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<210> 1
<211> 44
<212> DNA
<213> Artificial Sequence
<220>
<223> LDH promoter region
<400> 1

tggtctgacc acattttcgg acataatcgg gcataagtaa aggt

<210> 2
<211> 44
<212> DNA
<213>

<400> 2

Corynebacterium glutamicum

tggtctgacc acattttcgg acataatcgg gcataattaa aggt

<210> 3
<211>
<212>
<213>

<400> 3
atgaaagaaa

tacgcatatg
gaaaagaaac
cgcacccgeg
tgtgccggeg
aagattatga
gtggcgtcca
tggaaccgcg
ggcgaactct
gacaccgaac
ctggacaaag
gctgcectatc
gctcgeatcea

ctccacggtg

945
DNA
Corynebacterium glutamicum

ccgtcggtaa
cactgatcaa
tcgaaggcaa
tcactaaggg
cagcccaaaa
aatccatcgt
acccagtgga
tgatcggctc
atgaagtggc
ttccagtcct
acccagagct
acattatcga
cccgegcaat

aatacggtga

caagattgtc
ccaaggcatg
cgtcaaggac
aacctacgct
gccaggegag
cggegatgtc
tatcctgacc
cggaactgtc
accaagctcc
gtcctccgeg
tgagggccegt
cgccaagggce
cctacaaaac

ggaagacatc

ctcattggceg
gcagaccacc
ttaaaccatg
gactgcgaag
acccgectec
atggacagcg
tacgcagtgt
ctggactccg
gtccacgcect
accatcgccg
ctagagaaaa
tccacttcct
caagacgttg

tacatcggca

caggcgatgt
ttgcgatcat
gtgttgtgtg
acgcagccat
agctggtgga
gattcgacgg
ggaaattctc
ctagattccg
acatcatcgg
gcgtatcgct
ttttcgaaga
acggcatcgg
cagtcccagt

ccccagectgt

A novel promoter and preparation method of L-amino acid using

cggagttgca
cgacattgat
ggccgattcc
ggttgtcatt
caaaaacgtc
catcttcctc
cggcttggaa
ctacatgctc
cgaacacgga
tagccgaatg
cacccgcgac
catgggtctt
ctctgcactg

ggtgaaccgc

44

44

60

120

180

240

300

360

420

480

540

600

660

720

780

840



cgaggcatcc gccgegttgt cgaactagaa atcaccgacc acgagatgga acgcttcaag 900

cattccgcaa ataccctgcg cgaaattcag aagcagttct tctaa 945
<210> 4
<211> 314
<212> PRT
<213> Corynebacterium glutamicum
<400> 4
Met Lys Glu Thr Val Gly Asn Lys Ile Val Leu Ile Gly Ala Gly Asp
1 5 10 15

Val Gly Val Ala Tyr Ala Tyr Ala Leu Ile Asn Gln Gly Met Ala Asp
20 25 30

His Leu Ala Ile Ile Asp Ile Asp Glu Lys Lys Leu Glu Gly Asn Val
35 40 45

Lys Asp Leu Asn His Gly Val Val Trp Ala Asp Ser Arg Thr Arg Val
50 55 60

Thr Lys Gly Thr Tyr Ala Asp Cys Glu Asp Ala Ala Met Val Val Ile
65 70 75 80

Cys Ala Gly Ala Ala Gln Lys Pro Gly Glu Thr Arg Leu Gln Leu Val
85 90 95

Asp Lys Asn Val Lys Ile Met Lys Ser Ile Val Gly Asp Val Met Asp
100 105 110

Ser Gly Phe Asp Gly Ile Phe Leu Val Ala Ser Asn Pro Val Asp Ile
115 120 125

Leu Thr Tyr Ala Val Trp Lys Phe Ser Gly Leu Glu Trp Asn Arg Val
130 135 140

Ile Gly Ser Gly Thr Val Leu Asp Ser Ala Arg Phe Arg Tyr Met Leu
145 150 155 160

Gly Glu Leu Tyr Glu Val Ala Pro Ser Ser Val His Ala Tyr Ile Ile
165 170 175

Gly Glu His Gly Asp Thr Glu Leu Pro Val Leu Ser Ser Ala Thr Ile
180 185 190

Ala Gly Val Ser Leu Ser Arg Met Leu Asp Lys Asp Pro Glu Leu Glu
195 200 205

Gly Arg Leu Glu Lys Ile Phe Glu Asp Thr Arg Asp Ala Ala Tyr His
210 215 220

Ile Ile Asp Ala Lys Gly Ser Thr Ser Tyr Gly Ile Gly Met Gly Leu
225 230 235 240

Ala Arg Ile Thr Arg Ala Ile Leu Gln Asn Gln Asp Val Ala Val Pro
245 250 255

Val Ser Ala Leu Leu His Gly Glu Tyr Gly Glu Glu Asp Ile Tyr Ile
260 265 270

Gly Thr Pro Ala Val Val Asn Arg Arg Gly Ile Arg Arg Val Val Glu
275 280 285

Leu Glu Ile Thr Asp His Glu Met Glu Arg Phe Lys His Ser Ala Asn
290 295 300



Thr Leu Arg Glu Ile Gln Lys Gln Phe Phe

305 310
<210> 5

<211> 75

<212> DNA

<213> Artificial Sequence
<220>

<223> oligonucleotide
<400> 5

caagagcttg tgcccggatt cctttgttac acctttactt atgcccgatt atgtccgaaa

atgtggtcag accaa

<210> 6

<211> 32

<212> DNA

<213> Artificial Sequence
<220>

<223> primer

<400> 6

cggtacccgg ggatcctgtg ggtggecgttg ta

<210> 7

<211> 33

<212> DNA

<213> Artificial Sequence
<220>

<223> primer

<400> 7

ctttgttaca cctttactta tgcccgatta tgt

<210> 8

<211> 33

<212> DNA

<213> Artificial Sequence
<220>

<223> primer

<400> 8

gtaaaggtgt aacaaaggaa tccgggcaca agc

<210> 9

<211> 32

<212> DNA

<213> Artificial Sequence
<220>

<223> primer

<400> 9

atgcctgcag gtcgacccac actgcegtagg tc

60

75

32

33

33

32



