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Fig. 8

Amino acid sequences of the heavy chain variable regions of the various variable
domains indicated by the MF number SEQ ID NO: 1-21 and the CDRs and light
chain variable regions of SEQ ID NO: 22-27.

SEQUENCE LISTING SUMMARY

HER3-MF3178

QVOLVQSGAEVKKPGASVKVSCKASGYTFTGYYMHWVRQAPGQGLEWMGWINPN
SGGTNYAQKFQGRVIMTRDTSISTAYMELSRLRSDDTAVYYCARDHGSRHFWSY
WGFDYWGQGTLVTVSS

HER3-MF3163

QVOLVQSGAEVKKPGASVKVSCKASGYTFTGYYMHWVROAPGQGLEWMGWINPN
SGGTNYAQKFQGRVTMTRDTSISTAYMELSRLRSDDTAVYYCAKDSYSRHEYSW
WAFDYWGQGTLVTVSS

HER3-MF6061

QVQLVQSGAEVKKPGASVKVSCKASGYTFTGYYMHWVRQAPGQGLEWMGWINPQ
SGGTNYAQKFKGRVTMTRDTSTSTAYMELSRLRSDDTAVYYCARDHGSRHEWSY
WGFDYWGQGTLVTVSS

PD1-MF6930

EVQLVQSGAEVKKPGSSMKVSCKASGGTESNYVISWVRQAPGQGLEWMGMIIPV
FETATYEKKFQGRVTIIADKSTSTVYMELSSLRSEDAAVYYCARGTVEATLLED
YWGQGTLVTVSS

PD1-MF6256

EVQLVQSGAEVKKPGSSMKVSCKASGGTEFSSYVISWVROQAPGQGLEWMGMIIPV
FDTSSYEKKFQGRITITIADKSTSTVYLELSSLRSEDAAVYYCARGTVEATLLED
FWGQGTLVTVSS

HER2-MF1849

QVOLVESGGGVVQPGRSLRLSCAASGFTFSSYGMHWVRQAPGKGLEWVAVISYD
GSNKYYADSVKGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCAKGDYGSYSSYA
FDYWGQGTLVTVSS

LGR5-MF7423

QVOLVQSGAEVKKPGSSVKVSCKASGGTFSNYAI SWVRQAPGQGLEWMGSIIPI
LGTTDHAQKFQDRVTITAGKSSNTAYMDLSSLRSDDTAVYYCARERIAARLDYF
DSWGQGTLVTVSS

EGFR-MF3755

QVOLVQSGSELKKPGASVKISCKASGYDFTNYAMNWVROQAPGHGLEWMGWINAN
TGDPTYAQGEFTGRFVEFSLDTSVSTAYLQISSLKAEDSAVYYCTRERFLEWLHED
YWGQGTLVTVSS

LGR5-MF7428

QVOLVQSGAEVKKPGSSVKVSCKASGGTFSNYAI SWVRQAPGQGLEWMGSIIPI
LGTTDHAQKFQDRVTITADKSSKTTYMELNSLRSDDTAVYYCARELIAARLDYF
DSWGQGTLVTVSS

10

LGR5-MF7533

QVOLVQSGAEVKKPGSSVKVSCKASGGTEFSNYAI SWVRQAPGQGLEWMGSIIPI
LGTTDHAQKFQDRVTITAGKSSNTAYMDLSSLRSDDTAVYYCARERIAARLDYF
DSWGRGTLVTVSS

11

LGR5-MF7532

EVOLVQSGSKLKKPGASVKVSCKASGYTFTSYTMNWVRQAPGQGLEWMGWINTD
TGDPTYAQGEFTGRFVEFSLDTSVSTAFLQINSLKAEDTAVYYCARGDCDSTSCYR
YSYGYEDYWGRGTLVTVSS

12

EGFR-MF4280

QVQLVQSGAEVKKPGASVKVSCKVSGYTLTELSMHWVRQAPGKGLEWMGGEDPE
YGKTFFAQNFQGRVTMTEDTSADTAYMELSSLRSEDTAVYYCATEGYYETTTYY
YNLFDSWGQGTLVTVSS

13

HER2-MF3958

QVOLVQSGAEVKKPGASVKLSCKASGYTFTAYYINWVROQAPGQGLEWIGRIYPG
SGYTSYAQKFQGRATLTADESTSTAYMELSSLRSEDTAVYFCARPPVYYDSAWE
AYWGQGTLVTVSS

14

EGFR-MF4003

QVOLVQSGSELKKPGASVKVSCKASGYTFPSFAMNWLROAPGQGLEWMGWITTN
TGDPTYAQGEFSGREVESLDTSVSTAYLQISSLKAEDTAVYYCARVYNWIRGEDY
WGQGTLVTVSS

17

HER2-MF3025

QVQLKQSGAELVRPGTSVKLSCKASGYTFTGYYINWVKQRPGQGLEWIARIYPG
SGYTYYNEKFKGKATLTAEESSNTAYMHLSSLTSEDSAVYFCARPHYGYDDWYF
AVWGTGTTVTVSS

18

EGFR-MF4010

QVOLVQSGSELKKPGASVKVSCKASGYTFTNNAMNWVROQAPGQGLEWMGWINT I
TGDPSYAQGEFTGRFVEFSLDTSVNTAYLQISSLKAEDTAVYYCAREEFLEWLFED
YWGQGTLVTVSS
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Fig. 8, Cont'd

19 TIM3-MF6501 EVOLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSAISGS
GGSTYYADSVKGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCARDSNAWDSMAF
DYWGQGTLVTVSS
20 HER2-MF1898 OVQLVESGGGVVQPGRSLRLSCAASGFTFSSYGMHWVROAPGKGLEWVAVISYD
GSNKYYADSVKGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCAKDGFRRTTLSG
FDYWGQGTLVTVSS
21 HER2-MF2032 OVQLVESGGGVVQPGRSLRLSCAASGFTFSSYGMHWVRQAPGKGLEWVAVISYD
GSNKYYADSVKGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCAKDYYRRTARAG
FDYWGQGTLVTVSS
22 VL CDR1 0SISSY
23 VL CDR2 AASSLOS
24 VL CDR3 0QSYSTP
25 Igvk1-39*01 DIQMTQSPSSLSASVGDRVTITCRASQSISSYLNWYQOKPGKAPKLLIYAASSL
QSGVPSRFSGSGSGTDFTLTISSLOPEDFATYYCQQSYSTP
26 Common Light | DIQMTQSPSSLSASVGDRVTITCRASQSISSYLNWYQQKPGKAPKLLIYAASSL
Chain OSGVPSRFSGSGSGTDFTLTISSLOPEDFATYYCQQ
IgKV1*39/7kl | SYSTPPTFGQGTKVEIK
27 Common Light | DIQMTQSPSSLSASVGDRVTITCRASQSISSYLNWYQQKPGKAPK
Chain LLIYAASSLOSGVPSRFSGSGSGTDFTLTISSLOPEDFATYYCQQ
IgKV1*39/9k5 | SYSTPPITFGQGTRLEIK
28 IgGl CH1 ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFP
Hinge AVLOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRY
EPKSCDKTHTCPPCP
29 IgGl CH2 APELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKENWYVDGVEV
HNAKTKPREEQYNSTYRVVSVLTVLHQODWLNGKEYKCKVSNKALPAPIEKTISK
AK
30 IgGl CH3 KK GOPREPQVYTEPPSREEMTKNQVSLKCLVKGFYPSDIAVEWESNGQPENNYKTT
PPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTOKSLSLSPGK
31 IgGl CH3 DE GQPREPQVYTHPPSREEMTKNQVSLTCEVKGFYPSDIAVEWESNGQPENNYKTT

PPVLDSDGSFFLYSKLTVDKSRWQQGNVESCSVMHEALHNHYTQKSLSLSPGK
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