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FIGURE 1A
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FIGURE 1A (CONTINUED)
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FIGURE 1B
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FIGURE 1B (CONTINUED)
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FIGURE ZA
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FiGURE 2B
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FIGURE 2B (CONTINUED)
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FIGURE 2B (CONTINUED)
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FIGURE 3A
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FIGURE 3B
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FIGURE 3B (CONTINUED)
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FIGURE 3B (CONTINUED)
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FIGURE 3B (CONTINUED)
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FIGURE 3C
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FIGURE 3C (CONTINUEDR)
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FIGURE 4B
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FIGURE SA
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FIGURE SA (CONTINUED)
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FIGURE SA (CONTINUED)
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FIGURE 5B
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FIGURE 5B (CONTINUED)
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FIGURE 3B (CONTINUED)
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FIGURE 5C
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FIGURE 5C (CONTINUED)
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FiGURE 3C (CONTINUED)
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FIGURE 6A
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FIGURE 6A (CONTINUED)
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FIGURE 6B MCF-VHZ-EGFP
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FIGURE 6B (CONTINUED)
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FIGURE 7TA
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FIGURE 7B
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FIGURE 8A

SUBSTITUTE SHEET (RULE 26}



WO 2010/016806 ’ PUT/SG2009/000276

36/47

Ficure 8B
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FIGURE 9A
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FIGURE 9A (CONTINUED)
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FIGURE 9B
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FIGURE 10 AND FIGURE 11
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FIGURE 12A

FIGURE 12B
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FIGURE 12C




WO 2010/016806 PCT/8G2609/600276

43/47

FIGURE 12K
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FIGURE 13A
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mouse variable regions

VHZ mouse mAb #209 VHZ mouse/human
Chimeric mAb#2(9

B
Variable Heavy Chain Sequence:

LVDMDSRLNLVFLVLILKGVQCDVQLVESGGGLVQPGGSRKLSCAASGFTES
SFGMHWVRQAPEKGLEWVAYISSGSSTIYYADTVKGRFTISRDNPKNTLFLQ
MTSLRSEDTAMYYCARWQTARATRGYAMDYWGQGTSVTIVSS

C
Variable Light Chain Sequence:

VMTQSHKFMSTSVGDRVSITCKASQDVNTAVAWYQOQKPGQSPKLLIYSASYRFT

GVPDLFTGSGSGTDFTFTINSVQAEDLAVYYCQQHYSSPWTFGGGTKLEIKRAD
- AAPTVSIFHHPVSLG ‘
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FIGURE 14
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FIGURE 15A
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FIGURE 158
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