
A group of genes including GhCIR1 from cotton
(Gossypium hirsutum), and AtCIR1 and AtCIR2 from
Arabidopsisthaliana promote shoot regeneration in
plants even in the absence of cytokinin. In the
presence of cytokinin, the genes significantly improve
transformation efficiency. The genes can be used as an
enhancer as well as a selectable marker of
transformation in plants. The proteins encoded by the
novel genes have a homeodomain (HD) at the N-terminus
and a highly divergent domain at the C-terminus. The
proteins share a common structural motif. 


