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FIGURE 3

Hepatic collagen
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FIGURE 4
Histology
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FIGURE 5
Hepatic aSMA gene expression
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FIGURE 6
Hepatic CCR2 gene expression
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FIGURE 7
Hepatic CCRS gene expression
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FIGURE 8

Hepatic Col1a2 gene expression
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FIGURE 9
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Hepatic MMP2 gene expression
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FIGURE 10

Hepatic TIMP2 gene expression
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FIGURE 11

Hepatic TGFb1 gene expression
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FIGURE 12
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FIGURE 12 (CONT.)
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FIGURE 12 (CONT.)
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