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Figure 1 (continued)

IgHV3-23-1
VH1016-040
VH1016-045
VH1016-039
Consensus

VH Comparison 5:

SY¥KGRFTISRDNSKNTLYLQOMNSLRAEDTAVYYCAK
SYKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYC
S\KGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCA%
SRKGRF TISRDNSKNTLYLQMNSLRAEDTAVYYC
SVKGRFTISRDNSKNTLYLQMNSLRAEDTAVY YCAKDRGWGSDYWGQGTLVIVSS

IgHV4-30-2-

VH1016-068
VH1016-078
VH1016-084
VH1016-061
VH1016-062
VH1016-063
VH1016-064
VH1016-087
Consensus

IgHV4-30-2
VH1016-068
VH1016-078
VH1016-084
VH1016-061
VH1016-062
VH1016-063
VH1016-064
VH1016-087
Consensus

VH Comparison 6:

IgHV5-51-1
VH1016-016
VH1016-028
VH1016-008
VH1016-012
VH1016-035
VH1016-095
VH1016-093
VH1016-096
VH1016-104
Consensus

IgHV5-51-1
VH1016-016
VH1016-028
VH1016-008
VH1016-012
VH1016-035
VH1016-095
VH1016-093
VH1016-096
VH1016-104
Consensus

-1 NPSLKSRVTIE

1 QLQLQESGSGLVKPSQTLSLT SGGSISSGG§SWSWIRQPPGKGLEWIG
QLOLQESGSGLVKPSQTLSLT SGGSISSGG§SWSWIRQPPGKGLEWIG
QLOLQESGSGLVKPSQTLSLTCAVSGGSISSG WSWIRQPPGKGLEWIG
QLQLQESGSGLVKPSQTLSLTC§VSGGSISSG WSWIRQPPGKGLEWIG!
QLOLQESGSGLVKPSQTLSLT SGGSISSG WSWIRQPPGKGLEWIG
QLOLQESGSGLVKPSQTLSLT SGGSISSG WSWIRQPPGKGLEWIG!
QLOLQESGSGLVKPSQTLSLT SGGSISSG WSWIRQPPGKGLEWIG
QLOLQESGSGLVKPSQTLSLT SGGSISSG WSWIRQPPGKGLEWIG!

QLOLQESGSGLVKPSQTLSLT LSWSWIRQPPGKGLEWIG

TAADTAVYYCAR-
TAADTAVYYCA
TAADTAVYYCA

NPSLKSRVT
NPSLKSRVT I}

NPSLKSRVTI TAADTAVYYCA
NPSLKSRVTI§¥DRSKNQ§SLKLS§§TAADTAVYYCA
NPSLKSRVTI DRSKNQ§SLKLS TAADTAVYYCA

NPSLKSRVTI\VDRSKNQ§SLKLS

TAADTAVYYCA
NPSLKSRVT HVDRSKNQ§SLKLS

TAADTAVYYCA
TAADTAVYYCA
NPSLKSRVTISVDRSKNQFSLKLSSVTAADTAVYYCARSSYDILTDWGQGTLVTVSS

YWIGWVRQMPGKGLEWMGI IYPGDSH
YWIGWVROMPGKGLEWMGI IYPGD
YWIGWVRQMPGKGLEWMGI IYPGDSH
YWIGWVRQMPGKGLEWMGI IYPGDSR

EVOLVQSGEEVKKPGESLKISCKGSGY
EVQLVOS VKKPGESLKISCKGSGY§
EVQLVQOSGREVKKPGESLKISCKGSGY

EVQLVQS VKKPGESLKISCKGSGY

EVQLVQS VKKPGESLKISCKGSGY YWIGWVRQMPGKGLEWMGIIYPGDS@
EVQLVQS VKKPGESLKISCKGSGY YWIGWVRQMPGKGLEWMGIIYPGDS\
EVQLVQS VKKPGESLKISCKGSGY YWIGWVRQMPGKGLEWMGIIYPGDS§
EVQLVQS VKKPGESLKISCKGSGY YWIGWVRQMPGKGLEWMGIIYPGDSW

EVQLVQS VKKPGESLKISCKGSGY YWIGWVRQMPGKGLEWMGIIYPGD
EVQLVQS VKKPGESLKISCKGSGY F%SYWIGWVRQMPGKGLEWMGIIYPGD )
EVOLVQSGAEVKKPGESLKISCKGSGYSFTSYWIGWVRQMPGKGLEWMGI IYPGDSD

TRYSPSFQGQVTISADKSISTAYLQW
TRYSPSFQGQVTISADKSISTAYLQW
TRYSPSFQGQVTISADKSISTAYLQW
TRYSPSFQGQVTISADKSISTAYLOWESLKASDTAMYYCARE
TRYSPSFQGQVTISADKSISTAYLQWESLKASDTAMYYCAR
TRYSPSFQGQVTISADKSISTAYLQW&SLKASDTAMYYCAR@
TRYSPSFQGQVTISADKSISTAYLOQWSSLKASDTAMYYCAR!
TRYSPSFQGQVTISADKSISTAYLOWESLKASDTAMYYCARS
TRYSPSFQGQVTISADKSISTAYLOQWSSLKASDTAMYYCAR!
TRYSPSFQGQVTISADKSISTAYLOWESLKASDTAMYYCARS
TRYSPSFQGOQVTISADKSISTAYLOWSSLKASDTAMYYCARQEITGDEFDYWGQGTLVTIVSS

SLKASDTAMYYCAR-——
SLKASDTAMYYCARE
SLKASDTAMYYCAR!

PCT/EP2011/053646



WO 2011/110642 PCT/EP2011/053646
3/22

Figure 2
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Figure 2 (continued)
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clone name ECso
Uni-058 0.670
1gG4-058 0.276
Uni-006-TE 0.323
1gG1-006 2.319
1gG4-5D5 0.966
1gG1-5D5 0.531
1gG1-G11-HZ 1.438
HuMab-KLH ND
clone name ECso
Uni-005 5797
1gG1-005 1.556
Uni-006 13.89
1gG1-006 1.918
Uni-008 1.848
1gG1-008 0.554
Uni-022 1.656
1gG1-022 1.097
clone name ECso
Uni-024 2.419
1gG1-024 ~ 3.186
Uni-035-D09 9.319
1gG1-035-D09 1.783
Uni-045 12.20
1gG1-045 0.692
Uni-062 0.984
1gG1-062 0.503
Uni-064 0.519
1gG1-064 0.465
clone name ECso
Uni-068-TE  ~ 0.605
1gG1-068 0.393
Uni-069 0.600
19G1-069 0.547
Uni-098 1.157
1gG1-098 0.900
Uni-101 1.303
IgG1-101 1.035
Uni-181 0.847
1gG1-181 0.679
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Figure 4
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Figure 5
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Figure 6
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Figure 7
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Figure 8
KP4 xenograft model
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Figure 9

KP4 xenograft model
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Figure 10
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Figure 11
MKN45 xenograft model
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Figure 12

Survival assay with KP-4 cells and 5D5 mAbs
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Figure 14
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Figure 15
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Figure 16

NCI-H441 proliferation assay
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Figure 17

KP4 viability assay
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Figure 18

cMet down-modulation/degradation
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Figure 19
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Figure 20
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