly Gly Gly Gly Gly Ala Gln Leu Ala Asp His Gly
225 230 235 240

Gin Cys Ile Arg Trp Pro Trp Met Cys Pro Pro Glu Gly Terp Glu
245 250 255

<Z210> 636

<211» 7

<212> PRT

<213> artificial Sequence

<220>
<223> Description of artificial seguence: synthetic
Peptide

<400> 636
Gly Gly Gly Gly Gly Ala aln
1 5

<210> 637

<211> 5

<212> PRT

<213> Artificial Seguence

<220
<223> Description of Artificial Sequence: Synthetic
peptide
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<400> 637
Gly Gly Gly aGly Gly
1 5

<210> 638

<211> B8

<212> PRT

<213> Artificial Segquence

<220>
<223> Description of Artificial Sequence: Synthetic
Peptide

<400> 638
Gly Gly Gly Gly ¢ly Gly. Gly Gly
1 5

<210> 639

<211> 22

<212> PRT

<213> Artificial sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Peptide

<400> 639
Gly ser Gly Ser Ala Thr Gly Gly ser ggy Ser Thr Ala ser Sgr Gly
1 5 1

ser Gly ser gga Thr Gly

<210> 640

<211> 6

<212> PRT

<213> arvificial Seguence

<220>
<223> Description of Artificial Sequence: Synthetic
6xHis tag

<400> 540 )
His His His His His His
1 5

<210> 641

<211> 14

<21Z2> PRT

<213> ArtifTicial seguence

<220>
<223> Description of Artificial sSequence: Synthetic
Myostatin Binding Peptide

<220

<221> MOD_RES

<222> (2)..(3)

<223> Any amino acid

<220>
<Z221> MOD_RES
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<222> (5)..(7)
<223> Any amino acid

<220>

<221> MOD_RES

<222> (12)..(12)
<223> Any amino acid

<220>

<221> MOD_RES

<222> (14)..(14)
<223> Any amino acid

<400> 641
;rp Xaa Xaa (ys Xaa Xaa Xaa Gly Phe Trp Cys Xaa Asn Xaa
5 i0

<210> 642

<211> 14

<212> PRT

<213> Artificial sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide :

<400> 642
Lys Asp Leu Cys Lys Met Trp Lys Trp Met Cys Lys Pro Pro
1 5 10

<210> 643

<211> 18

<212> PRT

<213> Artificial Seguence

<220>
<223> Description of Artificial Sequence: Synthetic
Myostatin Binding Peptide

<400> 643
Gly Phe Ser Cys Thr Phe Gly Leu Asp Glu Phe Tyr val Asp Cys Ser
1 5 10 15

Pro Phe

<210> €44

<211> 42

<Z212> DNA

<213> artificial sequence

<220>
<223> Description of Artificial Sequence: Synthetic i
nNucleotide sequence encoding Myostatin Binding Peptide

<400> 644
cacatctggt gcaacctgge tatgatgaaa tgcgttgaaa tg 42

<210> 645

<211> 6

<212> PRT

<213> artificial Sequence
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<220>
<223> Description of Artificial Sequence: Synthetic

peptide

<400> 645
Gly Gly Gly Gly g“iy Gly
1
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